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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRJNLA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 

1 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2',5-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease HI 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al, 2001, EMBO J. t 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient KNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3 '-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2'-deoxy (2 f -H) or 2-O-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the S'-terminal siRNA 
overhang nucleotides with 2 ? -deoxy nucleotides (2 -H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
1 0 target RNA is defined by the 5 f -end of the siRNA guide sequence rather than the 3-end of 
the guide sequence (Elbashir et aL, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 -overhangs with 
" deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO 7., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2 f -0-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2-amino or 2-0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4-C methylene bridge. 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2 f -position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes, Zernicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 

■ 

phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
al, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et al., 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et al, International PCT 
Publication No. WO 01/53475, ^describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et al, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-dorived gene products that may be related to RNAi in Drosophila. Arndt et 
al, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et al, International PCT Publication No. WO 00/63364, and 
Satishchandran et al, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1 144623 Bl describes certain 
methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 
RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 

* 

expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 
uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 
vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 
acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HTV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

3 0 target gene or a portion thereof. 

8 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 

9 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2-O-methyl pyrimidine 
nucleotides, 2 -deoxy nucleotides, and/or 2 t -deoxy-2 , -fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 

■ 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3-end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
- siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 

i 

10 
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internucleotide linkage at the 3 1 end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3* end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5'-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 



WO 03/074654 PCT/US03/05028 

wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3* overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfiir heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2 , -0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 



In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et a!., supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

1 5 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 
present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 
the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 

14 
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pyrrolidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3'-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5'-end of said antisense region. The 3'-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3'-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3'- 
1 0 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions'. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 



R. 



W 



15 



WO 03/074654 PCT/US03/05028 

wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more (e.g, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3 ! -end, the 5'-end, or both of 
the 3' and S'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
Formula I at the 5'-end of the sense strand, the antisense strand, or both strands, hi 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
nucleotide having any of Formulae I-VIL 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3-end, the 5 ! -end, or both of the 3 f and 5 -ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3 1 - 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (eg., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
having Formula III: 



10 



15 



20 



25 




wherein each R3, R4, R5, R6, R7, R8, R10, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

The chemically-modified nucleotide or non-nucleotide of Formula HI can be 
present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
m at the 3'-end, the 5'-end, or both of the 3* and 5'-ends of the sense strand, the antisense 
strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5 '-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 in at the 3 ? -end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or HI, wherein the nucleotide having Formula II or HI is in an inverted 
configuration. For example, the nucleotide having Formula II or HI is connected to the 
siNA construct in a 3-3', 3-2', 2-3', or 5'-5 f configuration, such as at the 3'-end, the 5- 
10 end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 



15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3 f -terminal nucleotide overhangs having about 1 to about 4 (eg., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5 '-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Fonnulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 
interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 
linkages at the 3'-end, the 5'-end, or both of the 3'- and S'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g. y about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 
antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2'-Omethyl, 2 f -deoxy-2'-fluoro, and/or about one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3 - and Spends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2-O-methyl, 2 l -deoxy-2 , -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3 -end, the 5'-end, or both of the 3- and 5 -ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2-deoxy, 2-O-methyl and/or 2 ! -deoxy-2-fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3-end, 
the 5'-end, or both of the 3 f - and 5-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2'-deoxy, 

15 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5 f -end, or both of the 3'- and 5'-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2-deoxy, 2-O-methyl, 2 f -deoxy-2 f -fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3-end, the 5 F -end, or both of the 3 - and S'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2-O-methyl and/or 2'-deoxy-2 , -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5'-end, or both of the 3 f - and 5'-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5-end, or both of the 3 1 - and S'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2 , -deoxy-2 t -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3 ! -end, the 5'-end, or both of the 3'- and 5*-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2 ! -deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 -end, 

15 the 5-end, or both of the 3 f and 5 ! -ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2 ! -deoxy, 2 , -Omethyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 f -end, the 5-end, or both of the 3'- and 5 ! -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 

25 2 f -deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3' -end, 
the 5 '-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 

30 methyl and/or 2 l -deoxy-2 , -fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3 r -end, the 5'-end, or both of the 3'- and 5'-ends, being 
present in the same or different strand. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 



In another embodiment, the invention features a siNA molecule comprising 2'-5' 
internucleotide linkages. The 2'-5' internucleotide linkage(s) can be at the 3'-end, the 5 ? - 
end, or both of the 3'- and 5'-ends of one or both siNA sequence strands. In addition, the 
2'-5' internucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2 , -5' internucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5' internucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g, about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 
20 structure having any of Formulae I-VH For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VTI or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3'-terminal nucleotide overhang, and wherein the duplex has 
25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I- VII or any combination 
30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VH or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3' -terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3 f -terminal overhangs, such as S'-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 {e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 {e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with S-terminal overhangs, such as 3'-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one {e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is 0, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 



Li another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 

Ri »Y n R 3 
R 2 

wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl~S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises 0 and is the point 
of attachment to the 3 f -end, the 5-end, or both of the 3 1 and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3'-end, the 5'-end; or both of the 3' and 5-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3-end, the 5-end, or both of the 3 1 and 5 -ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3-end or the 5-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3», 3'-2', 2'-3 f , or 5'-5* configuration, such as at the 
3-end, the 5'-end, or both of the 3* and S'-ends of one or both siNA strands. 

In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5 f -end, the 3'-end, both of the 5' and 3 -ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5- 
end, the 3-end, both of the 5 1 and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 r -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 , -deoxy-2*-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2 ! -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2 f -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 ! -terminal nucleotide overhang that 
are present in said sense region are 2-deoxy nucleotides. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (eg., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are T- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2'- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 '-terminal 
nucleotide overhang that are present in said antisense region are 2 f -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2 , -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine 
nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 



28 



WO 03/074654 PCT/US03/05028 

2'-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2*-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides), and one or more 
10 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2 , -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3'- 
end, the 5 '-end, or both of the 3' and Spends of the sense region. The sense region 
optionally further comprises a S'-terminal overhang having about 1 to about 4 (e.g., about 
15 1, 2, 3, or 4) 2 ! -deoxyribonucleotides. The antisense region comprises one or more 2 1 - 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 ! - 
deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2'-0-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2 , -0-methyl purine nucleotides or 
20 alternately a plurality of purine nucleotides are 2'-0~methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3 '-end, the 5'-end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally further comprises a 3-tenninal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 
25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2*-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2 - 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2'- 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2 f -0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2'-0-methyl purine 
nucleotides). Inverted deoxy abasic modifications are optionally present at the 3'-end, the 
5'-end, or both of the 3' and 5 -ends of the sense region. The sense region optionally 
further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 1 2 3 or 
4) 2 , -deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 
both of the 3' and 5 -ends of the antisense sequence. The antisense region optionally 
further comprises a 3 f -terminal nucleotide overhang having about 1 to about 4 (e:g., about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 
IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 
comprises one or 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 t -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of T -deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4 , -thionucleotides, and T- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, T- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 , -methoxyethyl nucleotides, 4'- 
thionucleotides, and 2 , -0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2 t -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

■ 

purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, T- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 , -methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3 '-end, the 5'-end, or both of the 3' and S'-ends of the sense 
region. The sense region optionally further comprises a 3 '-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and 5 f -ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3'-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 ! -deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer- Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-p-ribofiiranosyl) nucleotides); V- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio~ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2 , -0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3 - 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 f -end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 f -end and 5 f -end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et aL, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 

♦ 

32 



WO 03/074654 



PCT/US03/05028 



maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol Ther., 2, 100; 

20 Kusser, 2000, BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistiy, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 34:301; Ono et al, Biochemistry 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc 1991, 773:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (KNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
• regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2 5 -OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5'-terminal phosphate group. In another 

» 

embodiment, the single stranded siNA molecule of the invention comprises a 5'-terminal 
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phosphate group and a 3'-terminal phosphate group (e.g., a 2\ 3'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 f -deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2 f -deoxy-2 ! -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2-O-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2-O-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3 '-end, the 5-end, or both of the 3 f and 5-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

r 

pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2 f -deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3-end, the 5 ! -end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5'-end, or both of the 3* and 5-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 ? -deoxy-2 ? -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'~deoxy-2 f -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 , -methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2 , -methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5-end, or both of the 3* and 5-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2 L deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 

* 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the celL 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 

■ 

vivo applications include use in organ/tissue transplant, tissue grafting' or treatment of 
30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant In 

another embodiment, the method further comprises introducing the tissue explant back 

into the organism the tissue was derived from or into another organism under conditions 

suitable to modulate the expression of the genes in that organism. 

* 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
- disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 
preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 
subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
biological system. 
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By biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5'-protecting group, 
for example, a 5'-0-dimethoxytrityl group (5 f -0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VH or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 

* 

sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I-VH or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al, USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 
molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 
PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 
Allshire., 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, RNA 9 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5'-phosphate (see for example Martinez et ah, 2002, Cell, 110, 563-574 and 
Schwarz et al, 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2'-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g.-, nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with T -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et aL, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et aL, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or '"reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant' 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. La addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 
20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSH Symp. Quant. Biol. UL pp.123-133; Frier et al, 1986, Proc. Nat Acad. 

■ 

25 Sci. USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6,1, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

* 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2' position of a P-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
v isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 



60 



WO 03/074654 PCT/US03/0502tt 

The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyirole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 200 1 , Nucleic Acids Research, 29, 243 7-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

r 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 



WO 03/074654 PCT/US03/05028 

* - -* • *•**»»* nwHl 

Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi: 10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table IE. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule, having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table HI) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 

10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 

15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2 , -0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2 , -0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

i 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

* 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

* 

siNA constructs including 3' -glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 . modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3' -terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 - and 3 -terminal internucleotide linkages, wherein the two terminal 3'- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2'-deoxy-2 , -fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3-terminal glyceryl moiety and wherein the two terminal 
3 -nucleotides are optionally complementary to the target RNA sequence, and having one 
3'4erminal phosphorothioate internucleotide linkage and four 5'-termmal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2 -deoxy-2-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 ! -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2 f -0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein.the two terminal 
20 S'-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 ! -deoxy-2 ! -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 r - and 3 1 - terminal 
25 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-0-methyl or 2 -deoxy-2'- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 -nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 ! -terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 - and 3 - terminal 
cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2-deoxy-2'-fluoro modified 

■ 

nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2 f -deoxy nucleotides. The 
antisense strand comprises 21 nucleotides, optionally having a 3 f -terminal glyceryl moiety 
and wherein the two terminal 3-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 '-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5 - and 3'- terminal 
cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 , -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2-deoxy- 
2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2'-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5 1 - and 3'- terminal 
cap moieties wherein the two terminal 3-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 T -deoxy-2'-fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 '-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
that can be used, for example, to stabilize the 3'-end of siNA sequences of the invention, 
including (1) [3-3']-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3']-y- 
deoxyribonucleotide; (4) [5'-3']-ribonucleotide; (5) [5»-3']-3'-0-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [3'~5']-3'-deoxyribonucleotide; (8) P^'J-deoxyribonucleotide; (9) [5'-2 f ]- 
deoxyribonucleotide; and (10) [5-3 f ]-dideoxyribonucleotide. In addition to modified and 
unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2'-deoxy nucleotide shown 5' 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2 , -mofications, 
base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 

4 

particular characteristic while maintaining RNAi activity, and can be further modified and 
assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 
nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 
2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

* 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 
293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and S'-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fhioro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPI#3 13 68/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2) 5 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-l mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-l mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#31302/31303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31304/31305), which was also compared to a matched chemistry inverted control 
(RPI#3 1316/3 1317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1018/31307) was compared to a chemically modified siNA construct comprising 
2'~deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction ofPTP-lB RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 
15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and S'-terminal dithymidine caps (RPI#3 1035/311 11) was 
compared to a chemically modified siNA construct comprising 2 , -deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense 
strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#31322/31323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

■ 

siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi 11 or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo, 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 291 \ 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall etal t 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3 f - 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2 f -0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3'-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 '-end of the siRNA guide sequence rather than the 3'-end 
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(Elbashir et al, 2001, EMBO 1, 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5 -phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5 f -phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al, 1992, Methods in Enzymology 211,3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng, 61, 33-45, and Brennan, U.S. Pat. No, 
6,001 ,3 11. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 '-end, and phosphoramidites at the 3 -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 2.5 min coupling step for 2-0- 
methylated nucleotides and a 45 sec coupling step for 2-deoxy nucleotides or 2-deoxy-2 ! - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 nmol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 nL of 0.1 1 
M = 6.6 nmol) of 2'-0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 of 0.25 M = 15 (imol) can be used in each coupling cycle of 2'~0-methyl residues 
relative to polymer-bound 5'-hydroxyl. A 22-fold excess (40 \iL of 0.11 M = 4.4 nmol) 
of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 nL of 0.25 M = 
10 nmol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5'-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% TV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM I 2 , 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

The method of synthesis used for RNA including certain siNA molecules of the 
invention follows the procedure as described in Usman et aL, 1987, J. Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al. t 1997, Methods Mol. Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 
dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jxmol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2 f -0-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 \xmol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 \xL of 0.11 M = 6.6 |xmol) of 2 , -0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 jiL of 0.25 M = 15 \imo\) 
can be used in each coupling cycle of 2'-0-methyl residues relative to polymer-bound 5 - 
hydroxyl. A 66-fold excess (120 pL of 0.1 1 M = 13.2 ^mol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 \iL of 0.25 M = 30 jimol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5 1 - 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with .16% N-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I 2 , 49 mM 

pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, , 
20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l;l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 yiL of a solution of 1.5 mL N-methylpyrrolidinone, 750 \iL 
TEA and 1 mL TEA»3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA*3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
min. The sample is cooled at -20 °C and then quenched with 1.5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et aL, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et aL, 1992, Science 256, 9923; Draper et aL, International PCT publication No. 
WO 93/23569; Shabarova et aL, 1991, Nucleic Acids Research 19, 4247; Bellon et aL, 
1997, Nucleosides & Nucleotides, 16, 951; Bellon et aL, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2 , -C-allyl, 2'-fluoro, 2 , -Omethyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman a/., 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

Optimizing Activity of the nucleic acid molecule of the invention. 

i 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 
Usman and Cedergren, 1992, Trends in Biochem. Set 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 
phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2-C-allyl, 2 , -fluoro, 2-Omethyl, 2 , -0- 
allyl, 2 -H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, 
Biochemistry?) 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, U.S. Pat No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett, 39, 1131; Earnshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide intemucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5 ? -methyIphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
1 0 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al. t 1995, Nucleic Acids Res. 23, 2677; Caruthers et al t 1992, Methods 
in Enzymology 21 1,3-19 (incorporated by reference herein)) have expanded the ability to 
15 modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2', 4'-C 
methylene bicyclo nucleotide (see for example Wengel et al, International PCT 
Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 
10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 
1 5 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sulleriger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2'-amino, 2'-0-amino, 
2'-C-allyl, 2'-0-allyl, and other 2'-modified or base modified nucleotides. The 
30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term 'biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vifro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3 - cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5-terminus (5 f -cap) or at the 3- 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5 '-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; *Ara?-pentofuranosyl nucleotide; 
acyclic 3',4'-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3'-3'-inverted nucleotide moiety; 3 '-3 '-inverted abasic 
moiety; 3'-2'-inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanediol 
phosphate; 3-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3-phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3*-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4 , ,5'-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
/Areo-pentofuranosyl nucleotide; acyclic 3',4-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5-5 -inverted nucleotide moiety; 5-5- 
inverted abasic moiety; 5-phosphoramidate; 5-phosphorothioate; 1,4-butanediol 
10 phosphate; 5-amino; bridging and/or non-bridging S'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1 '-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, feyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

■ 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 
heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 
are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include fiiranyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 
refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR f , where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the T position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 
and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al t International PCT 
Publication No. WO 92/07065; Usman et aL, International PCT Publication No. WO 
93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al t 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1' position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al. t 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the V position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the V carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or 2-0- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutical^ acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Membr. Biol, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser. f 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin, Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol Brain Research, 55, 
151-164, Dryden et al, 1998, Endocrinol, 157, 169-175, Ghimikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

In addition, the invention features the use of methods to deliver the nucleic acid 
molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 
Leuk Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fiisogenic peptides, for the transfection of hematopoietic cells with 
oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 
nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. ScL, 87, 1308-1315; Tyler et 
al, 1999, FEBS Lett, All, 280-284; Pardridge et al t 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Phann. Bull 1995, 
43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 
liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of /7-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
Ringer ! s solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10. the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, /. Biol. Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J. 7 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001 ; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Sci., USA 83, 399; Scanlon et al, 
1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashani-Sabet etal, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 
Virol., 65, 5531-4; Ojwang et al, 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581 r 9; Sarverera/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Tfterapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al., PCT WO 93/23569, and Sullivan et al., PCT WO 94/02595; Ohkawa et al., 
1992, Nucleic Acids Symp. Ser., 27, 15-6; Taira et al., 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol. 
15 Chern., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol m based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

■ 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or HI initiation region); b) a 
transcription termination region (e.g, eukaryotic pol I, II or in termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 

> 

molecule. The vector can optionally include an open reading frame (ORP) for a protein 
operably linked on the 5 ! side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl Acad. Set USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 217, 47-66; Zhou et al, 1990, Mol 
Cell Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabete/a/., 1992, Antisense Res. Dev., 2,3-15; Ojwang etal, 1992, Proc. Natl Acad. 
Set USA, 89, 10802-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl Acad. Sci. USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl Acad. Set U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al f U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Tlier., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3'-end of the open reading frame and wherein the sequence is 
operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 
the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3 '-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5 -terminal dimethoxytrityl (5 T -0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5-O-DMT group while the complementary 
strand comprises a terminal 5 ! -hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniunihexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1 % aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|iM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 

i 

adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 
20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 
25 an siNA construct having all ribonucleotides except a 3'-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 

104 



WO 03/074654 



PCT/US03/05028 



the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 -end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3 1 UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3 ! terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

The siNA molecules are screened in an in vitro, cell culture or animal model system 
to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 
The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 
gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput maimer. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 
target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2'-0-methyl nucleotides, or 2-fluoro (F) 
nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3'-glyceryl, 3 '-inverted abasic, 3'-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 
was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 
expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 
standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 '-terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3 '-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3'-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hw siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3'-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 
30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

1 5 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various S'-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA desig n 

siNA target sites were chosen by analyzing sequences of the target RNA and 
optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 
each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 
duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 
delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 
using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 
RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et al t US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et aL, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, S'-O^-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2 , -deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et aL, US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et aL, 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to . 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2 , -deoxy-2 , ~fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et aL, 1999, Genes and Development, 13, 3191-3197 and Zamore et al t 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 urn GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 

target RNA is 5 ! - 32 P-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 
20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
transcipt First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification {eg., ABI 7700 Taqman®). A 
comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 
addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

* 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2|ag/ml) are complexed in 
EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at lxl 0^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 \i\ reactions consisting of 10 |il total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 \M each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 

4 

min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to 6-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Exam ple 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that iare designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et aL, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et aL, 1995 Proa Natl. 
Acad. Set USA. 92: 905-909; Shweiki et aL, 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et aL, 1985 Cornea 4: 35-41; 
Lepri, et aL, 1994 Ocular Pharmacol. 10: 273-280; Ormerod et aL, 1990 Am. J. 
Pathol. 137: 1243-1252) or intracorneal growth factor implant (Grant et aL, 1993 
Diabetologia 36: 282-291; Pandey et aL 1995 supra; Zieche et aL, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 aL, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et aL, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et aL, 
1994 Cell 79: 315-328; Senger et aL, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et aL, 1994 Cancer Res. 54: 4233-4237; Kim et aL, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et aL, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor Vm antigen) immunohistochemistry, Trichrome-Masson stain, or 
hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 

are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 
problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 

120 



WO 03/074654 



PCT/US03/05028 



LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly L v. . In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded' mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and' Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 jxM in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 \iG/\iL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 nG/^L, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 jig/|iL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H 2 0 at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20jng/eye treatment, 6 uLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 \im pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 \iL of 75 jiM VEGF in 82 mM Tris HCl (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et ah Supra 
and Pandey et al 9 supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 \im OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue I mm away from the edge of 
the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 ^iL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 
maintained using micro aneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was surnmated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

Statistics 



124 



WO 03/074654 



PCT/US03/05028 



After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05 . Statistical analyses were performed using JMP v.3. 1 .6 (S AS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2 , -deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3* terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^I/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and S'-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31300/31301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jxl. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5* and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3Merminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

1 5 (transfection control). 

Example 15: RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 fil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \ih Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2 5 -deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#31368/31369), which was also 
compared to a matched chemistry inverted control (RPI#31370/31371) and a chemically 
modified siNA construct comprising 2 , -deoxy-2 , -fluoro pyrimidine and 2'-deoxy-2 > - 

■ 

fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3'-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3Merminal phosphorothioate internucleotide linkage (RPI#31302/31303), were compared 
to a matched chemistry inverted control (RPI#31314/31325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
(transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of BACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
siNA concentration of 25 nM in a volume of 150 jiL Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2*-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity! 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 



siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3'-teiminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-tenninal phosphorothioate intemucleotide linkage (RPI#31300/3130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition of PTP-1B RNA exp ression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 
1 5 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#3 13 18/313 19). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : RN Ai mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 [il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPK31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF1 00308.1), Human Immunodeficiency Virus type 1 
(HTV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NMJ)04448, NM_001982, and NMJJ05235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_015620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XMJ)33884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCA1 (for example GenBank Accession No. NM 001285) , 

30 phospholamban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table 111. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well • 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (z.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (z.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of 1 may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 

♦ 

scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 
25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 




Reagent | Equivalents 



Phosphoramidites 



S-Ethyl Tetrazole 



Acetic Anhydride 



W-Methyl 
Imidazole 



TCA 



Iodine 



Beaucage 



Acetonilrile 



700 



B. 0.2 pmol Synthesis Cycle ABI 394 Instrument 



Amount 



Wait Time* DNA 




732 pL 



20.6 



7.7 



NA 



244 pL 



232 uL 



2.64 mL 



Wait Time* 2'-0-methyl 



10 sec 



15 sec 



100 sec 



NA 



10 sec 



15 sec 



300 sec 



NA 



Wait Time*RNA 



10 sec 



15 sec 



300 sec 



NA 



Reagent 



Phosphoramidites 



S-Ethyl Tetrazole 



Acetic Anhydride 



W-Methyl 
Imidazole 



TCA 



Iodine 



Beaucage 



Acetonitrile 



Equivalents:DNA/ 
2'-0-methyI/Rlbo 



22/33/66 



70/105/210 



265/265/265 



502/502/502 



238/475/475 



6.8/6.8/6.8 



34/51/51 



NA 



C. 0.2 pmol Synthesis Cycle 96 well Instrument 



Amount: DNA/2'-a 
methyl/Ribo 



40/60/120 pL 



40/60/120 pL 



50/50/50 uL 



50/50/50 pL 



250/500/500 pL 



80/80/80 pL 



80/120/120 



1150/1150/1150 pL 



Wait Time* DNA 



Wait Time*2'-0. 
methyl 



60 sec 



60 sec 



10 sec 



10 sec 



180 sec 



180 min 



10 sec 



10 sec 



15 sec 



30 sec 



100 sec 



NA 



15 sec 



30 sec 



200 sec 



NA 



Wait time does not include contact time during delivery. 



Wait Time* Ribo 



360sec 



360 sec 



10 sec 



10 sec 



15 sec 



30 sec 



200 sec 



NA 



Tandem synthesis utilizes double coupling of linker molecule 
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Table 



-\»> .if* 



■ f ■;. •:} . 



8 



Solution on 
: Filter (1.0 



.iff. 



Tris-Cl pH 
6.9 



R&D Systems 
VEGF-carrier 
free 
75 nM 



R&D Systems 
VEGF-carrier 
free 
75 

R&D Systems 
VEGF-carrier 
free 
75 



concentration 



Number 



NA 



R&D Systems 
VEGF-carrier 
free 
75 nM 



R&D Systems 
VEGF-carrier 
free 
75jnM 



R&D Systems 
VEGF-carrier 
free 
75 nM 



R&D Systems 
VEGF-carrier 
free 
75 ixM 



3.53 |ig/nL 



3.53 ng/^L 



3.53 |ig/nL 



3.53 \ig/\iL 



3.53 ^ig/^xL 



3.53 jag/ jiL 



3.53 ^ig/nL 



r. 



Jhjectatel 

■';?.:«£. v 



water 



Dose 



NA 



water 



Site 2340 
Stabl 
siRNA 

Site 2340 
Stabl 
siRNA 



NA 



10 

Hg/ eye 



Site 2340 
Stabl 
siRNA 



Inactive 
Site 2340 
Stabl 
siRNA 



Inactive 
Site 2340 
Stabl 
siRNA 



Inactive 
Site 2340 
Stabl 
siRNA 



10 
ug/eye 



3 

^g/eye 



mi 



NA 



NA 



1.67 
Hg/nL 



0.5 



0.167 
. Hg/n L 



1.67 
Hg/f-iL 



0.5 
Hg/^L 



0.167 
Hg/nL 
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Table IV 

Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 



"Stab 1" 



"Stab 2" 



"Stab 3" 



"Stab 4" 



"Stab 5" 



"Stab 6" 



"Stab 7" 



"Stab 8" 



"Stab 9" 



"Stab 10" 



"Stab 11" 



pyrimidine 



Ribo 



Purine 



Ribo 



Ribo 



Ribo 



2'-fluoro 



2'-fluoro 



2'-fluoro 



2'-0-Methyl 



2 , -fluoro 



2'-fluoro 



Ribo 



Ribo 



2'-fluoro 



Ribo 



Ribo 



cap 



p=S 



5 at 5 '-end 
1 at 3 '-end 



Strand 



S/AS 



All 
linkages 
4at5'-end 
4 at 3 '-end 



Usually AS 



Ribo 



Ribo 



2'-deoxy 



2'-0- 
Methyl 



Ribo 



Ribo 



2'-deoxy 



5' and 3'- 
ends 



1 at 3 '-end 



5' and 3'- 
ends 



5' and 3'- 
ends 



Usually S 
Usually S 



Usually AS 
Usually S 



1 at 3 '-end 



5' and 3'- 
ends 



1 at 3 '-end 



1 at 3 '-end 



Usually S 



Usually AS 



. Usually S 



Usually AS 



Usually AS 



CAP - any terminal cap, see for example Figure 10. 
All Stab 1-1 1 chemistries can comprise 3'-terminal thymidine (IT) residues 
herefn* ^ ChemiStrfeS typfcaUy COmprise 21 n ^otides, but can vary as described 
S = sense strand 



AS = antisense strand 



176 



WO 03/074654 



PCT/US03/05028 



Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA " I 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA | 


NM 033111 


Homo sapiens LOC88523 (LOC88523). mRNA 1 


NM_032564 


Homo sapiens diacylglycerol O-acyltransferase homolog 2 (mouse) (DGAT2), [ 
mRNA 


[NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


I Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA | 


NM 021980 


1 Homo sapiens optineurin (OPTN), mRNA | 


NMJ)00660 


1 Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) ! 
(TGFB1), mRNA 


NMJJ20423 


Homo sapiens hypothetical protein LOC57147 (LOC57 147), mRNA 


NMJ)20351 


1 Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086). mRNA 1 


NM _ 0 1 9556 Homo sapiens hypothetical protein dJ473B4 (DJ473B4). mRNA I 


NMJ) 18676 
1 * 


Homo SaDiens TMTSP for tran<;mpmHranp mnl^ntl** mritli tkrYvr*-iVirvM-»^vt-i/-1i-M i 

1 l#**£/*v/*av? Annul iwi u aiioiiJ^lllui aUC iliUlCLUlC Willi LTli OiilDOoUOnQlTl 

module (LOC55901), mRNA | 


NM 016265 


1 Homo Samens ( t 1 f ) 1 '— ^ fnr cxn"n 3 rJr\t~r/^r\iT"i in/4iir»iWo fr>onp/tn'nfiA« o \ 

iaviuu oBjiiwio vjxv^± j iui gunauuuupin muuwiDie uranscrrpu on repressor- 5 < 
(GIOT-3) mRNA 


NM_016531 


Homo Saniens KVlinnpl-liVp fartrvr . fi-iaeir^ HTJ T7"2\ yWDXTA 1 


NM 016372 


HomO SSt) i enS Seven trail ^rnPirVhra tip Hnmmn rvr-nVion rc*r>f*<ni-f\r /TDT> A A (\\ _,"D\t a \ 

v v ^ o^vwi ucuioiii^iiiui ctnc uuh iaiii urpnd.il receptor ^ i-JrixAHv/ rriivJNA [ 


NM 016211 


Homo sapiens veast Sec "3 In hnmnlna net A A 000.^ mPMA i 


NM 014933 


Homo saoiens veast Sec31n homolotr fTCTA AflQfl ^ mP>JA 1 


NM 014706 


j.xv/iiiv/ o&pi^iio Dy^uaxiiuuo veil carcmurna anngen recogmseQ Dy l cells 3 ' 
(SART3), mRNA ^ "* ! 


NM 014463 


Homo sapiens Lsm3 protein (LSM3). mRNA 1 


NMJH4288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), 1 
mRNA | 


NMJ) 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


|NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


|NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM_003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM_003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NMJ303690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


[NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


| NM 021817 


Homo sapiens brain linkprotein-1 (BRAL1), mRNA 


|NM_0 16222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


fNM_003681 1 


Homo sapiens pyridoxal (pyridoxins vitamin B6) kinase (PDXK), mRNA 
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NM_00 1685 I Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 

1 subunit F6 (ATP5J), mRNA 



NM_022917 1 Homo sapiens nucleolar RNA-associate d protein (Nran^ mKNA 

TvTTM I tt • ■» . . r - : ; : — : — c — : v * 



NM_1 30787 I Homo sapiens adaptor-related protein complex 2, alpha 1 subunit ( AP2AH 

1 mRNA v h 



NM__024744 I Homo sapiens (ALS2CR8), mRNA 
NM 018984 Homo sapiens slingshot 1 (hSSH-1), mRNA 



NMJ06552 Homo sapiens hypothetical protein FLJ14249 similar to HS1 binding protein 3 

1 (FLJ14249), transcript variant 2, mRNA 



NMJ)22460 I Homo sapiens hypothetical protein FL J 14249 similar to HS1 binding protein 3 

1 (FLJ14249), transcript variant 1, mRNA 



NM_ 130446 J Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 
NM J)203 14 I Homo sa piens esophageal cancer associated protein (MGC1 6824), mRNA 
NMJ30395 Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 2 

1 mRNA ' 



NM - 020135 I Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 1 

1 mRNA ' 



^~i^n^7 1 5°™ Sa ? C " S ^j 0 ™ rCPeat and S °S S box " containin g 12 (ASB12), mRNA 



1 303 87 Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14)' mRNA 



NM_007l9l Homo sapiens WNT inhibitory factor l (WW W mRNA 



NMJ)52950 I Homo sapiens WD40- and FYVE-domain containing protein 2 fWDF2), mRNA 



NM 025042 I Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23) 

1 mRNA ° 



NMJ)80706 I Homo sapiens transient receptor potential cation channel, subfamily V, member 

1 (TRPV1), transcript variant 3, mRNA 



NM_080705 I Homo sapiens transient receptor potential cation channel, subfamily V member 

( 1 (TRPV1), transcript variant 4, mRNA 



NMJ)80704 I Homo sapiens transient receptor potential cation channel, subfamily V, member 

1 (TRPV1), transcript variant 1, mRNA 



NMO 18727 I Homo sapiens transient receptor potential cation channel, subfamily V member 

' 1 (TRPV1), transcript variant 2, mRNA 

Homo sapiens SOCS box containing protein RAR2A 



NM_080879 
NM 080871 



NM 080870 



NM 080834 



NM 080829 



NMJ)80828 
NM 080819 



NM 080752 



NM 080749 



NM 080745 



NM 080738 



NM- 014970 



NM 021058 



NM 021064 



NM 080491 



A), mRNA 



Homo sapien s ankyrin repeat and SOCS box-containing 10 (ASB10), mRNA 



Homo sapiens DPCR1 protein (DPCR1), mRNA 

Homo sapie ns chromosome 20 open reading frame 152 (C20orfl52) , mRNA 



Homo sapie ns chromosome 20 open reading frame 175 (C20orfl75)| mRNA 

I— J »*VH J** j-% — — — - _ 1_ _ J^V mm a ' ' ' 



Homo sapie ns chromosome 20 open reading frame 173 (C20orfl73),' mRNA 
Homo sapiens G protein-coupled receptor 78 (GPR78), mRNA 



Homo sapie ns chromosome 20 open reading frame 164 (C20orfl64 ) > mRNA 



Homo sapie ns chromosome 20 open reading frame 163 (C20orfl63),' mRNA 



Homo sapiens ring finger protein 36 (RNF36), mRNA 



Homo sapiens EDAR-associated death domain (EDARAD D\ mRNA 



Homo sapiens kinesin-associated protein 3 (KIFAP3X mRNA 



Homo sapiens H2B histone family, member R (H2BFR), mRN A 



Homo sapiens H2A histone family, member P (H2AFP), mR NA 



Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variinllT 
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mPNA 


NMJ) 12296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcnpt vanant 2, 

mRNA 


"MM 007947 


Homo saniens API eamma subunit binding protein 1 (AP1GBP1), transcript 

X xvj 1 1 m oci Ly jl w no i a^a% a t»**A*AAA*** w w v w y? Jr n ✓ * * 

variant 1 mRNA 


NM 080551 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 3. mRNA 


NM 080550 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens ribosomal protein L21 (RPL21), mRNA 


NM 003913 


Homo sapiens serine/threonine-protein kinase PRP4 homolog (PRP4), mRNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


NM 005893 


Homo sapiens calicin (CCIN), mRNA 


NM 017593 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mRNA 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM 004051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin (AVIL), mRNA 


NM 013375 


Homo sapiens TATA-bindine protein-binding protein (ABT1), mRNA 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 


NM 058237 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 1 , mRNA 


NM_020958 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 2 L mRNA 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 


NM 057749 


Homo saniens cvclin E2 (CCNE2), transcript variant 1, mRNA j 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sarriens FK506 bindine protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW101 mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
counled receptor. 2 CEDG2\ transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor. 2 CEDG2), transcript variant 1, mRNA 


NM 015084 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 033281 


Homo sapiens mitochondrial ribosomal protein S3 6 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005830 


Homo sapiens mitochondrial ribosomal protein S3 1 (MRPS3 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dvnamin l-like (DNM1L), transcript variant 1, mRNA 


NM 005648 


Homo sapiens transcription elongation factor B (Sill), polypeptide 1 (15kD, 
eloncin Q fTCEBl), nYRNA 


NM 007070 


Homo sapiens FKBP-associated protein (FAP48), transcript vanant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcnpt vanant 1, mRNA 


NM_054113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (Kfl>3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM_030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 


Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 


NM 033632 


AJ.V1UV oapx^iio i uua an li vvjl/~*tu uuLLhii.il jjiuicui / \drcnrpeiagO norflOiOg, 

Drosophila) (FBXW7), transcript variant 1, mRNA 


NM 018315 


i>apitiic> r-uuA cuiu wiy-*tv/ uoinain pruiciii / ^arcnipeiago nomoiog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


NM 012168 


Homo sanipns P"-hoTf nnlvnrnrpin 9 ^PRY09^ mRNA 


NMJ)33332 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 

(CDOMBI transrrint variant 3 mRNA 
V ' i Taj y , u tiiioL'i ipL veil loin J t lilxvLN /\ 


NM 033331 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 

(CDC14R) transcrint variant 9 mRNA 


NM 003671 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B) transcrint variant 1 mRNA 


NM__033307 


Homo s aniens casnase 4 anontnsis-rplatpH rv^tpinp nrnt^acp tr^AQT>A\ froncrvi-i'nf 

ou|;iwxio vaoyaov ~j apuy luoio i ciai&u 1/jroLClJ.lC jJllHCdoC ^Aur *r J, LTanSCTipi 

variant delta, mRNA 


NMJ)33306 


Homo saniens casnase 4 anontnsis-rplatpH rvo+pinp Tvmtp5»<2f» ff^AQP/lA troncrpn'rit 

".viiiv ou-^/iisuo vaopaov > j ap\jpnjoio Iviai^U V/jrOlC/XllC piUlCdoC ^AulH /, II dllSCnpi 

variant gamma, mRNA 


NM 001225 


Homo saniens na^nacip A annntn^i^-rplatp^ rvctpin** nrnfpgcp ^^^AQP/l^ fmnrot-lnf 
o»*^/iwiio ^aopoo^ "T, ciysjjj LUoio~i QialCU. V-yolCillC piuiCctoC ^^//\.oa H ), UanSCITpi 

variant alpha, mRNA 


NM 002948 


Homo sanien*; riho^omal nrofpin T 1 S ^RPT 1 mPNA 


NM 033228 


TTomn <»anipnc A T > iP-.l*iKr»cv1nfinn "far»tnr /-I rvm o in rvr/vt-*»iM 1 £A1s-T\ ( A "DT7TM \ 

ixuiiiu oapiciid /vjL/jr-iiuu^yidLion iacior uouiain proxem 1, O^fKL/ \J\i\rUi)y 
transcript variant gamma, mRNA 


NM 033227 


iiuinu bdpicxib t\xjr-i juubyidLion idctor oomam protein i, 04KJJ (^AKriyl^, 
transcrint variant heta mRNA 


NM 001656 


l~Tomn QaTllPTIQ AT^P-flT^l^cvlQ+irtn far'+rvr /^Amo-rn nrA+oin 1 /C/j I^T^ ^ ADCT\1^ 
xxvriiiu oapiciiC) t\Xsi -I JUUcsyiaLIUIl laUlUi UUIIlalll prOtem 1, Ot-KJL/ 1 /VivT JL/1 1, 

transcrint variant alnha mRNA 


NM 021203 


Homo saDiens APMCF1 nrotein fAPMPFI^ ml?NA 


NMJ) 12095 


Homo saDiens adantor-related nrotein rnmnlpY ^ mn 1 Qiihnnit ^AP7\>rn 
mRNA 


NM 001025 


Homo sapiens ribosomal Drotein S23 fRPS23^ mRNA 1 


NM 032989 


Homo sapiens BCL2-antaeonist of cell death TBAD^ transcrint variant 9 mRNA 


NM 004322 


Homo sapiens BCL2-antaeonist of cell death (BADI transcrint variant 1 mRNA i 


NM 014326 


Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA | 


NM 012430 


Homo sapiens sec22 homoloe fSEC22A^ mRNA » 


NM 031216 


Homo sapiens sec 1 3 -like protein (SEC 1 3L), mRNA | 


NM 002927 


Homo saniens regulator of G-nrotein sionallina 1 ^ rPrT^II mRNA ! 


NM 031274 


Homo sapiens testis expressed sequence 13A (TEX13A), mRNA | 


NM 001730 


Homo saniens Kmnnpl-liVp fantor ^ /rntpctinnli CW1 17^^ rviPTvTA I 


NM_032674 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 1 (LRRFXPl), 1 
mRNA 1 


NM 031361 


HomO SaDiens Collap"Pn tvnp TV alnTia ^ ^rTOOrlnsictnrp onti rr/a-r^^ Vi-tt^/^in rr *%i*rtf/»-I-t-k 1 

Aiuuiu ju^ivuo vwiiagtii, tjrpc a v, aipjia j ^vjuwu.|jaaiurc dnugcn^ omcLing proiem 
(COL4A3BP), transcript variant 2, mRNA 


NM 031266 


Homo Saniens hptprocpnpnnt: Tmrlpnr riHAniirlpnnm+^m A/R /TJX^DPA'D^ 1 

transcript variant 1, mRNA ! 


NM 004499 


x-ivjiiiu oajjiciii) iicLcrugciicous nuLicdr riDunucicoproiem /\y Jt> ^JtIJNKxAJd ), j 
transcript variant 2, mRNA | 


JNM UU4990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA \ 


NMJ)31244 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. ! 
cerevisiae) (SIRT5), transcript variant 2, mRNA | 


NM_012241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA | 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6) 
mRNA I 
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NMJ)30920 I Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 



NM -° 1 6228 Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATE), 

1 mRNA ' 



NM_017951 I Homo sapiens hypothetical prot ein FLJ20297 ffLJ20297) mPTMA 

XTTV/f nnnnno I tt ; , . « t-z - — ■ _V " 



NMJ)00778 I Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4A1 1), 

1 mRNA 



NMJ)06582 I Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 

transcript variant 1, mRNA 



NM J)24482 I Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEBTX 

transcript variant 2, mRNA 



NM 024885 



NM 005736 



Homo sapiens TAF7-like RNA polymerase EE, TATA box binding protein 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 



Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 
(ACTR1A), mRNA 



NM_01403 1 I Homo sapiens VLCS-H1 protein (VLCS-H1), mRNA 



NM_022334 Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1 A) 

transcript variant 2, mRNA 



NM 007036 1 Homo sapiens endothelial cell-specific molecule 1 (ESM1), mRNA 



NMJ)06817 Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 
NMJ)22802 I Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2 

' mRNA 



NM_001951 Homo sapiens E2F transcription factor 5, pl30-binding (E2F5), mRNA 
NM_022142 I Homo sa piens epididymal sperm binding protein 1 (ELSPBP1X mRNA 
NMJH2200 Homo sapiens beta-l,3-gluciironyltransferase 3 (glucuronosyltransferase I) 

1 (B3GAT3), mRNA ' 

Homo sapiens oculomedin (OCLM), mRNA 



NM 022375 



NM_QQ4962 Homo sapiens growth differentiation factor 10 (GDF1Q), mRNA 



NM_0Q7372 
NM 005613 



NM 006083 



NM 012426 



NM 018164 



NM 021082 



Homo sapiens RNA helicase-related protein (RNAHP), mRNA 
Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 



NM , 006367 Homo sapiens adenylyl cyclase-associa ted protein (CAP), mRNA 

xnv>f noi m<r tt • * 7 ~ ~ ■ — : : rr: — ■ ^ 



NM_02l 106 Homo sapiens regulator of G-protein signalling 3 (RGS3) , mRNA 

"\T"!V >T 1 AO 1 ^ TT • i • ». * — — - 



NM 016578 



NMJ)06671 



NM_0 15990 
NM 020905 



NM 020685 



NM 020682 



NM 020678 



NM 020669 



NM 003760 



NM 020412 



NM 020411 



NM 020408 



NM 020395 



Homo sapiens solute carrier family 15 (H+/peptide transporter) member 2 
(SLC15A2), mRNA 



Homo sapiens solute carrier family 1 (glutamate transporter), member 7 
(SLC1A7), mRNA 



Homo sapiens hypothetical protein LQC57333 (LOC57333), mRNA 



Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 
Homo sapiens PAN2 protein (PAN2), mRNA 



Homo sapiens Cytl9 protein (Cytl9), mRNA 



Homo sapiens HT017 protein (HT017), mRNA 



Homo sapie ns uncharacterized gastric protein ZA52P (LOC57399), mRNA 



Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 



Homo sapiens CHMP1.5 protein (CHMP1.5). mRNA 



Homo sapiens XAGE-1 protein (XAGE-1), mRNA 



Homo sapiens CGI-203 protein (CGI-203), mRNA 



Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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NM 020387 



NM 020371 



NM 020362 



NM 020307 



NMJ)07187 



NM 005644 



NM 020150 



NM 020167 



NM 020233 

— rr- 



NM 020232 



NMJ)20247 



NM 020213 



Homo sapiens CATX-8 protein (CATX-8). mRNA 



Homo sapien s ceU death regulator aven (LOC57099 V mKNA 



Homo sapiens HT014 (HTQ14), mRNA 

Homo sapiens cyclin L ania-6a (LOC5701 8). mRN A 



^P4)!Sa W d ° main bindi " S Pr0tei " 4 (formin binding P^ein 21) 



Homo sapiens TAP12 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAF12), mRNA 



Homo sapiens SARI protein (SARI), mRNA 



(NMU2R), 



Homo sapiens x 006 protein (MDS006), mRNA 



Homo sapiens x 003 protein (MDS003), mRNA 



Homo sapiens hypothetical protein, clone 
Telethonqtaly B41) Strait02270 FL142 (LOC56997), mRNA 

H ATT! r\ OdTMOnn lrt ft +1» 1 J_ _ * r» _ . 1 — 



NM, 020 153 



NMJ)20149 



NM_020120 



NM 020190 



NM 020242 



NM 020194 



NM 020193 



NM_020189 
NM 020188 



NM_020134 



NM 019893 



NM 019846 



NM 019852 



NM 013338 



H^osapiens hypothetical protein from EUROEVLAGE 1977056 (LOC56965), 



Homo sapiens hypothetical protein (LOC56912), mR NA 



Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homoloe 2 
(mouse) (MEIS2), mRNA " 



Honrosapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1), 



Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 
Homo sapiens kinesin-like 7 (KNSL7). mRNA 



Homo sapiens GLQ04 protein (GL004), mRNA 

I J — _ _ m^^\ *W r\ a*\ • .# — _ -^^^^^^^^^^^^^^^^^ 



Homo sapiens GL002 protein (GL002). mRNA 
Homo sapiens DC6 protein (DC6), mRNA 
Homo sapiens DC13 protein (DC13), mRNA 



■ ■ ^ * t — ' -» — 

Homo sapiens collapsin response mediator protein-5; CRMP3-associated 
molecule (CRMP5), mRNA 



Homo sapiens mitochondrial ceramidase (ASAH2). mRNA 



Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 



Homo sapiens putative methyltransferase (M6A) 9 xnRNA 
Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 

TT/\m/-V 1 , ♦ nZZZZZZ~ZTZ ,v ...... ■ I . ,. 



Nm"0133 1 8 ' u° m ° Sa ^ l ens h yPQ* he tical protein (PTD004), mRNA 



NM 013302 



NM 013299 



NM_0 13347 



NM 019011 



NM_0 18965 



NM 019043 



NM 019006 



NM 019101 



NM 019049 



NM 018992 



NM 019033 



NM, 019045 



NM 019079 
NM 019073 



NM_ 014298 



Homo sapiens hypothetical protein (LQFBS-1), mRNA 



Homo sapien s elongation factor-2 kinase (HSU93850), mRNA 
Homo sapien s protein predicted by clone 2362 7 CHSimiM) mRNA 



qSpSSq'iS^ 1 ' 00 Pr ° tein A C ° mpkX 34 SUbUnit h ° m0 '° e Rpa4 



Homo sapiens TRIAD3 protein (TRIAD3), mRNA 

Homosapiens triggering receptor expressed on myeloid cells 2 (TREM2), 



Homo sapien s similar to proline-rich protein 48 (LOC5451 R V mRNA 

Rnmr\ POniAriO ~ . * _ j_ _ 1 M rvr»Yr , TTTt^TTt " ^ 



Homo sapiens protein associated with PRK1 (AWP1), m RNA 




Homo sapiens jimilarjorab l 1 -binding protein (FIJI 1 lj6 jTmRNA~ 

Homo sapien sjQ2ojhetic al protein (FIJI 0884), mRNA ~ 

Homo sapiens hypothetical protein (FLJ10Q07), mRNA 



Homo sapiens q^linate phosphoribosyltransferase (mWinate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NM 012413 


Homo sapiens irfutaminvl-oentide cvclotransferase ( elutaminvl cvclase^ ( OPCT) 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOT8), mRNA 


NMJU8643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), 
mRNA 


NMJ) 18647 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 
(TNFRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimerization protein p21SNFT (SNFT), mRNA 


NM 018540 


Homo sapiens hypothetical protein PR0283 1 (PR02831), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 


Homo sapiens hypothetical protein PR02176 (PR02176), mRNA 


NM 018615 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO1905 (PRO 1905), mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PR01728), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical r>rotein PI 5-2 fP15-2^ mRNA 

a\.a.va,aav WWpiVliU J »»A*A\/fc* WWa V kVAJlA JL A. Am A. *J AW J y XiiiVl ^1 a. 


NM 018466 


Homo sapiens uncharacterized hematODoietic stem/orocenitor cells nrotein 
MDS031 (MDS031), mRNA 


NMJ) 18465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 


NMJ) 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS028 (MDS028), mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA 


NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


NM 018683 


Homo sapiens zinc finger protein 313 (ZNF313), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


NMJ) 18484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 11 (SLC22A11), mRNA 


NM 018445 


Homo sapiens AD-015 protein (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 


NM 018480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007), mRNA 


NM 017583 


Homo sapiens DIPB protein (HS A249 128), mRNA 


NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NMJ) 18487 


Homo sapiens hepatocellular carcinoma-associated antigen 1 12 (HCA1 12), 
mRNA 


NM 017548 


Homo sapiens hypothetical protein (H41), mRNA 


NM 017547 


Homo sapiens hypothetical protein (HI 7), mRNA 


NM 017966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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I NM 017924 


Homo sapiens hypothetical protein FLJ20671 (FLJ20671), mRNA 1 


|NM 017923 


Homo sapiens hypothetical protein FLJ20668 (FLJ20668), mRNA 


NMJ) 17922 


Homo sapiens hypothetical protein FU20666 (FLJ20666), mRNA 


NM 017908 


Homo sapiens hypothetical protein FU20626 (FLJ20626), mRNA 


NM 017906 


Homo sapiens hypothetical protein FU20624 (FLJ20624), mRNA 


NM 017904 


Homo sapiens hypothetical protein FLJ206 1 9 (FLJ206 1 9), mRNA 


|NM 017890 


Homo sapiens hypothetical protein FLJ20583 (FLJ20583), mRNA 


1 NM 017887 


Homo sapiens hypothetical protein FU20580 (FLJ20580), mRNA 


|NM 017886 


Homo sapiens hypothetical protein FLJ20574 (FU20574), mRNA 


NM1017880 


Homo sapiens hypothetical protein FU20558 (FLJ20558), mRNA 


NM 017878 


Homo sapiens HRAS-hke suppressor 2 (HRASLS2), mRNA 


[NM 017877 


Homo sapiens hypothetical protein FLJ20555 (FLJ20555), mRNA 


[ NM 017875 


Homo sapiens hypothetical protein FU20551 (FU2055 1), mRNA 


1 NM 017870 


Homo sapiens hypothetical protein FU20539 (FLJ20539), mRNA 


J NM 017867 


Homo sapiens hypothetical protein FLJ20534 (FLJ20534), mRNA 


NM 017864 


Homo sapiens hypothetical protein FLJ20530 (FU20530), mRNA | 


|NM_017857 


Homo sapiens slingshot 3 (SSH-3), mRNA | 


NM_0 17852 


Homo sapiens NALP2 protein (NALP2), mRNA 


NM 017850 


Homo sapiens hypothetical protein FLJ20508 (FLJ20508), mRNA 


NM 017846 


Homo sapiens tRNA selenocysteine associated protein (SECP43), mRNA 


NM_017841 


Homo sapiens hypothetical protein FLJ20487 (FLJ20487), mRNA 


NM 017839 


Homo sapiens hypothetical protein FLJ2048 1 (FU2048 1), mRNA | 


NM 017837 


Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


NM 017832 


Homo sapiens hypothetical protein FLJ20457 (FLJ20457), mRNA 


NM 017827 


Homo sapiens hypothetical protein FLJ20450 (FLJ20450), mRNA 


NM 017826 


Homo sapiens hypothetical protein FLJ20449 (FLJ20449), mRNA | 


NM_0 17823 


Homo sapiens hypothetical protein FLJ20442 (FLJ20442), mRNA | 


NM 017822 


Homo sapiens hypothetical protein FLJ20436 (FLJ20436), mRNA 


NM 017821 


Homo sapiens hypothetical protein FLJ20435 (FLJ20435), mRNA | 


1 NM_017815 


Homo sapiens hypothetical protein FU20424 (FLJ20424), mRNA 


j NM 017811 


Homo sapiens hypothetical protein FLJ204 1 9 (FLJ204 1 9), mRNA 


NM_017810 


Homo sapiens hypothetical protein FLJ20417 (FU20417), mRNA | 


1 NM_0 17802 


Homo sapiens hypothetical protein FU20397 (FLJ20397), mRNA 


1 NM_ 017792 


Homo sapiens hypothetical protein FLJ20373 (FU20373), mRNA 


NM 017790 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


NM 017785 


Homo sapiens hypothetical protein FLJ20364 (FLJ20364), mRNA 


NM_017775 


Homo sapiens hypothetical protein FLF20343 (FLJ20343), mRNA 


NM 017774 


Homo sapiens hypothetical protein FLJ20342 (FLJ20342), mRNA 


NM 017772 


Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


NMJ) 17770 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3 
yeast>like 2 (ELOVL2), mRNA 


1 NMJ) 17762 


Homo sapiens hypothetical protein FLJ203 13 (FLT203 1 3), mRNA 


| NM 017759 


Homo sapiens hypothetical protein FLJ20309 (FLJ20309), mRNA 


1 NM 017756 


Homo sapiens hypothetical protein FLJ20306 (FLJ20306), mRNA 


1 VTA Jf (\1 11 C 1 

iSIM Ul /75J 


Homo sapiens hypothetical protein FLJ20300 (FU20300), mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ2029 1 (FU2029 1), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA | 


NMJ) 17740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


1 NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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NM 017736 



Homo sapiens hypothetical protein FLJ20274 (FLJ20274), rriRNA 



NM 017735 



NM 017719 



Homo sapiens hypothetical protein FU20272 (HJ20272), mRNA 



NM 017718 



Homo sapiens hypothetical protein FLJ20224 (FLJ20224), mRNA 



NM 017716 



Homo sapiens hypothetical protein FLJ20220 (FLJ20220), mRNA 



NM 017711 



* ' 

Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 



NM 017709 



Homo sapiens hypothetical protein FU202Q7 (FLJ20207), mRN A 

TT- _ . " . < .« , « « — . " . '" 



NM 017704 



Homo sapiens hypothetical protein FLJ202Q2 (FLJ20202), mRNA 



NM_0 17699 
NM 017697 



Homo sapiens hypothetical protein FLJ2Q189 (FU20189), mR NA 

TT* * i , ■» , • t " — " 



Homo sapiens hypothetical protein FU20174 (FLJ20174), mR NA 



NM 017687 



Homo sapiens hypothetical protein FLT20171 (FLJ20171), mRNA 



Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 



NM 017686 



Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2) 
rnRNA v h 



NM 017678 



NM 017677 



Homo sapiens hypothetical protein FLJ20127 (FLJ20127), mRNA 



NM 017676 



Homo sapiens hypothetical protein FLJ2Q126 (FLJ20126), mRNA 



NM_0 17670 
NM 017669 



Homo sapiens hypothetical protein FLJ20125 (FLJ20125), mRNA 



NM 017665 



Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13), mRNA 
Homo sapiens hypothetical protein FLJ20105 (FLJ20105), mRNA 



NM 017659 



Homo sapiens hypothetical protein FLJ20Q94 (FU20094), mRNA 



NM 017657 



Homo sapiens hypothetical protein FLJ20Q84 (FLJ2Q084), mRNA 



NM 017645 



Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mR NA 



NM 017640 



NM 017637 



NMJH7636 



NM 017634 



NM 017629 



Homo sapiens hypothetical protein FU2QQ60 (FLJ20060), mRNA 



Homo sapiens hypothetical protein FU20048 (FLJ20048), mRNA 



Homo sapiens hypothetical protein FLJ20043 (FU20043), mRNA 



Homo sapiens transient receptor potential cation channel, subfamily M, member 
4 (TRPM4), mRNA 



Homo sapiens hypothetical protein FLJ20038 (FLJ20038), mRNA 



Homo sapiens hypothetical protein FLJ20033 (FU20033), mRNA 



NM, 017622 
NM 017620 



NM 018396 



NM 018381 



NM 018371 



NM_018368 
NM 018367 



Homo sapiens hypothetical protein FLJ20014 (FLJ20014), mRNA 



Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1), mRNA 



Homo sapiens putative methyltransferase (METL), mRNA 
Homo sapiens hypothetical protein FIJI 1286 (FLJ1 1286), mRNA 



Homo sapiens hypothetical protein FIJI 1264 (FIJI 1264), mRNA 



NM 018364 



NM 018363 



NM 018361 



NM 018358 



NM 018353 



NM 018352 



NM 018340 



NM 018339 

1 1 



NM 018336 



NM 018333 



NM 018332 



NM 018330 



Homo sapiens hypothetical protein FLJ1 1240 (FLJ1 1240) , mRNA 

TT _ • _ -l • \ .... — ! . — - 



Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 



Homo sapiens hypothetical protein FIJI 1220 (FLU 1220), m RNA 

TT . • 1 . 1 . • « . _ . ... — 



Homo sapiens hypothetical protein FLT11218 (FIJI 12 18), mRNA 



Homo sapiens hypothetical protein FLJ1 1210 (FIJI 1210), mRNA 

TT _ • 1 . 1 - - . . ^_ . * " " " -"' ■ ** . ■- 



Homo sapiens hypothetical protein FLJ1 1 198 (FIJI 1198), mRNA 



— _ - > f j — ■ — - ^» - 

Homo sapiens hypothetical protein FIJI 1 186 (FIJI 1 186), mRNA 



Homo sapiens hypothetical protein FU11 184 (FLJ1 1 184), mRNA 
Homo sapiens hypothetical protein FLJ11 151 (FLJ1 1151), mRNA 



Homo sapiens hypothetical protein FIJI 1 149 (FLJ1 1 149), mRNA 



Homo sapiens hypothetical protein FLJ1 1 136 (FIJI 1 136), mRNA 



Homo sapiens hypothetical protein FIJ20666 (FU20666), mR NA 



NM 018322 



NM 018318 



NM 018310 



Homo sapiens hypothetical protein FIJI 1 126 (FIJI 1 126), m RNA 



Homo sapiens KIAA1598 protein (KIAA1598), mRNA 

Homo sapiens hypothetical protein FLJ11 101 (FLJ1 1 101),j r]RNA 
Homo sapiens hypothetical protein FUl 1088 (FIJI 1088), mRNA 



Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRFl-like (BRF2), mRNA 



185 



WO 03/074654 



PCT/US03/05028 



NMJH8303 Homo sapiens hypothetical protein FLJ1 1026 (FLJ11026), mRNA 
NM 018298 [ Homo sapiens hypothetical protein FIJI 1006 (FLJ11006), mRNA 



NMJH8287 Homo sapiens hypothetical protein FLJ10971 (FLJ10971), mRNA 



— «=- , » MJ rv j, JKJ t y / / ^IJU) IU7 / X Jy 11JULVI. lit. 

NM 018286 Homo sapiens hypothetical protein FLJ10970 (FLJ1097Q), mRNA 

NM_018283 J Homo sapiens hypothetical protein FLJ10956 (FLJ10956), mRNA 

NM - 0 1 82 8 1 J Homo sapiens hypothetical protein FLJ1 0948 (FU1 0948), mRNA 

NM 018278 I Homo sapiens hypothetical protein FIJI 0933 (FU10933),' mRNA 

NM 0 1 8276 Homo sapiens slingshot 3 (SSH-3), mRNA 

NM Q 1 827 3 Homo sapiens hypothetical protein FU 1 0 922 (FIJI 0922) mRNA 



NM 018272 | Homo sapiens hypothetical protein FLJ10921 (FLJ10921), mRN A 



NMJU8268 I Homo sapiens hypothetical protein FLJ10904 (FLJ10904), mRNA 



NM_018265 1 Homo sapiens hypothetical protein FLJ10901 (FLJ10901 )' mRNA 

"N.T1V K A 1 Oir ^ I tt • i ■■« . . * . _. 1 —i 



NMJ) 1 8254 1 Homo sapiens hypothetical protein FLJ1 0876 (FIJI 0876), mRNA 

^Tft 4 n1 OOCO J TT ^ i . i . • « I • . — _ _ — ' ~ ~ — ... 



NM_01 8253 I Homo sapiens hypothetical protein FU10875 (FLJ10875), mRNA 
NM_0 1 8252 I Homo sapiens hypothetical protein FIJI 0874 (FU 1 0874V mRNA 

"XTTV X l\ 1 OS% A C I TT i - . - . ' i 



NM _01 8245 1 Homo sapiens hypothetical protein FLJ 1085 1 (FLJ1085 1) mRNA 

xnv a moo/ti I tt • 7"^ 7 ~- , : : — ■ \ ■ — 



NM_01 8241 I Homo sapiens hypothetical prote in FLJ1 0846 flPLJl 0846^ mRNA 

X7A/f f\1 OOOA 1 TT " • i 7 7 * ^ — " 



NM_0 1 8239 1 Homo sapiens hypothetical protein FU1075 1 (FLJ1075 1), mRNA 
NM 018230 I Homo sapiens nucleoporin 133kD (NUP133), mRNA 
NMJ) 18223 I Homo sapiens checkpoint with forkhead and ring finger domains (CHFR), 

mRNA 



NM_018219 1 Homo sapiens hypothetical protein FIJ10786 (FLJ10786), mRNA 
NM__018217 J Homo sapiens chromosome 20 open reading frame 31 (C20orf31), mRNA 
NMJU8212 I Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 

' (FU10773),mRNA 



. _(KIAA1579),mRNJ 

NM_01 8207 Homo sapiens hypothetical protein FIJI 0759 (FLJ10759), mRNA 

NM_018205 I Homo sapiens hypothetical protein F LJ10751 (FLJ10751) mRNA 

XTA If A 1 O 1 t\r\ I tt _ ^ 7 , : 



NM_0 1 8 1 92 I Homo sapiens hypothetical protein FLJ 1 07 1 8 (FU 1 07 1 8), mRNA 

NMJH8188 I Homo sapiens hypothetical protein FLJ10709 (FUIQ709), mRN A 

NM ,01818 7 Homo sapiens hypothetical protein FLJ107Q7 (FLJ10707),' mRNA 

NM_0 18186 1 Homo sapiens hypothetical protein FIJI 0706 (FIJI 0706), mRNA 

NMJ) 1 8 1 84 | Homo sapiens hypothetical protein FLJ1 0702 (FIJI 0702), mRNA 

NM 01 8179 I Homo sapiens, hypothetical protein FLJ10688 (FLJ1Q688), mRNA 

NMJ) 18178 I Homo sapiens hypothetical protein FLJ1 0687 (FU1 0687)! mRNA 

NM 0 1 8 1 69 I Homo sapiens hypothetical protein FIJI 0652 (FIJI 0652),' mRNA 

"\TA X m 0 1 ^ 1 Itt • i . i « . . ~ ^ _ _ ~ : 



NMJH8161 I Homo sapiens hypothetical protein FLJ10631 (FIJI 063 1) mRNA 

XTA>r m o i eft tt • 7^ 7 7 , "~r — : — — — — 



NM 018 159 I Homo sapiens hypothetical protein FLJ10628 (FLJ10628),' mRNA 

nXiV a n i 0 1 A Itt - * * »■% «• « . « _ » — ^ _ _ ^ _ _ — ~ - - -■ - . _ 



NMJ) 1 8 147 1 Homo sapiens hypothetical protein FIJI 05 82 (FLJ10582), mRNA 
NM_01814 2 I Homo sapiens hypothetical protein FIJI 0569 (FLJ10569), mRNA 
NM 01813 7 I Homo sapiens protein arginine N-methyltransferase 6 (PRMT6), mRNA 



NMJH8136 Homo sapiens hypothetical protein FLJ105 17 (FLJ10517), mRNA 

NMJ) 18133 1 Homo sapiens hypothetical protein FLJ1 0546 (FIJI 0546), mRNA 

NM ,018122 I Homo sapiens hypothetical pro tein FLJ10514 (FLJ10514V mRNA 

xnv/f melon tt _.t_. " ^ , — . . w : r — 



NM_018120 Homo sapiens hypothetical protein FLJ1Q51 1 (FU1051 1), mRNA 

NM _0181 19 I Homo sapiens hypothetical protein FLJ10509 (FLJ10509), mRNA 

NM , 0181 16 I Homo sapiens misato (FIJI 0504), mRNA 

NM_018112 Homo sapiens hypothetical protein FU1Q493 (FLJ1 0493), mRNA 



NMJ) 18106 Homo sapiens hypothetical protein FLJ1 0479 (FLJ1 0479), mRNA 
NMJ)18101 j Homo sapiens hypothetical protein FLJ10468 (FLJ10468), mRNA 



NMJ) 1 8 1 00 Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 
NMJ)18099 | Homo sapiens hypothetical protein FLJ10462 (FU10462), mRNA 
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NMJH8097 1 Homo sap iens hypothetical protein FU1Q46Q (FTJlfidM) mRNA 
xnv/f moAoi tt _ . ; ^ — ~. — . — : — — » — — n — 



NMJ) 1 8093 Homo sapi ens hypothetical protein FIJI 0439 (FU10439)' mRNA 
MM ni RAQ? u™ ; i — : • ) r 9 - — 



NMJ) 18 092 Homo sapi ens hypothetical p rotein FLT10430 fejlQ43of mRNA 



NM 018091 I Homo sapi ens hypothetical protein FIJI 0422 (FLJ1Q422 C mPMA 

nTAvT f\ 1 onnft I tt ■ i - . ■ ^ — 



NM_0 1 8090 | Homo sapie ns hypothetical protein FIJI 04 20 fFLTl 04201 rnRNA 

NM 01ffnC7 I tjt« ~ • i ,i T « : — : — t ■ > 



NM_Q 18087 Homo sap iens hypothetical protein FU10 407 (FLJ10407 mPMA 

NM 01ROR£ U^m rt j A?T/-,-vn ^TT^ — " 



NMJ) 1 8086 I Homo sapiens fidgetin (FIGN), mRNA 



NM. 018078 I Homo sapie ns hypothetical protein FLJ10 378 fFLJ103781 nVRNA 



NM 018076 jHomo sapiens hypothetical protein FU10376 teLJ1 0376f7m5NA 



NM 018075 I Homo sapie ns hypothetical protein FLJ10375 (FLJ10375)! mRNA 



NM_0 18072 I Homo sap iens hypothetical protein F LJ10359 (FIJI mRNA 

NM fl1 ROTO I TJ™~ " : i__ ' — * — 7 ■ N A ^ 



NMJ) 18070 I Homo sapie ns hypothetical protein FLJ10355 (FIJI 0355)! mRNA 



NM 018060 Homo sapien s hypothetical protein FLJ10326 (FLJ10326)! mRNA 
_NM 01 8054 Homo sapi ens homolog of rat nadri n fRTCTTI Y mRNA 

XTA/f mono tt * • ; ., . — : — — ^ 



. NM_0 1 8052 I Homo s apiens hypothetical protein FU1 0305 (FIJI (Mfltt mRNA 

MM 01 RA^ 1 u* m ~ : i ^ _ * ; : — ^ ^ — 



NMJ) 18051 Homo sapiens hypothetical prot ein FLJ1 0300 (FLJ10300) mRNA 

MM 01RO/17 1 XJ^ ' : i..' i . . ^ ' ? A 



NMJ) 1 8047 I Homo sapiens hypothetical protein FOl 0290 (FLJ 1 0290)! mRNA 
_ NMJ) 18043 Homo sapi ens hypothetical protein FIJI 0261 (FLJ10261)! mRNA 
NM J) 1 8040 Homo sa piens hypothetical protein FLJ1 0252 (FIJI 0252)! mRNA 



- NM -° 1 8Q 39 | Homo sap iens hypothetical protein FIJI 0 25 1 fFLJl 025 1 f mRN a' 



NMJH8038 1 Homo sapi ens hypothetical protein FIJI 0246 (FLJ10246)! mRNA 

f\l 111 AIM > I UntviA fin«.'._. 1- a1 J ■ 1 . . 



NMJH8035 I Homo sapiens hypothetical protein FIJI 0241 (FLJ10241 ) mRNA 
MM m RfH/i I tr«*v,« ~~ i___L_.it i : : — ; . _ — 



NM -° 1 8034 | Hom o sapi ens hypothetical protein FLJ1 0233 (FIJI 0233)! m RNA 



NM 0 1 8033 I Homo sapiens hypothetical protein FUl 0232 (FIJI 0232)! mRNA 
N M_018026 I Homo sapiens hypothetical protein FLJ1Q209 (FLJ10209)! mRN A 
NMJH 8025 I Homo sap iens hypothetical protein FIJI 0206 (FT ti n?o^ m p N a 



NM - 018011 1 HomQ sapi ens hypothetical protein FL J10154 (FLJIOI54C mRNA 

ATA/f fn Onnn tt „ ? . ! * .1 T - ^ : — . . . ^ — 



NM_01 8009 I Homo sap iens hypothetical protein FLJ1014 3 (FUIO143V mRMA 

MM 0 1 Snnc U/n*«« «««^: 1 1 : : . _ ^ — ■ " 



NMJH8008 I Homo sapi ens hypothetical protein FLJ10142 (FLJ10142)! mRNA 



NMJ)18001 I Homo sapiens hypothetical p rotein FLJ1 01 70 (FT TimW mPMA 



NM_0l7994 I Homo sapie ns hypothetical protein FIJI 0 099 (FUl 0099) mRNA 

Niv/r niiQa? tt • t r; ~; , — — : — ' '-1 — 



NM 017993 I Homo sapi ens hypothetical p rotein FLT10Q94 CPJ nooQA) ^pxta 

NM H17QRR U^w,^ ^ — ; i_ ~ t 7^ — w N ^ — -i 



NMJ)17988 I Homo sap iens hypothetical protein FU10Q74 (FIJI 0074)! mRNA 



I^Tm h Sapi6nS RUn " ^ FY ^ E:doniain c °ntainin g protein' (Rabip4R), mRNA 



NMJH7976 I Homo sap iens hypothetical protein FLJ1003 8 (FLJ10038^ mRNA 

.MM niRzLfiQ u» mn : : : ^rmrzz — ~' . ■ — ■ — ^ 



•NM_0 1 8409 | Homosapiens hypothetical protein DKFZp76 1 00 1 1 3 (DKFZp76 1 00 1 1 3), 



iw ' ul^?! H° m ° Sapi£ nS h YP 0thetical protein DCTZP761H221 (DKF ZP761H221), mRNA 



NM 018713 Homo sapiens hypothetical protein DKFZpS47M236 (D KFZ P 547M7^^ mPMA 

NM 017606 I Rnmn car»if»nc V«n 



NM_017606 Homo sapiens hypothetical protein DKFZp434K1210 (DKFZp434K1210f 

■ mRNA j> 



NM_0 1 7546 I Homo sapiens hypothetical protein (C40), mRNA 



NM_0 1 845 8 I Homo sapi ens uncharacterized bone marrow protein BM042 (BM042), mRNA 



inm^u 1 8436 Homo sapi ens uncharacterized bone marrow pr otein BM040 rRTvfflam mPM a 
NM 0 1 S I ffnmA oon; Q >, u A 1 , ... _ ^ — - , v v /' ^ N/ ^ 



rslM^U18455 Homo sapiens uncharacterized bone marrow protein BM03Q fRM(tt<tt ^pma 

NM HI I ^ t_ . . , , ^ — — — ■ V" AY1U J^;> uiimna 



uj^S I j!!!! !!S S u ^ ch ^ ract ^ riz ^ d ^ one niarrow protein BM036 (BM036)! mRNA 



NM 018489 



NM_004227 



NM 007014 



NM 017431 



Homo sapie ns chromosome 6 open reading frame 35 (C6o rf35\ mRNA 



Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 
Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3), 



Homo sapiens Nedd-4-like ubiquitin-protein ligase fWWP2), mRNA 



Hom o sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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NM 017426 



NM 016950 



NM 017421 



(PRKAG3), mRNA 



Homo sapiens nucleoporin 54kD (NUP54), mRNA 



Homo sapiens testican 3 (HSAJ1454), mRNA 



Homo sapiens methyltransferase COQ3 (COQ3), mRNA 

Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 



NM 006854 



retention receptor 2 (KDELR2), mRNA 
Homo sapiens sorting nexin 7 (SNX7), mRNA 
Homo sapiens RAB6B, member RAS oncogen 



NM 015976 



NM 016577 



sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 



NM 016559 



Homo sapiens PXR2b protein (PXR2b), mRNA 



NM 016297 



Homo sapiens prenylcysteine lyase (PCL1), mRNA 



NM 016524 



NM 016507 



Homo sapiens B/K protein (LOC51760), mRNA 
Homo sapiens CDC2-related protein kinase 7 (CrkRS), 
Homo sapiens NAG-5 protein (LOC51754), mRNA 



mRNA 



NM 016446 



NM 016382 



Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 



NM 016354 



Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21A12),mRNA 



NM 016298 



Homo sapiens muscle disease-related protein (LOC5 1725), mRNA 



NM 016290 



Homo sapiens retinoid x receptor interacting protein (LOC51720), mRNA 



NM 016280 



NM 016229 



Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 



Homo sapiens cytochrome b5 reductase b5R.2 (LOC5170Q), mRNA 



NM 016213 



Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA 



NM 016169 



NM 016084 



Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 



Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 

CGI- 147 protein (LOC51651), mRNA 

Homo sapiens CGI-77 protein (LOC51633), mRNA 



NM 016077 



NM 016023 



Homo sapiens 



NM 016021 



Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 



Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 

Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
alnha (CAM1C2AY rrVRNA 



NM 016003 



NM 015981 



alpha (CAMK2A), mRNA 



NM 015949 



Homo sapiens CGI-20 protein (LOC51608), mRNA 



NM 015881 



NM 016619 



Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 



Homo sapiens hypothetical protein (LOC51316), mRNA 



NM 016598 



NM 016589 



Homo sapiens DHHC1 protein (LOC51304), mRNA 



NM 016588 



Homo sapiens M5-14 protein (LOC51300), mRNA 



Homo sapiens neuritin (LOC51299), mRNA 



NM 016582 



NM 016570 



Homo sapiens peptide transporter 3 (PHT2), mRNA 



NM 016565 



Homo sapiens CPA 14 (LOC51290), mRNA 



NM 016561 



Homo sapiens E2IG2 protein (LOC51287), mRNA 



NM 016526 



Homo sapiens apoptosis regulator (LOC51283), mRNA 



Homo sapiens GS15 (LOC51272), mRNA 



NM 016518 



NM 016495 



Homo sapiens pipecolic acid oxidase (PIPOX), mRNA 



NM 016486 



Homo sapiens hypothetical protein (LOC51256), mRNA 



NM 016477 



Homo sapiens hypothetical protein (LOC51249), mRNA 



Homo sapiens forkhead box PI (FOXP1), mRNA 



NM 016465 



NM 016456 



Homo sapiens hypothetical protein (LOC51238), mRNA 



NM 016350 



Homo sapiens hypothetical protein (LOC51235), mRNA 



NM 016274 



NM 016261 



NMJH6216 
NM 016208 



NM 016206 



Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 



Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177), mRNA 
Homo sapiens delta-tubulin (LOC51 174), mRNA 



Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 
Homo sapiens VPS28 protein (LOC51 160), mRNA 



Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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NM 016185 


Homo sapiens hematological and neurological expressed 1 (HN1), mRNA 


MU 016181 


Hnmf* ^atvi ptj q tyipI an omn nntiowi CX CiC^^\\^ r )\ nil? "M A 
xxUXllV/ o<XL7i^iio lil^iany/Llla aXllXj^CIl ^JL/\7vJHJZj 3 lllxvlN/x. 


NM 016139 

X^IXYX V/lUi J7 


Homo saniens 16 7Kd nrotein H OP51 1 49^ mPNA 

A XVJ111V7 oapivllO lUi /1\U L7AV7LVX1X ^L(V/\/>/ 1 1 ^X#y, 111XV1 1 r\ 


NM 016129 

XiXVX 


Homo Q^niftns COPQ nonstitiitivp -nVintomnrrvKn crpni p Vinmr^lncr cuniiTiir 4 

XXUillW OaLJAVXiO wJL J Kt\)X io Li LIX Li Vt/ piiUlUiiiUipilU^dllV/ liUlXiVsXVJg OlXULXliJL *T 

(Arabidoosisi fCOPS4 , i mRNA 

liUul/lUUUulJI \ V-/ A XmJ T /j lliXVA^IXX 


NM 016122 


Homo saoiens NY-REN-58 antigen fT OPS1 1 34 1 mRNA 

XXV/liLV OOplviU A l X IvlJli •> U OllLlgt/11 ^1_/ V V_y «y A 11 AAVJ. i A 


NM 016119 

A 1 AVX vlul A 


Hnmn saniens nutative 7inc finoer nrntpin NV-RI'N-34 anticxpn fT OC5 1 1 31 • 

XAV/lllvJ k3Cipi WIO putauvV/ ZjXXX\s Alllgt/1 LJiVJl&lll li X IVL/i 1 ! J*T ClllllgV/11 ^AjWy J X X*J XJy 

mRNA 


NM 016103 


Homo saoiens GTP-bindinp nrotein Sara (T OC5 1 1 28 1 mRNA 

xxi/ixxvi oux/ivixo vj xx L/Aiiviiiig jjiuLv/ixi uui cx ^A/Wv-'J a a , xxxxvx^xv 


NM 016099 

XNXYX V 1 


Homo saniens HSPC041 orotein fF OC51 125i mRNA 

XXVJXXiU OCXL7iViiO ilUi \>v*Tl JJ1VJLV-11X ^X-zV^/V-/!-/ X x£fJ J 9 XlXXVX^IxV 


NM 016096 

1 >1VX v X UV7U 


Homo saniens HSPC038 rjrotein fT DCS. 1 123^ mRNA 

XXUilXU OOLyXV'XlO XXUA V— 'V/— ' O JUXwUV/iiX 1 A/WV/J X iZ>J Ij XlXLVX^txl. 


NM 016037 

X NXVX V X UUJ / 


Homo <3anienq CGI-94 nrotein OC51 1 1 8i mRNA 

X AV7iliV7 OOLyX^/XXO V_>VJX ✓*T JpJL V7 LV^lii ^X^VV^J i i i IXAXvA > A 


NM 016014 


Homo sanien<; CGI-67 orotein fLOC51 104^ mRNA 

XXVJAJIVS OUL/iWllO \_/V_fX \J 1 UlUkvlil IXvWi/ X X\J~J^ lAXXVA^fxX 


NM 015997 

X 1XYX \J X -/ S S t 


Homo saniens CGI-41 orotein rLOr51093 1 mRNA 


NM 015974 


Homo saniens lambda-crvstallin (7^,0^51084^ mRNA 


NM 015973 


Homo .saniens Palanin-related nentide (l.OC*.^ 1083^ mRNA 


NM 015972 


Homo saniens RNA nolvmera^e T 1 6 1cF)a subunit ff.OC51082 1 mRNA 


NM 015953 


Homo saniens eNOS interactincr nrotein rMOSTP i mRNA 

XXVJ111U OCXL/AwllO vll V7U A1A 1*^1 ti\j LA1A t ul Vlvlll \ liV/UAX f j 1 i AX VA ^1 11 


NM 015936 


Homo saniens PGT-04 nrotein (1 OP51067i mRNA 

XX17XX1V/ DdL/XWXiO V> VJ A \J T L7XVJLVX11 ^ 1_/\7V>J iUU / /j liXXvX^^x. 


NM 01 5895 


TTnmn sflnipns cpminin rT 0051053^ mRNA 

XXUlliV/ OAL/X^/lAO g^iXXXXXXXX lX_/\«yV^J iVi/J y j llALvA 


NM 01588? 


Homo saniens RTG-like 5-6 CI OP51 048 1 mRNA 


NM 015853 

XNXYX V/l JUJJ 


Homo saniens ORF n\OC51 035 1 mRNA 


NM 016080 

X^IXVX V/XWQV 


Homo saniens PGT-1 50 nrotein (T OC51 031 1 mRNA 

A X\J1 ll\J OCLWX\*1XO V/VJX i JU L/i \J Lis ill IIjWvjJ iUJiy, 11AA\_L MA 


NM 016078 

JL i ATA V A W / V 


Homo saoiens CGI- 148 Drotein (XOC51030^ mRNA 


NM 016076 

X llTX V X W f V/ 


Homo saoiens CGI- 146 Drotein flLOC51029 > > mRNA 


NM 016052 


Homo saoiens CGI- 115 orotein (LOC5 1018) mRNA 


NM 016049 


Homo saoiens CGI- 112 orotein (LOC5 1016) mRNA 


NM 015940 


Homo saoiens CGI-10 orotein fLOC51004i rnRNA 


NM 016505 

X^lXYl v X \JJ\JJ 


PTnmo saniens bvnntbptirfll nrotein ^HS!PC951 i mRNA 

XAUXX1U OU-JJit-lliJ Xljr \J LA IV Uvvll JJlULtJH ^XXkJX ^Z>iJ 1 y ? llAXXX^Ai. 


NM 016485 

X i ATX V/ X UtUJ 


Homo saniens hvnotbetical nrotein rH5?PC228) mRNA 

XAVJlilC OdL/lVllD XXjVJyj\,YX\j±X\j<Xl. IJXKJWslYX ^XXLJX V>^<X» LJ y j lllAVl > A 


NM 016472 

ItXYX ullrt/<6 


l-Tr\mo cflnipns VivriAtlipfirnl ■nrntpin rWS!Pr^910i m1?N^A 

XxUllXU OdLyiCllo ll_y pwLlit/LlUa.i |JXUlVlIi ^XXOX \sJ* xvjy 1 1 llVl > ix 


NM 016464 

A> AVX \j x IrTUt 


Uaitia ca , nipns Vivnotriprifnl rvrntpin rfTSlPr^l mRNA 

XXUlilVJ oaL/lVlid Xljf L/ULXX&LlvuX UlUlt-111 ^iiUi vl/UK ilixVliAA. 


NM 016462 

A >1tX VlVTUX) 


"Homo sflnipns r)vnotliPiif k a1 nrntpin H-TSIPCI 94 1 mRNA 

A Av^iiiw oaL/iviio xi y l/w uiV'LXV/cxi uivjLv^iii I iiui v>« a j r/j 1 1 ia VA > rx. 


NM 016535 

XlXYX 


Homo saniens HSPC1 89 nrotein rfTTSPCl 89) mRNA 

XXvJXXiU odpit/ila iiui \^x\j? jJXULWliX ^iiOi VlOJj, 1 1 IA VA ^1 A 


NM 016404 


Homo sapiens hypothetical protein (HSPC152), mRNA 


NM 016403 

a^ixyx y ivrtuj 


Homo snnipns Vivnntliptipfll nrotpin /'IISPr , 148^ mRNA 

XxV/iXlvF Odpi&lio XXjr LyWUXwLXvCIX jJivJLC'lll ^XXL7X \*> X*~TQJ 9 1 1 ALVA N A 


NM 016399 


Homo saniens bvnnthpiir.fll nrotpin n-TSPC1 32^ mR i\TA 

XX\JXik\J OuLPiVXiO 11 jr W\J UiVLlVttX IJXWLW111 IXXLJX X -J 7 j 1 1 JAVA ^ / A 


NM 01639S 

A 1AYX V X \jJS<J 


Homo sam'pns Hiitvrate-inrlnrpH transrrint 1 rHSPC121i mRNA 

XXVSilllS OGJJlVXlij L/lAlj' 1 CXWs iilUUvvU LlaAlDVXlLVl 1 ^liOl 1LI IXXXVXixV 


NM 016387 

AiAYX V/XvJJO/ 


T-Tomo sanipns bvnothetical nrotein rHSPC060) mRNA 

XXKjL lX\J OClLVlwXID XX J LJwUXWLlVCll LylUl&lll I XXkJX V/W \J\J J } 1 1 IX VI > JA 


NM 016101 

XlXYX Ul Vi VI 


Homo snnipns bvnotbetiral nrotpin rH^PC031 i mPNA 

XXUiilU OdjJiVXlO lljr L/WLliV^LlVUl |JA V/LViil ^XXOX V> X 11 ALVA > A 


NM 01 5Q1 8 


Hatyia c^nipnc V>nmo1o(y nf \jf*c\ ct T? Macp AyTD P/T? TvJci cp P nrntp-m Pr»r\^ ^POP^ i 
xxUIHU bapiCIlo liUxiivJiUg vlx jrCaoL lUNaoC Xvixvx / J\JNaj>c x piULClIx xUpj ^rurj^j 

mRNA 

11 ALVA i/A 


NM 016257 

X 1ATA \J X \J£t*J I 


Homo saniens hinnocalcin-lik"e nrotein 4 THPCAT>4 ) mRNA 

X XW111VJ OCXlJ 1 VIIlj lllL^LJV/VtXlwlll 11HW LJX \J L V 1 XI I *T ^A AX V^ILL/" lj llAXVA^IjV 


NM 016287 

x lxrx \j x ulo / 


Homo saoiens HP1-BP74 rHPl-BP74i mRNA 

iiui il\J O&LJ L\^L 1J XXX X X^X / *T IX XX 1 XJX f~TJy 1 1 lAVA T A 


NM 015888 


Homo sapiens hookl protein (H00K1), mRNA 


NM 015852 


Homo saoiens Krueooel-related zinc finffer orotein (H-olk) mRNA 

*. A V/ X X IV U A A AW A- ■ ■ JL^ A X X/ XiX WVVl XJIXXV AXXX^vX Will ^-M.-A, ^ ^ X. llx VJL 1 X Xv 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), itlRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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MM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD015 protein (P1D015), mRNA 


NM 014039 


Homo sapiens PTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PR01914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO 1 880 protein (PRO 1 880), mRNA 


NM 014100 


Homo sapiens PRO1770 protein (PRO1770), mRNA 


NM 014137 


Homo sapiens PRO0650 protein (PRO0650), mRNA 


NM 014127 


Homo sapiens PRO0456 protein (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protein (PRO0246), mRNA 


NM 014114 


Homo, sapiens PRO0097 protein (PRO0097), mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo sapiens pannexin 1 (PANXl), mRNA 


NM 014910 


Homo sapiens KIAA1084 protein (KIAA1084), mRNA 


NM 014916 


Homo sapiens KIAA1079 protein (KIAA1079), mRNA 


NM 014967 


Homo sapiens KIAA1018 protein (KIAA1018), mRNA 


NM 014953 


Homo sapiens mitotic control protein dis3 homolog (KIAA1008), mRNA 


NM 014954 


Homo sapiens KIAA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netrin Gl (KIAA0976), mRNA 


NM 014930 


Homo sapiens KIAA0972 protein (KIAA0972), mRNA 


NM 014907 


Homo sapiens KIAA0967 protein (KIAA0967), mRNA 


NM 014912 


Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens K1AA0878 protein (KIAA0878), mRNA 


NM 014951 


Homo sapiens KIAA0844 protein (KIAA0844), mRNA 


NM 014729 


Homo sapiens KIAA0808 gene product (KIAA0808), mRNA 


NM 014813 


Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NM 014829 


Homo sapiens RNA helicase (KIAA0801), mRNA 


NM 014698 


Homo sapiens KIAA0792 gene product (KIAA0792), mRNA 


NM 014824 


Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 


NM 014705 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NM 014861 


Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


NM 014721 


Homo sapiens KIAA0680 gene product (KIAA0680), mRNA 


NM 014827 


Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 


NM 014645 


Homo sapiens KIAA0635 gene product (KIAA0635), mRNA 


NM 014664 


Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 


NM 014696 


Homo sapiens KIAA0514 gene product (KIAA0514), mRNA 

Jr o xi v n 


NM 014732 


Homo sapiens KIAA0513 gene product (KIAA0513), mRNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


Homo sapiens KIAA0433 protein (K1AA0433), mRNA 


NM 015251 


Homo sapiens KIAA043 1 protein (KIAA043 1 ), mRNA 


NMJH5185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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"MM" ClIA&SQ 
1N1VX VLHODy 


riomo sapiens jsjlaau.> / / gene proouct ^isjaau j / / j, mtviN a 




nomo sapiens jsjaauj /z gene proouct ^rviAAUj /z j, mrviNA 


xnv>f fHA7Q< 


XJ«wi/A nnioMf VTA A A.11*7 nono Tir^r)n/«f /VTA Afl177\ tvVDXT A 

jiomo sapiens jsjaauj 3 1 gene proouct ijrvJAAUo j 1 ), itikjna 


"NTN/T 014RzK 


"W/Mvirt corvi**«e» VTA A HO 7/1 nAno -rvmAiynt /VTA A AOO/A **iPXTA 

xiomo sapiens isjaauz /h gene proouct ^.isjlaav/j£ 1, rnrviN a ^ 


INlVI Uit/Hj 


T-Trvmn eaTvif*«c TfTA A 003^ crf-nf> rvrWliirf /VTA AOO'}'^ mPXTA 

xiuino sapiens jviaavZj j gene prouuci ^jsj/vmi/zj j itllvin/v. 


TsJIV/f fl1jl£zn 
1N1V1 KJIHOHJ 


riomo sapiens jsjlaauzzz gene proouct ^jsj-aauzzzj, tiukina 


INlvl UlnO/H- 


T-Trti-«/N rot-kittnn VTA A AO 10 nono rvrv-n4nr»f /VTA A AO 1 0\ •rvi'DXTA 

xiomo sapiens jviaauziz gene proouct ^jsj/v/\uzizj, rnxsJNA 


NM 014720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


XTIV/f fl 1/1 7£1 


Jtiomo sapiens rviAAU 1/4 gene proouct ^rviAAUi /4J, mKJNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KIAA0152), mRNA 


JNM O14ool 


iiomo sapiens KJLAAU140 gene product (JSJAA0140J, mRNA 


JNM 014/// 


TT„ „ ' _ T/"T A A A1 -3 ^ /1/TA A A 1 O T\ T)\T A 

Homo sapiens JsJLAA0133 gene product (K1AA0133), mRNA 


JNM U14o1j 


TJft«,« „.„,'»„„ VTA A A 1 "2 A Aana J„«* /TrTA A A 1 Q A\ «,T)\TA 

riomo sapiens JsJAAUUU gene product (K1AAU13U), rnRNA 


JNM_U14/jj 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 

/"TI>T~D TJt«0\ mD\T A 
^ 1 Kir-Urz J, mKJN A 


JNM_U140/o 


Jtiomo sapiens gene preaictea rrom cujna witn a complete coding sequence 
(KIAAO 110), mRNA 


XT\ K {\~\ AQl A 

JNM U14814 


riomo sapiens KiAAUiu / gene product (jsJAAUlU / ), mKJNA 


JNM 014752 


Homo sapiens K1AA0 102 gene product (JOAA0102), mRNA 


XTTV/f A1 AHQCl 

MM 014/80 


Homo sapiens KlAAuO /o gene product (JsJAA007o), mRNA 


"MTV X A 1 /I O O O 

JNM 014ooz 


riomo sapiens Jv1AAUUd3 gene product (JsJAAi)0->3 / ), mKJNA 


XTXVT A1 AHCfl 

JNM 014/jO 


TJn«»A T/TA A AAA O ^—^,-l>«^.^- /T/TA A AAAO\ ^*T)\T A 

Homo sapiens IvlAAUOOo gene product (JsJAAOUOo;, mKJNA 


JNM__0 13054 


Homo sapiens mitochondrial Air synthase regulatory component iactor B 
^a ir Vv ), iruviN a 


JNM U14150 


nomo sapiens riorL/iooprotem ^xioruiooj, rriKJNA 




nomo sapiens riorL^iOj proiem ^riorv^ioj^, mrviNA 


"MTV/f filzll S1 
INM UJ4Joi 


Untnrv conionr LTCpp 1 CQ nrA fn~ /nPTQP/^1 <CQ\ ml?\T A 

nomo sapiens rior^i jy protem ^rioJrL^ijy^j mKiNA 


XTN/f H1/4170 
JN1V1 U141 /y 


riomo sapiens riorL/i j / proiem ^riorui j / ) f hijkina 


JNM U 14 100 


Jtiomo sapiens rioruizo protem (rioroizoj, rnKJNA 


XJXjT A1/11^ 
XNIVI UlHlDD 


T-Trvmr* ponipnc TTQPPAA^ «r/At^iTi / r T-TQP^'AA'^^ iWPXTA 

riomo sapiens JtioJrL/Uo 3 protem trior i_A/Oo ) y mKJNA 


XTA/f 0,1 AA'* 8 


T-TrktYi/^ CQr\if>r»c T-IQP/^nOC nrnfpiti /TTQP/~ i n08\ nVPXTA 

nomo sapiens riori^uzo protein ^noJrv^uzoi, rnivLNA 


1N1VI U1*R/1 / 


riomo sapiens rior v^uu j protem trior d j, mtviN a 


INlVi Ul^fUOJ 


riomo sapiens pjl. vv^rv protem ^ri-fV^rvi, uuvina 


NM 015400 


Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mRNA 


JNM UlJJOJ 


riomo sapiens urvrZir joomuozz protem ^ij JSJrz<r jooiviuozz^, mKJNA 


XTXvf A1£/1QC 
JNM 015403 


Homo sapiens UxvrZ/r dookuzj protem (L'J^z.rDoorvUzj rnKiNA 


XT\ K A 1 /I A A 1 

JNM 01404:5 


Homo sapiens JJKx'Ar jd4U1Zj protein (JUJcu^z 1 rjo4Ulzj ), mKJNA 


NM 01535/ 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


XT* K A 1 Af\C £L 

NM 014056 


Homo sapiens DKJrZr564K247 protein (DJpLbZr564K247), mRNA 


NM_0 15623 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D1 66), 

mKJNA 


XTTV/T A1 ccoo 

INM OIjjoZ 


Homo sapiens UJ^ZJrjo4Jt>14/ protein (iJJ^Zxjo4r3l4/), mKJNA 


XTA/f A1 ^£1 A 

JNM UOOlU 


nomo sapiens uisJrZ < Jr4J4J 104 protein {UjsjrZjrHjHj i D4j, ttikjna 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


XTN/T A 1 C £LA A 

NM 015644 


Homo sapiens Ui^j/Jr4j4bl03 protein (JUJsJrzLJr4j4r>lUJ), rnKNA 


xjm ni^^QA 




NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM 014580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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IIU\JLN/\ 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


XTN/f ft1zl9?Q 


nomo sapiens solute earner iamiiy 6 (neurotransmitter transporter, GABA), 
member 1 1 (SLC6A1 1), mRNA 


Tsjiur 014^7^ 


iiomo sapiens scnwarmomin interacting protein 1 (oCxilr 1), mRNA 


ISTA/T CilAAfW 
1N1V1_U 1 44UZ 


nomo sapiens low molecular mass ubiqumone-binding protein (9.5kD) (QP-C), 


NM fl 14^04 

IX 1VJL U 1 Hj 


xiomo sapiens growtn normone inducible transmembrane protem (OH1TM), 
mRNA 


NM 014225 


iiuiiiu bdpiciib piuicui piiubpiidid.be z ^lonneriy z/\jj regulatory suDunit A ( ± K 
65^ alnha isnfnrrn fPPPTRI A"k mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220), mRNA 


NM 014399 


FLuiiiu bdpiciib icudbpdn lNci-o proiein ^inii i-Oj, rriKiN/v \ 


NM 014889 


xiuiiiu sapiens me lauopro tease i ^piirnysin iamuyj ^iVLr 1 ) } mKJNA I 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA i 




xiomo sapiens ariapnn i ^tioUjzjzi ), mKlNA 




nomo sapiens liNr-maucea protein (OOi-1), rnKNA j 


NMJJ14478 


Homo sapiens calcitonin gene-related peptide-receptor component protein I 


NM 01 448? 


xiomo sapiens oone morpnogenetic protem iu (JdMjtIU), mKiNA | 


NM_0 14474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), I 

m D>JA i 
IIlXviN/\ ! 


NM 01 4480 


xiomo sapiens zinc linger protein (ArUZUjyi j, mKJNA 


NM 014S76 


xiomo sapiens Apooec-i compiementanon iactor, Ar^Ur>xiL.-l stimulating [ 
proLcin ^/w^r iiusssix \ 


NM" 0OSSR4 


UniTIA Cat-It t^Tta -r>0 1 /" /^TVk^XT 1 A\ ^f,'tr n farl In'rtnna /t /T) A "L^" A \ __"D XT A \ 

xiomo sapiens pzi^cjJisjN 1 Aj-acnvatea Kinase 4 (r^Axv4j, mKJNA | 


NM 013434 


xiomo sapiens caiseninn, presenmn omumg protein, Jcr nana transcription tactor 

(CSFKPl mRNA 


NM 012446 


xiuiiiu odpicutb Miigic-bLrdnueo. ivina oinomg protem z ^oorJx^zj, mKJNA j 


NM 013235 


T-Tnmr* oo-ntP'nc "niitntiv/* rnV>/~\-nnr*1f»a cp TTT /T?XT A C"COT \ -ml? XT A i 
XlUillvi DdpiCIla pUlallVC HDUDUV/lCaoC ill ^l\_LN/\oJj/JJ-^ J y mixiNA j 


NM 013349 


TTomn QaniVnQ Q^rr^fpfl -n-mtonn r\f nnlnmim -fiiTir»firin /'CPTT1^^ ml? XT A I 

±x\jLii\j oapiwio bCL/icLcu. piuicui ui uniuiovvii iuncLion ^orur ) 9 mixJNA | 


NM 013323 


TTnmA tjfl'niPTiQ Qnrrina tipyiti 1 1 ^QXJVl i\ rnUXIA I 

ilulliu oapi^llo ovU llii^ 11CAX11 i X ^OIN^V lly, IIlXVlN/v j 


NM 013388 


xiuiiiu oapicua piuid^Liii icguidiury cieincni uinuing yr Jvtir>y, mivtN/\. [ 


NM 013328 


xiuinu &apiciio pyiiuiiiic j-udrDOAyiaLe reuuciase isoiorm \xD\^s\/.)j mKJNA | 


NM 013370 


Homo sapiens pregnancy-induced growth inhibitor (OKL38), mRNA 


NM 011777 


xiomo s>apicrii> xs.de vjirase activating protein i ^ka\ajAt1 ) 9 rnKlNA I 


NM 0139RS 


T-TrATYir\ conipnc niir'lpk/^lat- nTDnra /TTTTTV/r A T T A XTTTYTX ♦vn'DXTA 1 

xiomo sapiens nucleolar oirase ^xiuiviAUAlN iivjj, mKiNA | 


NM 013190 


xiomo sapiens nost ceil iactor z ^xlL/P-zj, rriKJNA | 


NM 013301 

J.NIYA Ul JJ7l 


xiomo sapiens uimetnyigrycine aenyarogenase precursor (IJMCjDxiJ, mKJNA 


NM 0139^3 


xiomo sapiens uicKKOpi nomoiog j (Aenopus laevisj (UKJvJ), mKNA 


NM 013330 

IX 1Y1__U 1jJJ7 


xiomo sapiens aoiicnyi-r-oic.ManyvjricjNAcz-rr<ioiicnyigiucosyltransierase 
TAT fi6^ mRNA 


NM 004120 

i vv"1av 


xiuniu aapiciia guaiiyidic oiiiuiiig proiein z, lnicricron-muut'iDie mKJNA | 


NM 005690 


xiuiiiu cj dpi ci ia uyiidimn 1-iiKC ^uiNivni_r^, transcnpi variant J, rnKISA 


NM 012063 


noxiio ddpiciid uyiidimn i-iiKc ^jL'iNiviiiwj, uansuripL vdndni z, mKJNA | 


NM 012470 


Homo sapiens transportin-SR fTRN-SR), mRNA 1 


NM 012252 


Homo sapiens transcription factor EC (TFEC), mRNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC 1 0), mRNA | 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA | 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM_012316 ; 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA | 
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NM 012189 


1 Homo sapiens fibrousheathin II (TSP-2) mRNA 


NMJH2081 


Homo sapiens ELL-RELATED RNA POLYMERASE II ELONGATION 
FACTOR (ELL2), mRNA 


NMJW3996 


1 Homo sapiens glutathione peroxidase 5 (epididvmal androeen-related Drotenri 
(GPX5), transcript variant 2, mRNA 


INM 005260 


1 Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


(NM 007352 


I Homo sapiens elastase 3B, pancreatic (ELA3B). mRNA 


NM 006685 


I Homo sapiens proline rich 3 (PROL3), mRNA 


NMJ)07357 


1 Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


NM__004133 


1 Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM_003144 


| Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSRl) t mRNA 


NM 007324 


Homo Saoiens MAD mothers against H^ranpntanlpair. lirnnfilrio - rTYrncnnfnljA 

interacting protein, receptor activation anchor (MADHIP), transcript variant 1, 
mRNA 


NM_007323 

J 


1 Homo sapiens MAD, mothers aeainst decanentaoleffic homoloe (Drosonhila^ 
interacting protein, receptor activation anchor (MADHEP) transcrint variant 2 
mRNA 


NM 005162 


1 Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


NM 005501 

1 


I Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (TTGA3), transcript variant b, mRNA 


NM_007144 


1 Homo sapiens zinc finger protein 144 (Mel-18) (ZNF144), mRNA 


NM 007286 


Homo sapiens synaptopodin (KIAA1029), mRNA 


NMJ)071 99 


Homo sapiens interleukin-1 receptor-associated kinase M (TRAK-M), mRNA 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


NM 007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM 007063 


Homo sapiens vascular Rab-GAP/TBC-containine (VRP) mRNA 


NM 007027 


Homo sapiens topoisomerase (DNA) II binding protein (TOPBP1) mRNA 


NMJ)06938 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


NM 006937 
j | 


Homo sapiens SMT3 suppressor of mif two 3 homolog 2 (yeast) (SMT3H2), 
mRNA 


NMJ)07029 


Homo sapiens stathmin-like 2 (STMN2), mRNA 


NM 007042 


Homo sapiens ribonuclease P (14kD) CRPP14), mRNA 


NMJ)06907 


Homo sapiens pyrroline-5-carboxylate reductase 1 (PYCR1) nuclear eene 
encoding mitochondrial protein, mRNA 


NM_007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


NM_007069 


Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA 


NM 006895 


Homo sapiens histamine N-methvltransferase (HNMTl mRNA 

^ ^ ~ >^ *+***W^M M A IV AA W A A AA A A A> ^ A AAV MA T A hi %AA AW A. %^A 1 AAA 1 /* A- A AH ^ A A, 


NM 007071 


Homo sapiens HERV-H LTR-associatine 3 (HHLA3) mRNA 

A^^VAAA-V VM^lVilU A. »Aj/AX » A A AW A A V UUUU ViUbiilg \ AJL 1U2 A«p/ UliXI ^ A A> 


NM 007067 


Homo sapiens histone acetvltransfera<;e HTROA^ rnRNA 


NM_007006 


Homo sapiens cleavage and nolvadenvlation snecific factor 5 25 kD <?nhnnit 
(CPSF5), mRNA 


NMJ)07053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


| NM 006834 | 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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MM 006R7S 
xNlvl UOOO / J 


XxOlllO bapiCIils pilll - ^ OllOOgvIlC ^x 11Y1Z ^, IXUVlN/x 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


iNM. \J\Jjo\jy 


xiomo Sapiens xixivr\ inicraciirig proiem d \jijj\jx o ), iuivln/y 


xNlVL {JVOoZv 


xiomo sapiens cnromosome i open reaamg nrame i onzy ), rnKiN a 


MM 006RdR 
xNlVl OvOOHo 


xiomo sapiens ncpauus ueitd. an iigen-inicraL Ling proicin r\ ^ivix/v j, iilcvln-tv 


NMJ)06876 


Homo sapiens UDP-GlcNAc :betaGal beta- 1 ,3-N-acetylglucosaminyltransferase 

6 fFnnNT6^ mRNA 

u ^XjJVJxN lOJ, IIUMN/\ 


MM 006653 


FLUIIiU bapiCIlb oUt 1 "aooUUldlCU liCLUULlUpiilO laL/LOI LalgCl Zr ^ITvJFXv blgllallillg 

adantor^ ?SNT-9"i mRNA 


NM 006638 


Hnmn ^anipriQ HhAniifttpaQP P 40lcF) ^iiVintiit fRPP40^ mRNA 


NM 004163 

XiXVX vuT 1 \J*J 


Hnmn sanienq R AR97R memher R AS oncogene familv fR AR97R i mRNA 


NM_006713 


Homo sapiens activated RNA polymerase El transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


"MM 006675 

1N1V1 UUOO / J 


XxOIIlO odpiCIlo LCuaSpall UanollLCIllUlanC *r olipci lalTlliy ^!NxiX~J^, IIlr\_LN/v 


MM 006501 
INxVl UvU->U I 


xiomo oapicns myciin-aobOLiaicu uiigoucnurouyLc uaoiiy proiem ^iviwxJx ) y iiixvin/\ 


MM 006619 

iNlvx UOOOIZ 


xiomo bdpiens kiucsui lamiiy nicniucr iv^ ^jytr lv-^, iiixvln/t. 


xNlvl OUOJO/ 


Xiomo oapicnb piiCIiy IaIaIlIIlC~LXvlN/\ oyilLHClaoC ^T/\XvDl ) y IlUulCdl gcxic CllCOUlllg 

mitochondrial protein, mRNA 


NM 006SQ4 


XxOIIlO oapiCIlo aUapiOI**lClalCU piOlClll UOIIipiCA *t, UCla 1 oUUUIJil yjc\x'-tJL> IJf 

mRNA 


NM 006691 

INlVx vUUU^>i 


XiOJllO oapiCllo o~aOvlit/oy llioiiioo jr biciiic liy ui uiaot uivc l ^ruxv* x ^ xiii\j.n^\ 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


INxVl VvOjOO 


xiomo sapiens xii v -i lai lnteraciive proxein, ou su ^xii/viix ^, mi\iN/\. 


XTA/f AO£9 Q 1 
JNJVl_UU0Zox 


xiomo sapiens senne/xnreomne lunase j { & i xszu nomoiog, yeasxj ^oixvjj, 
mRNA 


MM 006401 


xiomo sapiens aciuic proicin ncn m leucines ^oi>i zy/, miviN-rv 


MM 006/195 
xNlVl Ul/0^Z-> 


xiomo sapiens siep u spncmg iactor oi^u / ^oj-.u / ), mxviN/Y 


MM 006^50 


XIOIIIO bdpiCIlo oOllilC V^aillCl lalllliy ^aULllUIll/liyul OgCIl CACllaligCI J, ioOlOIlll O 

rST P9A6i mRNA 


NM 006328 

XlXVX vVUJX/U 


Wnmn <;anipn<; RNA hindinc mnrif nrntpin 14 fRRM^4^ mRNA 


NM 006466 

INxVl UV/U*+UU 


xxwiiiLF oauiciio \j\jiy lixci asc ^xviN /i. ^ xxx ^x>/i'tr\. uxi tvitu y puiyp&puut' x i\xsj 

fPOTR3F> mRNA 


NM 006467 

1 1 1YX \J\J\JT\J 1 


Homo qanieiT; nolvmerase fRNA^ HI fDNA directed^ f32kD^ fRPC32^ mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subvmit (RNASEHI), mRNA 


NM 006443 

1N1V1 UUU^TtJ 


Wftmrt Cflflipnc TMitaHvp p-TV/Tvp-rpenfYnQivp ^Rf^T ^ tYiRN^A 
XxUlxlU aapiClla puiaLXVw u-xvxyo-l CopCflial vc ^XYV^X^y, lllxviN/A. 


NM 006390 


Homo sapiens RAN binding protein 8 (RANBP8), mRNA 


MM 006956 


TTrvmn Qnnip-nc nrntpin lrinncf* P-1iVp 9 fPRKPT 9 i mRNA 

XXUIllU bufJlCilb piOLCiil AJildov V> 11A.C ^> \^X XVJvv>X->Z< J } lllXVi>xA. 


NM 006954 


T-Tninn cunipnc r^rrt+Mn Vinacf P (PRlif Pri^ ttiRM^A 

XXUIllU OdplCllO pivJLGXXl Ml lilOV- V_/j IX&lta \X i.\J\vL/ J) lliXvi N A 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


"MM AH6^ 1 Q 
xnIV1_UU0j ly 


xiomo sapiens L^ur-uiacyigiyceroi — inooiioi j-pnospnauQyitransierase 
^piiOdpiidtiuyimobiioi bynuiaocy \ \^xjix x j t iiixvin/y 


NM_006219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide (PIK3CB), 

nVPMA 
ulxvlN/V 


JNM UUOJ40 


xiomo sapiens progesterone-inaucea oiocKing iactor i {riDr i mKiN a 


NM 006473 


Homo ^anipTic TTAP6-lil<'p RNA "nolvmerase TT n300/fTRP-a^ofviatpf1 fartor 

(PCAF)-associated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (N0L5A), 
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1 mRNA H 


NM 006417 


i Homo sapiens iTitprfprrvn-iriH'nppH hprwritic f^-accrwiiitp/l mir»T*rv+ii'rMi1oi* o rrrr»-^rrof/> 

protein C44kD) fiVITAP44 > ) mRNA 


NM 006405 


Homo sapiens transmembrane 9 superfamily member 1 (TM9SF1), mRNA | 


NMJ)06471 


1! Homo SaDieriS mvo sin lif*ht nolvnpntiHp rponlntrvrv nnn-carrrvrnAriV (ICfcXW I 

(MLCB), mRNA 


NM 006152 


1 Homo sapiens lvmphoid-restricted membrane protein fLRMP^ mRNA 1 


NM 006460 


1 Homo sapiens HMBA-inducible (HISH mRNA 1 


NM 006365 


1 Homo sapiens transcriptional activator of the c-fos promoter rr , ROP4^ mRNA 


NM 006135 


1 Homo sapiens canning protein factin filament} muscle 7-line alnha 1 
(CAPZA1), mRNA 


NM 006086 


Homo sapiens tubulin, beta, 4 (TUBB4), mRNA I 


NM 005761 


Homo sapiens plexin CI (TLXNCl} mRNA 


NM 005724 


Homo sapiens tetraspan 3 (TSPAN-3y mRNA 


NM 005646 


Homo sapiens TAR (HIV) RNA binding protein 1 fTARBPn mRNA I 


NM 005819 


1 Homo sapiens syntaxin 6 CSTX6). mRNA ! 


NM 005866 


Homo sapiens sigma receptor (SR31747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


1 Homo sapiens sproutv homoloe 2 (Drosoohila) ^SPRY2^ mRNA 1 


NM 005626 


1 Homo sapiens splicing factor, ar&inine/serine-rich 4 TvSFRS4^ mRNA i 


NM 005770 


1 Homo sapiens small EDRK-rich factor 2 rSERF2^ mRNA ! 


NM 005805 


1 Homo sapiens 26S proteasome-associated padl homolog (POH1), mRNA 


NM 005746 


! Homo santen^ nre-R-cell r,rv1rniv-pnhflTirina fnrtnr H^T^TTP^ tnPMA I 


NM 005869 


' Homo sanien55 serolocncallv dpfinpH rnlnn ranrpr nntio-pn 1ft f^nrY^Af^l C\\ 1 

I mRNA 


NM 005787 


Homo sanien<? NotS6 (T) mplanncrn^fprVliVp rvntein nsJOT^^T ^ mPTMA 


NM 005792 


Homo saniens T\ZT-nlia«;p nVinQnlinnrntpin (\ rN/TPTTO^PW^ mRNA 


NM 005693 


Homo Rfmipns nilfilpai" 7*PPPr»tAr ciif>fbmi1v 1 orm-ir* T-I mpmKpr 1 rKTP 1U"3\ ! 
-i-iwiiiw oapi^/iio iiuvitai itucj-JUJi dUUlaililiy 1, glUU|J x!., lilCITlOCr O ^INXvlrlj L 

mRNA 


NM__005799 


Homo sapiens PDZ domain nrotein flDrnsonhila inaD-liVp^ rnsJA*nT ^ mPMA 1 


NMJ)05713 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
fCOL4A3BP\ transcript variant 1 mRNA 


NM 005878 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation far.tnr <5iii1 finmnlno- ((^C^OCh ml?\fA ! 

11V/U1U OUj;IvUO U. Olio 1CL LI Vyll lUU lUi Olll 1 liyjlllkj IKJfa \\J\s£r\J J) 1 1 1 1\ 1>) /*\ J 


NM_005838 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein mRNA 

11UVV V11V1AUA iU| VlVllAj 11LL VL li X | 


NM 005754 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 
(G3BP) mRNA 


NMJ)05764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 17 (DD96) mRNA ! 


NMJ)05694 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) j 

(00X17) nuclear PPnp pnpnrlincy mitfiphrvnHfinl nrntpin mPXTA f 


NM 005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 

icu^i^ivi^ z. ^lyoUijuiuai micgiai memoraue protein ^'wUjoJLZ/, mKiNA I 


NMJJ05881 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 

i 1 Ll NJL ^ a\. 1 


NMJTO5718 


Plomo sapiens actin related protein 2/3 complex, subunit 4 (20 kDl fARPC4^ 1 
mRNA 


NMJJ05717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NMJ)05829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NMJX>5814 1 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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[NM_005406 


j Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (R0CK1), 


NM 005399 

i x^ivx \J\jjjyy 


nomo sapiens protein Kinase, /\ivLr-acuvatea, oeta z non-catalytic su burnt 
(PRKAB2), mRNA 


NM 005396 


nuiiiu bdpienk pdnurcdiic iipase-reiatea protein z y^rNLirjsY/. ), mA\JNA 


NM 005489 


1 Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA 


PNM 005479 

I ANaVa VvJt / y 


nomo sapiens irequenuy rearrangeo in aavanceu l-celi lympnomas (rKAl I), 


! NM 005154 

| A^IATA \J\J*J A «/~ 


XaUHUJ aapicila UUltJUlUlI apCLlilU piOieaSc 0 ^UOaOJ, mivlN/\ 


[NM 005066 


j nomo bdpiens spiicmg iacior proime/giutamine ncn (poiypyrimicime tract 
binding protein associated) (SFPQ), mRNA 


NM 005123 


j xxoiiio bapiciiS) iiuuicdr rcucpior suDiamny i, group n, memoer h ^iNi\.lrl4^ ) 
mRNA 


NM 005046 


nuiiiu oapiciia ivctixLKiciii / ^unyrnoirypuc, sua turn corneiimj ^isjliv/j, mKJNA 


NM 005030 


Homo ^aniens nolo-HVp VinaQp rDrncrmhiliA OPT Tf i -mPNTA 


NM 005014 


j AAV/111VJ oapiClia LrolCUiilUULUlil \\JLvXLJjy IIIXvINjTV. 


1 NM 005003 

1 AT ATA. W W 


xxuiiiu dapicii2> nr\xjrx uciiyurogcndbc ^uuiquinoney i, aipna/oeia suocompiex, 1 

1 ^ UXVL/j UJL/AA-1 y ^l^lJL/tJA AD I IIIIVLNaA. 


NM 004941 


iiuuiu oapi&iid A^/ij/^vA^/ n. ^i^p-\jiu-/\id.-i L vsp/xiis>^ dua poij^peptiue 5 ^J\IN/\ 
helicase) (DDX8), mRNA 


NM 004205 


iiuiiiu oapiciia uui^uiLiii opcuiiiL protease Z ^UOx zj, miviNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004975 

I aNaVa W*t<6 / J 


i nouio 5d.pi ci lb i ivr -proximal proiem ^iivtaJ, mivlNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


"MM 004177 


nomo sapiens syniaxm ja IajA], mKiNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS21P), mRNA 


>JM 0041 7*> 


riomo sapiens small nuclear noonucieoprotein JDJ polypeptiae (lokDJ 

^olNlvrL/J j, ITuvJ.N/\ 


NM 0045Q9 i 


nomo sapiens spiicmg iactor, argmme/senne-ncn o ^suppressor-ot-wnite-apncot 
iioiiioiug, jL/robopiiiid^ ^ojrjEvooy, miviN/v 


NM 004799 i 


nomo sapiens ivlau, momers against uecapentapiegic nomolog (AJrosopnilaJ 
interacting protein, receptor activation anchor (MADHTP), transcript variant 3, 
mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 \ 


Wotyio QnniPTiQ mQ inliiHitrvr fRTXTl'l mT?"KTA 


NM 004815 


Homo ^anipn*; PTPT 1 -a«oriatpH PViofrAP 1 fPAPf**n mPMA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 1 1), mRNA 


NM 004553 1 


nomo bdpiciib ririijri uenyarogenase \ Uoiquinonej re-o protein o ^1 jKxj) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


iNM 004S4Q 1 


nomo sapiens iN/\±/n aenyarogenase ^uDiqumone^ I, suocomplex unknown, 2 
(14.5kD, B14.5b) (NDUFC2), mRNA 


(MM 004971 I 


nomo sapiens jvaJJ-i, KriUj-associated (jyuJ-lj, mKJNA 


MM 004^79 


nomo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6j, 
rnivi.N/\ 


NM_004828 


Homo sapiens IvmDhocvte antieen 95 (activating NK-receDtor TsJiC-rul-d^ (T V05^ 
mRNA 


NM_004735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 ! 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KIAAO 1 06), mRNA 1 


[NM 004770 


Homo sapiens potassium voltage-gated channel. Shab-related subfamilv member 
2 (KCNB2), mRNA 1 


f~NM 004848 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 1 


|NM_004763 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 1, mRNA | 


NM 004814 

[ 


Homo sapiens U5 snRNP-specific 40 kDa protein (hPrp8 -binding) (HPRP8BP) 
mRNA 


NM 004839 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B), mRNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1) mRNA 


NM 004832 

j 


Homo sapiens glutathione-S -transferase like; glutathione transferase omega j 
(GSTTLp28), mRNA " ! 


NM_004486 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 1 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10V mRNA 


NMJ)04483 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


NM_004767 


Homo sapiens endotheiin type b receptor-like protein 2 (ETYB)R-LP~2). mRNA ! 


NM_004440 


Homo sapiens EphA7 (EPHA7), mRNA 


NM_004757 


Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial ! 
monocyte-activating) (SCYE1 ), mRNA 


NM 004427 

1 


Homo sapiens early development regulator 2 (polyhomeotic 2 homoloe) (EDR2} 
mRNA 


NM_004422 


Homo sapiens dishevelled, dsh homolog 2 (Drosophila) (DVL2), mRNA 


NM 004416 


Homo sapiens deltex homolog 1 (Drosophila) (DTX1), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA j 


NM 004365 


Homo sapiens centrin, EF-hand protein, 3 (CDC3 1 homolog, veast) CCETN3} 
mRNA • 


NM 004680 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDYH. mRNA i 


NM 004291 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


NM_004330 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 2 (BNIP2), ! 
mRNA 


NM 004024 


Homo sapiens activating transcription factor 3 (ATF3), mRNA J 


NM 001177 


Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NMJXH545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA j 


NM 001533 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA j 


NM 001509 


Homo sapiens glutathione peroxidase 5 (epididymal androeen-related orotein^ 1 
(GPX5), transcript variant 1, mRNA 


NM 001349 


Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA ! 


NMJXH329 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 
mRNA 


NM 000082 


Homo sapiens Cockayne syndrome 1 (classical) (CKN1), mRNA | 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA i 


NM 001087 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA | 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA i 


NM 003904 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNL1), mRNA | 


NMJ)03348 


Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) i 
(UBE2N), mRNA 


|NMJ)03341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 1 
(UBE2D2), mRNA | 
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XTTV if AAO 1 1 C 

JNM 003115 


Homo sapiens UDP-N-acteylglucosanunepyrophosphorylase 1 (UAP1), rnRNA 


NM_003305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (lJKJrC3), mRNA 


JNM OOJjyo 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA 


JNJVl__003 /4/ 


Homo sapiens tankyrase, TRFl-interacting ankyrin-related ADP-ribose 
polymerase (TNKS), mRNA 


JNM OOojoy 


Homo sapiens syntaxin 7 (S TX7), mRNA 


JNM 003104 


Homo sapiens syntaxm 5 A (S1X5A), mRNA 


JNM 003/54 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA | 


JNM 003133 


Homo sapiens signal recognition particle 9kD (oRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


"XTTV A AAOIOI 

JNM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


JNM 003 /yj 


Homo sapiens sorting nexin 3 (pNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_003080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 

1 » 1 • \ fCXW KTW\.f\\. "Tilt T A 

sphmgomyelmase) (SMPD2), mRNA 


NM__003059 


Homo sapiens solute earner family 22 (organic cation transporter), member 4 
(SLC22A4), rnRNA 


NMJ)03033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 

j.l.Ltu.iujLL.jLr.LLiJL...A /PTAT/I A \ ...n\T a 

sialytransierase) (SIAT4A), rnRNA 


NMJ)03952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 

„T)\T A 

mRNA 


NM 003729 


Homo sapiens RTC domain containing I (RTCDl), mRNA 


NM 002937 


T T * 1 1 Ti Tk T A J* "1 A /T"» XT I O T~» >* \ TX *v T A 

Homo sapiens nbonuclease, RNase A family, 4 (RNASE4), mRNA 


NMJM38Q4 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RIPKl), mRNA 


NMJ)02898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


JNM OUzooo 


Homo sapiens RArzB, member ot RAS oncogene iamily (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


JNM__0U2o09 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), mRNA 


"XTTV X AAT7T1 
JNM 0U2//1 


Homo sapiens protease, serine, 3 (trypsin 3) (rRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


TT_ ^ 'a. m* i < 11 /X AT A T\T^" 1 1\ n\T A 

Homo sapiens mitogen-activated protem kinase 13 (MAPK13), mRNA 


NMJJ03668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_0027l8 


Homo sapiens protem phosphatase 2 (formerly 2A), regulatory subunit B (PR 
72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protem, bmding protein 1 (hpnn beta 1) 
(PPFIBP l ), mRNA [ 


NM_J)0362o 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(JrlrKr), interacting protein (Iipnnj, alpha 1 (rrr 1A1), mRNA 


lNivi uuzooy 


xiomo sapiens polymerase ^uiNA-uirecieay, aipna \/\jku) ^Jrvji^/xzj, mivJNA 


NMJW2685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (lOOkD) (PMSCL2), 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), rnRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type H, beta 
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/PTP51?'9n > \ tWDXTA 
^Jrlr jJVZJd J, mKJNA 


NM 00^^90 


nomo sapiens pnospnoinosiuaeo-janase, regulatory suDunit, polypeptide J (pj j, 

gallliu.a.j JJVJJVJ^, IIJLXVIN/A. 


NM_002649 


Homo sapiens phosphoinositide-3 -kinase, catalytic, gamma polypeptide 

fPTTCIfYTi ttVRNA 

\x JJVJv^VJ^, IHXVLN/\. 




nomo sapiens preioiuin j ^Jrri/iN D ) y rnxsJNA 




nomo sapiens peroxisomal oiogenesis iactor 1 ir> (JrJcAi lis J, rnKNA 


NM 002617 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


NM 009^1 1 


nomo sapiens pyruvate aenyaxogenase kinase, isoenzyme 2 (PDK2), mRNA 


NMJ)00923 


Homo sapiens phosphodiesterase 4Q cAMP-specific (phosphodiesterase El 
ounce nomoiog, urosopmiaj (1^Jd4v^, mKJNA 


NM fl095QQ 


nomo sapiens pnospnoaiesterase za, cLrMr-sumuiateu (r JJiizA), rnKJNA 


IN IV1 UuZJ Ut- 


xiomo sapiens nuclear rxanscnpuon iactor, A-box binaing 1 (NrXl), mRNA 


NM 002482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 


NMJ)03826 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 


NM 00946 S 


rioiiio bapiciij) myosin oinamg protein v^, siow type (ivii jdjlL/1 ), mKJNA 


NM 009461 


xiomo sapiens mevaionaie ^aipnospnoj oecarooxyiase (^MVUj, mKJNA 


NM 001676 


xiomo sapiens aegenerative spermatocyte nomoiog, lipia aesaturase (L/rosopmJa) 
(DEGS), mRNA 


NM 009107 


xiomo sapiens lectin, gaiaciosiae-Dinamg, soiuoie, / ^gaiectm /) (JAjAJLo / ) } 


NM_002271 


Homo sapiens karyopherin (importin) beta 3 QCPNB3), mRNA 


IN 1VA V vZZ / U 


nomo sapiens Karyopnenn (importin) oeta z (Kr'jNijzJ, mRNA 


NM fifi991il 


xiomo sapiens mtegnn, oeta o (llLrrJo), mRNA 


JN1V1_UUZZU4 


Homo sapiens mtegrm, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (1TGA3), transcript variant a, mRNA 


NM 001 


xiomo sapiens mterieuKin i j receptor, aipna 1 (LLIjKAI), mKJNA 


NM_002163 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 

TTlPNA 

mivLNA 


NM 0091 56 


xiomo sapiens neat snocK ovku protein i {cnaperonin; [tidrUi), mKJNA 


NM 002149 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NM 001047 


xiomo sapiens nuntingun-associateu protein mteractmg protein (duo) (HAr IF 
mRNA 


"MM 001665 


xiomo sapiens ncoim (coiiagen/iiDnnogen domain contaimngj 3 (Hakata 
anugenj (Jt^in d ) } mKi\A 


NM OO0R49 


xiomo sapiens giutamate receptor, metaootropic j (uaMj mKN A 


NM_002053 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67fcD (GBP1), 

mRNA 


NM_001482 


Homo sapiens glycine amidinotransferase (L-argininerglycine 

ailllUlllOU ailolCI aoCJ ^VJ/A X IILlviN/\ 


NM 002044 


Homo sapiens galactokinase 2 (GALK2), mRNA 


iNivi w mi/ 


xiomo sapiens euKaryotic transiauon initiation iactor 4r> (xiLb413^ rnRlNIA 


rsNl_yK)j / JO 


nomo sapiens euKaryotic transiauon initiation iactor 3, suounit 1 (alpha, 35kD) 

^FTF^^l^ mRNA 


NMJ)01404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA 


NMJXH960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (D0K2), mRNA 
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NM 003586 


Homo sapiens double C2-like domains, alpha (DOC2A), mRNA 


KM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxvpeptidase E (CPE\ mRNA 


NM 001782 


Homo sapiens CD72 antieen fCD72) mRNA 

a\ X \S A A A ^UL/lWlU \ f*^" i am* till UkVIA 1 ^t^A\^ f A* li AilitVI ^ A A 


NM 001762 


Homo saniens chaneronin containing TCP1 subunit 6 A (zeta 1^ (CCT6A^ 

JLX>\SaAa\V/ OUL/lViiU VllUl/VA VWIW WViAVUHiAlAgj A. V>x A j U Ul/Ulill v* a. 1 Ov Vvt A / 1 JL VJa * i j 

mRNA 


NM 003716 


Homo saniens Ca2+-deoendent activator nroteiri for secretion ( CADPS i mRNA 


NM 003986 

* *XFJL V V bV V \f 


Homo saniens butvrobetaine (eanima^ 2-oxoehitarate dioxveenase f earnma- 
butyrobetaine hydroxylase) 1 (BBOXl) > mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo saniens Rho GTPase activating protein 5 f ARHGAP5\ mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1\ mRNA 


NM 024907 


Homo saniens F-box nrotein FBG4 fFBG4). rnRNA 


NM 025194 


Homo saniens inositol 1,4,5-trisDhosnhate 3 -kinase C fITPKC\ mRNA 

AAV*AAV k#%A&^ A Vilv AAA V V*/ A A m f ■ V"* * V»* at A A* AAPjA b^ 1b*A1MV ■** \ A Av A> A. A f • A A lUfcXA » A A 


NM_014203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1). 
mRNA 


NM 130786 


Homo sapiens alpha- 1-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZp586I0418 (DKFZP586I0418), mRNA 


NM 015419 


Homo sapiens adlican (DKFZp5 641 1922), mRNA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


NM 080737 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-coniueatin2 enzvme rNCE21 mRNA 

AAVA AAV *J\>m A VA tk/ A \ A t \ * 1 r V/ V \J A A 1 VAi^U VAA At WAV AV AkJ J AAAV \ A ^ vA^Aw y « A * A A X A 1 A AV 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC16386), mRNA 


NM 080666 


Homo sapiens similar to RIKEN cDNA 260000 1A1 1 eene CLOC1 128401 
mRNA 

A A\ AA. ^A. T X A 


NM 080663 


Homo sapiens similar to RJKEN cDNA 4933424N09 eene (MGC 169431 mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 eene (1VIGC1593TI mRNA 

A> AV/l AAV/ L/iA^ IViAw UIAAlilUl b v A X, AJkfcJUA 1 w A--' A ^ A A V W 7 A V/ V/ V J* A x*r gVAAV ^A"1\J V*S AV »V ✓ / J %, A a AA, T a a 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 eene (^1009740) mRNA 

Jb. A AAA. A VAAU UAAAAAAWA fci/ A X A M A 1 i/A » Am-* A 1 A A V *J A V/ V >K A A A X* bVAAV \ A ▼ A ^bb^ ^ 4 1 ^# / • AAAA VJt ^ A A 


NM 080656 


Homo sapiens similar to RIKEN cDNA A430101B06 eene flVIGC130171 

A A WAX AV UlAUAVlikJ UlAAAAA UA V A\H1>1V1 " W A— A. 11 A A V A V A -A—/ w \J fcVAAV \ A ▼ A *J V-/ X *V V A / / j 

mRNA 


NM 080651 


Homo sapiens similar to RJKEN cDNA 1 810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421E18 eene (MGC14798), mRNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 

Ah. A -* A A Wl*w A V**W T b^ »«f AV ^A" «*b«*A A *- A. AAA A If A J * » •>« WAAbx Pb^ A W^JB'm » * ■ A^ ^ A # • A AAA ^A 1 A A 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 

A » A » A^ X^ "> X^ V* ^ # 


Homo sapiens axonemal dvnein heaw chain 7 (DNAH7\ mRNA 

A A A A IV/ UMWA WAAW lAf »VA AVI AIM A VA T AAVAAA AAVv* * J VAAUAAA r 1 Af A ~ A AAA # y« AAAA\A 1 A A 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442\ mRNA 


NM 015132 


Homo sapiens sortine nexin 13 fSNX13^ mRNA 

AAVAAAv LfUpAVAAw UVA VAX ACL AAvi\iA Jl X «b# \ k^X> ' -/ V X b-/ / y A A XX VI 1 A A 


NM 022457 

A 1 A V Ah ■ ■» ■ » P Bj^ J 


Homo sapiens similar to constitutive ohotomorohoeenic protein 1 ( Arabidoosis^ 

AAVAAAV A VAAU w AAA AAA AAA W\/ V\/lAW LA V %-A v A ▼ V/ i-/ AA V *V A A A V A L/AAvbVAAAV ft*/ A V pVAAA A \ A AVA UIVAVAV Ay <-J A w / 

(FLJ10416),mRNA 


NM_030658 


Homo sapiens putative ankvrin-repeat containing protein (DK1FZP564D166\ 
mRNA 


NM 058229 


Homo sapiens F-box only protein 32 (FBX032), mRNA. 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA ( 


NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo saniens H-revl07-like protein 5 (HRLP5) mRNA 


NM 020794 


Homo sapiens densin-1 80 flCIAA1365 , > mRNA 


NM 054032 


Homo saniens G nrotein-coiinled recentor MRGX4 fMR(TX4i mRNA 


NM 054031 


Homo saoiens G nrotein-counled repentor 1VTRGX3 f MRG^C3 § mRNA 


NM 054030 


Homo saniens G nrntein-entinlpH rpppntnr 1\/1ROt3C9 fN/TRrrY^^ mPWA 

JLXVli-iw OC4.XJ 1 wllij VJ L/X W IVXXX WJUXJXkslX 1 LbL/|JluJ, I V 1 1 x V » /\ x r ^ivxXvvj VV/v 1 1 iXVi N i\ 


NM 054023 


Homo saniens uterop'lohi'n-relfltpd nrntHn 1 fTTGl^PI^ mT^TvTA 


NM 054024 


Homo ^aoieti^ melanoma innihitorv aptivifv nrotpin 9 rrv/TTA9^ mPNA 


NM 031946 


Homo saniens eentaurin anmma 3 ^PFN r TG3^ m^NA 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), mRNA 


NM 053054 


Homo saniens cation channel of qnprm ^PATSPPT^^ rrTRTvJA 


NM 053053 


Homo saniens SPT3-a<i<!ociated fartor 4? (RTAVA? i mRNA 


NM 053048 


Homo saniem hvnntnplSral nrntpin MnPI 63 JM nVTOPI ^ : »3R4^ mP TsJA 


NM 053047 

X^IXYX \JJ^\J^I 


XXUIXXU oaJJICIXo LiypUUlCLlUal piUlCill IVxVjv^ 1 OuOJ ^lYlVJJ^/ 1 OUOj ) 3 


NM 053040 


Homo saniens PNA.^s-193 (J OPRSO?^ mT?"MA 

XAWlXlVy odlJXvlXo X11AO l«J ^Ji>vyVxO JV^Oj, IlJLXviNzx 


NM 053039 


Homo saniens TTTVP txlvroQvltranQfpraQP 9 familv nrvlvnpntirlp rTTrrX9T^9^ 

mRNA 


NM 053001 


Homo saniens odd-skinned-related 2A nrotein fOSR2^ mRNA 


NM 052997 


Homo saniens breast cancer antigen NY-BR-1 rNY-BR-1^ mRNA 


NM 052971 


Homo sapiens liver-expressed antimicrobial peptide 2 (LEAP-2), mRNA 


NM 052956 


Homo saniens medium-chain acvl-OoA svnthetase HVf A(^S1^ mRNA 


NM 052942 


Homo saniens cuanvlate binding nrotein 5 ^GRPS i mRlMA 


NM 052931 


Homo saniens activating TVPC recentor fKAl T\ mRNA 


NM 052879 


Homo sanien 1 ? c-A/Tnl bindincr nrntpin fX OOI 1 ^9S 1 i mRNA 

XlXJlllX/ OuLJll/lXO XVJ.lyl L/XX XVXXXXg yi \J Lt/XXX y_X-/ X X.Ji^tiJX yj XlXXVXN/i. 


NM 030928 


Homo sapiens DNA replication factor (CDT1), mRNA 


NM 025185 

X^IXVX iOJ 


TTnmo. canipnQ mitarii/p anlrv/rin-rpnpat fnntainincr -nrotein ^TiTf"R7P^^Iziri1 
xxuxixu oapit/lla pULaLXVC ailxvyi lil-i CjJCaL OUIlullIllIl^ piUlClll ^JLJlVTZji JO^xJJl OO^, 

mRNA 

XXXXVX. "1 il. 


NM 015179 


Homo saniens KTAA0690 nrotein H<CTA AOfiOO"! mRNA *• 


NM 033626 


Homo saniens TA/f 1 1 nrotpin ^TN/fl 1 i mRNA 

AXWJLAXVy ooiyxvxio JXVA X X IJXVtvXXX yJXVX I X j 3 X X XXVX 1 A 


NM 09973 S 

X^IIVX \J£*Zj I J J 


xxuiiiu ^apxcxid guij^i pxiUopixupruiciix x ^UULru I J 9 XIxxxlN/V 


NM 033547 


Homo saniens bvnotbetiral trpnp MGP1 6733 similar tn PHI 9111 HUOP1 fi7^i 
xxviixv oapxvxxo xijrpi^LXiwiis/ai gcxic xvx VJ V-/ iu / J J ollxillaX WJ v^VJXZiXU 1 IVlVj lO/jj), 

mRNA 1 


NM 032268 


Homo saniens nerve ininrv o"ene 983 rNTTN983 i mRNA 

X Xvliiv OCipxvJiiJ X1V/X VV/ XXlJIXXjf gVXlV ±*0~j ^XiXlNiOJ y ? X X XXVI ^ A 


NM 016167 


Homo saniens retinoic acid renressible nrotein fR AR^r-l i mRXTA 

XXU1X11/ OUylLiXlk} 1 \-> Lll 1 X V> CIL/1L1 X V^JJJ t»OOlL/X^/ XyXV/LtXXX ^X\X»X\\J X ^ j X X 1 1\ 1 >( A 


NM 033414 


Homo sapiens hypothetical protein MGC17552 (MGC17552), mRNA 


NM 016336 


PTomn sanipnc nnn-cannnirnl nhnnirin pnniiiuatinor (wtuttip 1 ^MPT I HT7 1 ^ ml?MA 

XlUlllU oajpi&lis XXL/XX-V/tXlXVJXXXL'Cll UUl^UlLlil \s\Jlkj Ugdllilg CXXZtjrIIlC X ^XN V_/ \*J xJxli 1 ^ } IIiXvX>/A. 


NM 033317 


Homo sanipns hvnotbetiral apnp' 7D^9F1 0 f7TiS9F1 ft\ mRTMA 


NM 033266 


Homo saniens 15R to nucleus sifmallinp" 2 rFRN9 i mRNA 

kjupiwllij i-/lv LV-F iiUvlvllu OXgXXCXXXXXX^ ** yJLiXVX i ^ j XXXX vX \ 


NM 031955 


Homo saniens NYD-SP 1 2 nrotein (NYD-SP 1 2 1 mRNA 

A- V -li 1 vy uupivliO X 1 XX/ Ul t«i yXULvXXX ^ X 1 XX/ Ul I £s J ^ XXXXN-L^IXl. 


NM 033210 


Homo saniens hvnothetical nrotein FU14855 rFLJ14855 1 mRNA 


NM 033211 


Homo saniens hvnothetical gene sunnorted bv AF03R1 82' RC009203 
(LOC90355) mRNA 


NM 033194 


Homo saniens small heat shock nrotein B9 fHsnBOi mRNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA 


NM 020405 


Homo saniens tnmnr pnHnthplial marVpr 7 nrpcursnr ^XFA/T7\ mPXTA 

axuixxvj oapivxxo xuxxxux C/llUVJilXdlal IllalA-t/i / pxv^L/UloUX ^XJC/IVX/ j 3 IIIxVLNxx 


NM 0331 15 

XlXVX UJJ 1 X<J 


Homo saniens hvnnthptiral nrntpin A/ffrr 1 ! 61 nV/TfrPI 61 6Q"i -mR "NT A 


NM 033117 


Homo sapiens hypothetical protein MGC2734 (MGC2734 , ) mRNA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NMJH4001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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[NM 032932 


Homo sapiens hypothetical protein MGC 11316 (MGC 11316^ mRNA 


MNM 032930 


Homo sapiens hypothetical protein MGC1 3040 (MGC 13040") mRNA 


NM 032918 


Homo sapiens RAS-like estroeen-reeulated erowth-inhibitor rRERG^ mRNA 


J NM 032916 


Homo sapiens hypothetical nrotein MGC 16279 (MGC 162791 mRNA 


NMJJ32907 


Homo sapiens hypothetical protein MGC 14421 (MGC 1 442 W mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC 1443 31 mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC 1425 8 (MGC 1425 81 mRNA 


NM_032895 


Homo sapiens hypothetical protein MGC 14376 CMGC 143761 mRNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM_032886 


Homo sapiens hypothetical protein MGC15912 flVTGPI S9191 mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo <?»r>ien<; rrvnnthpriral nrntein A/THPI fMf?P1 ^£^1 ™P>JA 


NM 032875 


Homo sapiens hypothetical protein MGC 15482 (MGC 15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


NM_032872 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(TNFRSF19L), mRNA 


NM_032866 Homo sapiens hypothetical protein FLF14957 (FLJ14957), mRNA 




xiumo sapiens nypouiencai protein ru I'fyuy \rL,j l4yuyj, mJKJNA 




nuiiiu bdpicnb nypouicucai proiem rJLJ L^yUH ^jtjlj I4yu4j, ttikjna 




nomo sapiens au i-iiKe l, cysteme enaopeptiaase (b. cerevisiaej (AU 1L1), 

mRNA 


NM 0T9R4R 

| l^ljLVJl VJZ.OTO 


xiurno sapiens nj^poineucai protem rL,J mo/, / [tlj Jl4oz / ), rnJKJNA 




xiomo sapiens nypouiencai protem ru i4o lo (r JLJ l4o 1 o), mKJNA 


NM 019R1S 


nomo sapiens nypouiencai protem rLJ 14/01 (rl_Jl4/ol), mKJNA 


[NM_032824 


Homo sapiens hypothetical protein FLJ14681 fFLJ146811 mRNA 


NM 032823 


Homo sapiens hypothetical protein FLJ14675 (FLJ14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FLJ14668 (FLJ14668), mRNA 


NM 032818 


Homo sapiens hypothetical protein FIJ14642 (FLJ14642), mRNA 


NM 032804 


Homo sapiens hypothetical protein FLJ14547 (FLJ14547), mRNA 


NM 032795 


Homo sapiens hypothetical protein FLJ14494 (FLJ14494), mRNA 


NM 032783 


Homo sapiens hypothetical protein FLJ14431 (FLJ14431), mRNA 


NM_032766 


Homo sapiens hypothetical protein MGC 16 179 (MGC16179), mRNA 


1 NM 032763 


Homo sapiens hypothetical protein MGC1 6 142 (MGC 16 142), mRNA 


I NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668), mRNA 


|NM_032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


NM_032723 


Homo sapiens hypothetical protein MGC12760 (MGC12760), mRNA 


NM 032720 


Homo sapiens hypothetical protein MGC10724 (MGC10724), mRNA 


NM_032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM_032712 


Homo sapiens hypothetical protein MGC13 170 (MGC13170), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC13090 (MGC13090), mRNA 


NM 032706 


Homo sapiens hypothetical protein MGC12966 (MGC12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801), mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC 10646 (MGC 10646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC10977 (MGC10977) f mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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NM 03263 1 


Homo sapiens hypothetical protein MGC2641 (MGC2641) mRNA 


NM 032601 


Homo sapiens methvlmalonvl CoA eDimerase (MCEE). mRNA 

— » — — - 4 4 »w- — '^^p* 4 4-4^* AAA**' J 4 4 A .M44 A w^ A A W A ^^w* wX A. Jk w*W \ «*. ^ _^ M .F _ AiiAM ™_t A 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22) mRNA 


NM 032593 


Homo sapiens PKCM -related HIT protein (HIT- 17), mRNA 


NM 032586 


Homo sapiens testis transcript Y 8 (TTY8), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo sapiens hypothetical protein FLJ14753 (IU14753), mRNA 


NM_032557 


Homo sapiens HP43.8KD protein (HP43.8KD), mRNA 


NM 032553 


Homo sapiens putative piirinersic receptor (FKSG79) mRNA 


f NM 032545 


Homo sapiens cryptic eene (CRYPTIC) mRNA 


|NMJ)20963 


Homo sapiens MovlO. Molonev leukemia virus 10 homoloo- rmoiKe^ fMOVIO'l 
mRNA 


|NM 032522 


Homo sapiens hypothetical protein MGC2629 0^002629) mRNA 


NM_032507 


Homo sapiens cerebral protein-4 (HUCEP-4). mRNA 


NM 032499 


Homo sapiens hypothetical protein HH1 14 (HH1 14), mRNA 


NM 032494 


Homo sapiens zinc finger protein (LOC84524), mRNA 

w- -w "w ww v -w- ww b wwiiwi w ^^■P - 1 ™^w> w 4 W *B«w* ^ta^^ ^fc ■ w^ 41V ■ F • 14 T 4> 4k 


NM 032492 


Homo sapiens hypothetical protein GL009 (GL009), mRNA 


NM 032487 


Homo sapiens actin related protein Ml ( ARPM1), mRNA 

^w ^— w r - ^ ™ ™ www f- » » — ^ w — — ' 4 %*^^444> 4 » 4t ^4 4> * -4, 4> J ^ * 4 4| 


NM 032486 


Homo sapiens dynactin 4 (MGC3248), mRNA 


NM 032445 


Homo sapiens MEGF1 1 protein (MEGF1 1), mRNA 


NM_030898 


Homo sapiens hypothetical protein FLJ21673 (FU21673), mRNA 


NM 032412 


Homo sapiens putative nuclear protein ORF1-FL49 (ORF1-FL49), mRNA 


NM 032411 


Homo sapiens esophageal cancer related gene 4 protein (ECRG4\ mRNA 


NM 015247 


Homo sapiens cylindromatosis (turban tumor syndrome) CCYLD) mRNA 

~ * * ^ — — — ■ ■ • " ■ ■ " w 4 w \ » ■ a ■ * 44 w w* 4 44 4 w^ ¥ 4 4 w > 4 ^^44 4^^ W M -4 * * a Mm 4 A ^_ M ^^^L » A JW 


NM 032330 


Homo sapiens hypothetical protein MGC12536 (MGC12536), mRNA 


NM 032384 


Homo sapiens hypothetical protein FLJ23183 (FLJ23183), mRNA 


NM 032372 


Homo sapiens hypothetical protein MGC16186 (MGC16186) mRNA 

» ^^1^ J w— 4 P^— - — ' v » 44 4 4 • 4. V/ A A V*^ X** 1 A ▼ -4, \J A •w' A VJ \S l| j| A 11 \ 1 1 A 4 


NM 032367 


Homo sapiens hypothetical protein MGC15435 (MGC15435), mRNA 


NM 032354 


Homo sapiens hypothetical protein MGC10744 (MGC10744), mRNA 


NM 032347 


Homo sapiens hypothetical protein MGC13250 (MGC13250), mRNA 


NM 032344 


Homo sapiens hypothetical protein MGC13045 (MGC13045), mRNA 


NM 032342 


Homo sapiens hypothetical protein MGC 12992 (MGC 12992), mRNA 

■ J ~" ~ ^ ~ ^ ^ * w» ■ w* ^w» Ww' w» ^"w w"^ wT aw I 4 T A ^ ^ 4 4^ w^ w^ " J m 44 B ^A> 14 4> 


NM 032340 


Homo sapiens hypothetical protein MGC14833 CMGC14833). mRNA 

™^ w — — wr wr ww ww a -w * w «^ w- w qw « r -w ^w w v wp- v ■ a HIV r 4 44 4W ■ A ^^^r 4> ♦ w/ w^ *w* ^4 T -4_ ^_«r .4 I ^w" *■ ^ k 44>JUh ^A ^ 4 A> 


NM 032338 


Homo sapiens hypothetical protein MGC14817 (MGC14817) mRNA 

^* Jw- W __ _twr w w. w"^T444 4. »— w ^»w" 4> ■ 4 9 » A Vw* A 4 A / ^ J 14 4. 


NM 032333 


Homo sapiens hypothetical protein MGC4248 (MGC4248) mRNA 

^w — w» w w wr ww pv w w^ w _J ■1^' ■ — ~ w ' ^™ ~ ' — - ^ Pw a ^w* v w" 44 4 4 T ^ ^_«^ >p/ • -^*w # w/ \ A T A. 1 -ww 1 * / « A A 1A wL — A 4> 


NM_032327 


Homo sapiens hypothetical protein MGC2993 (MGC2993), mRNA i 


NM 032325 


Homo sapiens hypothetical protein MGC1 1 102 (MGC1 1 102), mRNA 


NM_032324 


Homo sapiens hypothetical protein MGC 13186 (MGC1 3 1 86) mRNA 

www— "w-- _-_ w w w Jh*- _ ■— ' — — "— 7 f— ^ — * — — » m ^ w w — ' w — "'w » — » — ' WW —4 4 4. » 4V A, *w* A W %4 1 A T A. •w' 4> wV A. V f 4 A A AjA \a " A 


NM 032323 


Homo sapiens hypothetical protein MGC13102 (MGC13102), mRNA 


NM 032320 


Homo sapiens hypothetical protein MGC13007 (MGC13007) mRNA 

^w ^w 'wt w>b ^w w w^ Kw a wr a a w* m ^0 ^w w A w» ww W^44 4 A T ^^w* A> \r W \ 4i » " ™ Ak U- J ^w^ F Ik A 4 JUL ^k^L T 4 A> 


NM 032318 


Homo sapiens hypothetical protein MGC 12945 (MGC 12945) mRNA 


NM 032317 


Homo sapiens hypothetical protein MGC 12943 (MGC12943), mRNA 


NM_032316 


Homo sapiens hypothetical protein MGC 12936 (MGC 1293 6) mRNA 


! NM 032305 


Homo sapiens hypothetical protein MGC3200 (MGC3200), mRNA 


NM 032293 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp761 J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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mRNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein DKFZp434E169 (DKFZp434E169), mRNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 fl}KFZn434D177) mRNA 


NM 032261 

•X 1 A * -A X^ a^ *rf<a» X^ A 


Homo sapiens hypothetical protein DKFZp434N0650 A3KFZo434N0650) 
mRNA 


NMJB2258 


Homo sapiens hypothetical protein DKFZp434P2235 (T>KFZp434P2235) % 
mRNA 


NM 032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920V 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171) mRNA 

A- .A. A A A ^K V<* *^ * W-A- ■* fc-f A, A. » fc-* X^ * » *»A 1/A XK VVAiA ■ ■ ■ * t"*^ ^* ■ Ai A> A> / A I 1 1» ^ -A. ^ * \ 1 A Jk JL / A. / ■ A A * *. X^A, X A. -A, 


NMJ)32249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 
mRNA 


NMJ332248 


Homo sapiens hypothetical protein DKFZp434F1719 fDKFZp434F1719), 

-A. ^* A-A A W**br A »— ' A A f rr ^K **A A V *VA f AA A «^ A A ■ * M » I -A. A. / A «K _ A ^ A A M i i i Xw f JL A J JL >r ■ ». 

mRNA 


NM 032246 


Homo sapiens hypothetical protein DKFZp434J0617 (DKFZp434J0617), mRNA 


NM 032245 


Homo sapiens hypothetical protein DKFZp434I1916 (DKFZp434I1916), mRNA 


NM 032223 


Homo sapiens hypothetical protein FLJ22427 (FLJ22427), mRNA 


NM 032209 


Homo sapiens hypothetical protein FLJ21777 (FLJ21777), mRNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


Homo sapiens hypothetical protein FLJ13193 (FLJ13193), mRNA 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FIJI 2363). mRNA 

A rfX X*r A A AX^ Ar V Wi0 A Xf A A \J A A ¥ X» v A Xf * A«r * »w AAA -A. * ■ %J A A*» X^ A^ * AV A_/v -A >IF «^ V ^* M A A 1A X* V A A. 


NM 032161 


Homo sapiens KIAA1 870 protein (KIAA1 870), mRNA 


NM 032154 


Homo sapiens MBLR protein fMBLR\ mRNA 

Jk Ja XJF AA aXjX wWL/IVIIU A> 1 1 / Ai^Ja X. t/A w Will 1 If Aa/aJJ^V It A A. 1 JL X.JV 1 a JL 


NMJ)32151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946), 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427), 
mRNA 

IILAXa T a, A. 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKFZP434L0718), 
mRNA 

A A JUk VJL IX 1 


NMJ)32138 


Homo sapiens hypothetical protein DKFZp434E23 1 8 (DKFZP434E23 1 8), 
mRNA 

AilA VJ> ~ A. A- 


NM 032136 


Homo sapiens hvoothetical protein DKFZo434L1717 rDKFZP434L1717) 
mRNA 


NMJB2125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478), 
mRNA 


NM 032120 


Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP5 6400523) 

JL J,wAA(V LvfXA, fcjr A XV A Aw A A. ¥ LJ" XX VJ>4V V fc*A L^*> V Will J*-»^ -* J**JL ■ 'f» *^ v * V aX AW ^X % ■ X JJL A^JL. ■ #1 «J7 W 1 XjW* w aX Mt/ / ft 

mRNA 


NM 020921 


Homo sapiens ninein (GSK3B interacting protein) (NLN), mRNA 


NM 020441 


Homo sapiens hypothetical protein DKFZp762I166 (DKFZP762I1 66), mRNA 

^^^m 11 A »^ ■ • Pr A A A%^ *A 1 HM* X<F ■ # ■ A *F M A f * * ^ ^» ^"^^ ^» ^A X^ X^ * Aur ^A ^Aa^A Va^A # X# A X^ X^ # % A A JUL ^A) 1 At ^L 


NM 018719 

-A- ^ A T -a. V jw xy # * ^ 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 1 1), 
mRNA 


NM 015630 


Homo sapiens DKFZP566F2124 protein (DKFZP566F2124), mRNA 


NM 015621 


Homo sapiens DKFZP434C171 protein (DKFZP434C171), mRNA 


NM 015595 


Homo sapiens DKFZP434D146 protein (DKFZP434D146), mRNA 


NM 015496 


Homo sapiens DKFZP434I1 16 protein (DKFZP434I1 16), mRNA 


NM 015471 


Homo sapiens DKFZP56601646 protein (DCS), mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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pNM 032030 


1 Homo sapiens FKSG83 (FKSG83), mRNA 1 


MSIM 032028 


Homo sapiens serme/threonine kinase FKSG8 1 (FKSG8 1), mRNA 


|NM 032025 


1 Homo sapiens CDA02 protein (CDA02), mRNA 


|NM 032021 


Homo sapiens AD03 1 protein ( AD03 1 ), mRNA | 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (MCLD1), mRNA | 


NM 031920 


Homo sapiens ARG99 protein ( ARG99), mRNA | 


NM_031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA | 


NM 031478 


I Homo sapiens hypothetical protein DKFZd434I21 17 CDKFZP434T21 17V mRNA 1 


NM 03 1477 1 Homo sapiens hypothetical protein MGC10500 flVIGCl 05001 mRNA ! 


J XN1V1_U j 1 H / O 


Homo sapiens hypothetical protein DKFZp434B044 (DKFZP434B044), mRNA | 


NM 031472 


1 Homo sapiens hypothetical protein MGC1 1 134 (MGC1 1 134), mRNA 


TSJ1W All 


Homo sapiens hypothetical protem MGC 10966 (MGC 10966), mRNA | 


NMJB1457 


Homo sapiens membrane-spanning 4-domams, subfamily A, member 8B 


NM 031450 


Homo sapiens hypothetical protein p5326 (P5326), mRNA 


MA/f CVWAA1 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 




Homo sapiens hypothetical protem DKFZp761I172 (DKFZP761I172), mRNA 1 


1NJV1 14.54 


Homo sapiens hypothetical protem MGC5442 (MGC5442), mRNA 1 


INivi UJ141S 


1 Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA [ 


NM_015497 


Homo sapiens DKFZP564G2022 protein (DKFZP564G2022), mRNA 


I VTN/T AO 1 Irt/C 

JNM_UJUUo 


Homo sapiens hypothetical protein DKFZp564B 1023 (DKFZP564B 1023), 
mRNA 1 




Homo sapiens hypothetical protein PP1226 (PP1226), mRNA | 


NM_031291 


Homo sapiens hypothetical protein DKFZp434N1235 (DKFZP434N1235), i 

mKJNA | 


I IN iVl__U J 1 Z U 


Homo sapiens hypothetical protein DKFZp434Kl 1 72 (DKFZP434K1 1 72), 

mKJNA j 


"NTA/f Oil 97ft 
j iNivi UjIZOo 


Homo sapiens rKU I d y o protein (PRO 1596), mRNA 


Homo sapiens rK.UU4ol protein (PRO0461), mRNA 


AJA/T 91 7 i 


Homo sapiens hypothetical protem DKFZp434G2226 (DKFZP434G2226), 

niiviN/\ t 




Homo sapiens peptidylargmine deirmnase type I (hPAD-colonylO), mRNA | 


AJA/T filftOSft 1 
1 iNivi \jj\)yo\j i 


Homo sapiens hypothetical protein rLJ 1 267 1 (FU 1 267 1 ), mRNA | 




Homo sapiens nypotnetical protein DKJbZp564A022 (DKFZP564A022), mRNA | 


NMJ)30953 


Homo sapiens hypothetical protein DKFZp76 1 E2 1 1 0 (DKFZP76 1 E2 1 1 0), i 


NM 030941 


Homo sapiens exonuclease NEF-so fLOCR 1 69 H mRN A 


NM 030939 


Homo sapiens hypothetical protem FLJ12619 (FLJ12619), mRNA 


NMJ)30938 


Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMP1), 
mRNA 


NM_030932 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


NM 030927 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM_030925 


Homo sapiens hypothetical protem FLJ12577 (FLJ12577), mRNA 


NM 030918 


Homo sapiens hypothetical protein My 0 1 4 (MY0 1 4), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP 1 5 (NYD-SP 1 5), mRNA 


NM 030899 


Homo sapiens hypothetical protein FU23407 (FLJ23407), mRNA 


NM_018657 


Homo sapiens myoneurin (MYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC 1 047 1 (MGC 1 047 1 ), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 1 
(NUDEL), mRNA | 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423) | 
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mRNA 


|NM 030802 


Homo sapiens C/EBP-induced protein (LOC81558), mRNA 


pNMJ)30800 


Homo sapiens hypothetical protein DKFZp56401664 (DKFZP56401664) 
mRNA 


pNM 030799 


Homo sapiens hypothetical protein AF140225 (AF140225), mRNA 


pNM 030793 


Homo sapiens hypothetical protein SP329 (SP329), mRNA 


pNM 030792 


Homo sapiens hypothetical protein PP1665 (PP1665), mRNA 


[NM 030780 


Homo sapiens folate transporter/carrier (LOC81034). mRNA 


| NM 030674 


Homo sapiens solute carrier family 38, member 1 (SLC38A1), mRNA 


NM 030672 


Homo sapiens hypothetical protein FLJ10312 (FLJ10312). mRNA 


NM 024947 


Homo sapiens hypothetical protein FLJ12729 (TU12729) rnRNA 


NM 024963 


Homo sapiens hypothetical protein FLJ1 1467 (FIJI 1467). mRNA 


NM_0 17600 


Homo sapiens hypothetical protein DKFZp434M033 1 (DKFZd434M0331) 
mRNA 


NM_030652 


| Homo sapiens NG3 protein (NG3), mRNA 

■ ■- * * \ ■' , 


NM 030651 


1 Homo sapiens chromosome 6 open reading frame 31 (C6orf31), mRNA 


NM 020444 


Homo sapiens K1AA1 191 protein (KIAA1 191), mRNA 


NM_024055 


1 Homo sapiens hypothetical protein MGC5499 (MGC5499) mRNA 


NM 025154 


| Homo sapiens KIAA0810 protein (KIAA0810). mRNA 


NM 017515 


1 Homo sapiens novel protein (HSNOV1) mRNA 


NM_024924 


| Homo sapiens hypothetical protein FU12985 (TLJ12985) mRNA 


NM_030579 


1 Homo sapiens cytochrome b5 outer mitochondrial membrane Drecursor fCYRS- 
| M), mRNA 


NM 022068 


Homo sapiens hypothetical protein FLJ23403 (FLJ23403), mRNA 


NM 025179 


Homo sapiens plexin A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP586A0522 protein (DKFZP586A0522), mRNA 


NM 006468 


Homo sapiens polymerase (RNA) HI (DNA directedH6WfRPC62), mRNA 


NM 025263 


Homo sapiens CAT56 protein (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM 025260 


Homo sapiens G6B protein (G6B), mRNA 


NM_025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM 025258 
NM 025231 


Homo sapiens NG37 protein (G7C), mRNA 


Homo sapiens hypothetical protein FLJ22191 (FLJ22191), mRNA 


NM 025226 


Homo sapiens MSTP032 protein (MSTP032), mRNA 

— i- S- v /a 


NM 025211 


Homo sapiens protein kinase anchoring protein GKAP42 CGKAP42). mRNA 


NMJ)25201 


Homo sapiens hypothetical protein PP1628 (PP1628), mRNA 


NM 025192 


Homo sapiens hypothetical protein FLJ23071 (FLJ23071), mRNA 


NM_025188 


Homo sapiens hypothetical protein FLJ13181 (FLJ13181\ mRNA 


NM 025174 


Homo sapiens hypothetical protein FU23040 (FLJ23040), mRNA 


NM 025165 


Homo sapiens hypothetical protein FLJ22637 (FLJ22637), mRNA 


NM_025160 


Homo sapiens hypothetical protein FLJ21016 fFLJ21016). mRNA 


NM 025153 


Homo sapiens hypothetical protein FLJ21477 (FLJ21477), mRNA 


NM 025151 


Homo sapiens hypothetical protein FLJ22622 (FLJ22622), mRNA 


NM 025149 


Homo sapiens hypothetical protein FLJ20920 (FLJ20920), mRNA 


NM_025144 


Homo sapiens hypothetical protein FLJ22670 (FLJ22670), mRNA 


NM 025138 


Homo sapiens hypothetical protein FLJ12661 (FLJ12661), mRNA 


1 NM 025126 


Homo sapiens ring fmger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22 1 70 (FU22 1 70), mRNA 
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1 NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FLJ22644) mRNA 


NM 025097 


Homo sapiens hypothetical protein FU21 106 (FLJ21106), mRNA 


1 NM 025095 


Homo sapiens hypothetical protein FU23558 (FLJ23558), mRNA 


1 NM 025086 


Homo sapiens hypothetical protein FLJ22596 (FLJ22596) mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ223 1 6 (FLJ223 1 6) mRNA 


NM 025079 


Homo sapiens hypothetical protein FU2323 1 (FLJ2323 1) mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (FLJ13949) mRNA 


[NM 025076 


Homo sapiens hypothetical protein FLJ23591 (FLJ23591) mRNA 


NM_025072 


I Homo sapiens chromosome 9 open reading frame 15 (C9orfl5), mRNA 


NM 02507(T~ 


1 Homo sapiens hypothetical protein FLJ22242 (FU22242), mRNA 


NM 025058 


I Homo sapiens hypothetical protein FLJ23229 (FLJ23229) mRNA 


1 NMJ)25055 


J Homo sapiens hypothetical protein FU23 1 68 (FLJ23 1 68) mRNA 


NM 025044 


1 Homo sapiens hypothetical protein FLJ22476 (FLJ22476) mRNA | 


INM 025043 


Homo sapiens hypothetical protein FU22404 (FLJ22404), mRNA | 


NM_025041 


| Homo sapiens hypothetical protein FLJ22 1 73 (FLJ22 1 73), mRNA | 


NM 025034 


Homo sapiens hypothetical protein FLJ2 1 290 (FU2 1 290), mRNA j 


NM 025032 


1 Homo sapiens hypothetical protein FLJ2 1272 (FU21272), mRNA | 


(NM 025029 


1 Homo sapiens hypothetical protein FLJ14346 (FLJ14346) mRNA | 


NM 025005 


1 Homo sapiens hypothetical protein FLJ13315 (FLJ13315), mRNA 


NM 024998 


j Homo sapiens hypothetical protein FLJ12704 (FLJ12704), mRNA | 


NM 024994 


J Homo sapiens hypothetical protein FU12595 (FLJ12595), mRNA • | 


NM_024977 


j Homo sapiens hypothetical protem FLJ12078 (FLJ12078), mRNA | 


NM 024976 


| Homo sapiens hypothetical protein FLJ1 1996 (FIJI 1996), mRNA | 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 (FLJ23375), mRNA 


NM 024944 


1 Homo sapiens chromosome 21 open reading frame 68 (C21orf68) mRNA | 


1 NM 024942 


Homo sapiens hypothetical protein FLJ13490 (FLJ13490), mRNA | 


NM 024941 


Homo sapiens hypothetical protem FLJ13611 (FLJ1361 1), mRNA | 


NM 024938 


Homo sapiens hypothetical protein FLJ1 1383 (FLJ1 1383), mRNA | 


NM 024935 


Homo sapiens hypothetical protein FLJ13687 (FLJ13687), mRNA | 


NM 024920 


Homo sapiens hypothetical protein FLJ14281 (FLJ14281), mRNA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 (FLJ22615) mRNA ( 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 (FLJ12687) mRNA | 


NM_024914 


Homo sapiens hypothetical protein FLJ13262 (FLJ13262), mRNA ! 


NM 024911 1 


Homo sapiens hypothetical protem FLJ23091 (FLJ23091), mRNA 


1 NM 024909 1 


Homo sapiens hypothetical protem FLJ1 3 158 (FLJ1 3 158), mRNA 


NM_024908 


Homo sapiens hypothetical protein FLJ1 2973 (FLJ12973), mRNA 


| NM 024906 1 


Homo^sapiens hypothetical protein FU21032 (FLJ21032), mRNA | 


1 NM_024897 1 


Homo sapiens hypothetical protein FLJ22672 (FLJ22672) mRNA | 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 (FLJ23537) mRNA | 


NM 024886 


Homo sapiens hypothetical protem FLJ14280 (FLJ14280) mRNA | 


NM_024882 


Homo sapiens hypothetical protein FLJ1 3 189 (FLJ13189), mRNA 


NM~024880 


Homo sapiens hypothetical protein FLJ23556 (FU23556),' mRNA j 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 (FLJ22578) mRNA | 


NM 024853 


Homo sapiens hypothetical protein FLJ13385 (FLJ13385) mRNA | 


NM_024848 | 


Homo sapiens hypothetical protein FLJ13941 (FLJ13941) mRNA | 


INM Uz4o4/ | 


Homo sapiens hypothetical protein FL J2 1 240 (FLJ2 1 240), mRNA 


NM 024841 


Homo sapiens hypothetical protein FLJ14213 (FLJ14213) mRNA | 


NM 024839 
NM 024837 


Homo sapiens hypothetical protein FL J2263 8 (FLJ2263 8), mRNA | 
Homo sapiens hypothetical protein FLJ2 1 472 (FU2 1 472) mRNA | 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1), mRNA | 


NM 024815 1 : 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), mRNA | 
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NM 024813 


Homo sapiens hypothetical protein FU13150 (FLJ13150), mRNA 


NM 024811 


Homo sapiens hypothetical protein FLJ 12529 (FU12529), mRNA 


NM 024810 


Homo sapiens hypothetical protein FLJ23018 (FLJ23018), mRNA 


NM 024809 


Homo sapiens hypothetical protein FLJ12975 (FLJ12975), mRNA 


NM 024808 


Homo sapiens hypothetical protein FLJ22624 (FLJ22624), mRNA 


NM 024807 


Homo sapiens hypothetical protein FLJ13693 (FLJ13693), mRNA 


NM 024806 


Homo sapiens hypothetical protein FLJ23554 (FLJ23554), mRNA 


NM 024799 


Homo sapiens hypothetical protein FLJ13224 (FLJ13224), mRNA 


NM 024796 


Homo sapiens hypothetical protein FLJ22639 (FLJ22639), mRNA 


NM 024789 


Homo sapiens hypothetical protein FU22529 (FLJ22529), mRNA 


NM 024784 


Homo sapiens hypothetical protein FLJ23392 (FLJ23392), mRNA 


NM 024780 


Homo sapiens hypothetical protein FLJ13593 (FIJI 3593), mRNA 


NM 024773 


Homo sapiens hypothetical protein FIJI 3798 (FIJI 3798), mRNA 


NM 024772 


Homo sapiens hypothetical protein FU23151 (FLJ23151), mRNA 


NM 024771 


Homo sapiens hypothetical protein FLJ13848 (FU13848), mRNA 


NM 024763 


Homo sapiens hypothetical protein FLJ23129 (FLJ23129), mRNA 


NM 024754 


Homo sapiens hypothetical protein FLF12598 (FLJ12598), mRNA 


NM 024749 


Homo sapiens hypothetical protein FLJ12505 (FU12505), mRNA 


NM 024746 


Homo sapiens hypothetical protein FLJ13840 (FLJ13840), mRNA 


NM 024732 


Homo sapiens hypothetical protein FLJ14351 (FLJ14351), mRNA 


NM 024731 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


NM 024727 


Homo sapiens hypothetical protein FU23259 (FLJ23259), mRNA 


NM 024722 


Homo sapiens hypothetical protein FLJ13322 (FLJ13322), mRNA 


NM 024717 


Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mRNA 


NM 024715 


Homo sapiens hypothetical protein FLJ22625 (FLJ22625), mRNA 


NM 024709 


Homo sapiens hypothetical protein FLJ14146 (FLJ14146), mRNA 


NM 024705 


Homo sapiens hypothetical protein FLJ13639 (FLJ13639), mRNA 


NM 024703 


Homo sapiens hypothetical protein FLJ22593 (FLJ22593), mRNA 


NM 024701 


Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASB13), mRNA 


NM 024700 


Homo sapiens Smad nuclear interacting protein (SNIP1), mRNA 


NM 024695 


Homo sapiens hypothetical protein FLJ13993 (FIJI 3993), mRNA 


NM 024693 


Homo sapiens hypothetical protein FLJ20909 (FLJ20909), mRNA 


NM 024688 


Homo sapiens hypothetical protein FIJI 3031 (FLJ13031), mRNA 


NM 024686 


Homo sapiens hypothetical protein FLJ23033 (FU23033), mRNA 


NM 024678 


Homo sapiens hypothetical protein FU23441 (FLJ23441), mRNA 


NM 024675 


Homo sapiens hypothetical protein FLJ21816 (FLJ21816), mRNA 


NM 024672 


Homo sapiens hypothetical protein FLJ23320 (FLJ23320), mRNA 


NM 024666 


Homo sapiens hypothetical protein FIJI 1506 (FLJ1 1506), mRNA 


NM 024654 


Homo sapiens hypothetical protein FU23323 (FLJ23323), mRNA 


NM 024650 


Homo sapiens hypothetical protein FU2253 1 (FLJ2253 1), mRNA 


NM 024649 


Homo sapiens hypothetical protein FLF23590 (FLJ23590), mRNA ! 


NM 024647 


Homo sapiens hypothetical protein FIJI 3287 (FIJI 3287), mRNA 


NM 024640 


Homo sapiens hypothetical protein FLJ23476 (FLJ23476), mRNA 


NMJ)24636 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 
related protein (FLJ23 153), mRNA 


NM 024628 


Homo sapiens hypothetical protein FLJ23 188 (FU23 188), mRNA 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FU23186 (FLJ23 186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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1 NM J)24613 


1 Homo sapiens phafm 2 (FLJ13187), mRNA 


INM 024610 


Homo sapiens hypothetical protein FLJ22623 (FLJ22623), mRNA 


NM_024609 


Homo sapiens hypothetical protein FLJ21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FIJI 1756 (FLJ11756), mRNA 


1 NM 024605 


| Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


1 NM 024602 


Homo sapiens hypothetical protein FLJ2 1 1 56 (FLJ2 1156), mRNA 


NM 024595 


Homo sapiens hypothetical protein FLJ12666 (FLJ12666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FLJ22160 (FLJ22160), mRNA 


MNM 024584 


Homo sapiens hypothetical protein FLJ13646 (FU13646), mRNA 


1 NM 024580 


Homo sapiens hypothetical protein FLJ1 3 1 1 9 (FIJI 3 1 1 9), mRNA 


[NM 024570 


Homo sapiens hypothetical protein FIJI 1712 (FIJI 1712), mRNA 


(NM 024565 


Homo sapiens hypothetical protein FLJ14166 (FLJ14166), mRNA 


[NM 024556 


Homo sapiens hypothetical protein FLJ21 103 (FLJ21 103), mRNA 


[NM 024552 


Homo sapiens hypothetical protein FLJ12089 (FLJ12089), mRNA 


[NM 024546 


Homo sapiens hypothetical protein FIJI 3449 (FU13449), mRNA 


1 NM 024534 


Homo sapiens hypothetical protein FLJ12684 (FLJ12684), mRNA 


[NM 024532 


Homo sapiens hypothetical protein FLJ22724 (FLJ22724), mRNA 


1 NM 024526 


Homo sapiens hypothetical protein FLJ21522 (FLJ21522), mRNA 


NM_024523 


Homo sapiens hypothetical protein FLJ22035 (FLJ22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FIJI 2650 (FLJ12650), mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM_024514 


Homo sapiens hypothetical protein MGC4663 (MGC4663), mRNA 


NM 024507 


Homo sapiens hypothetical protein MGC10791 (MGC10791), mRNA 


NM 015288 


! Homo sapiens KIAA0239 protein (KIAA0239), mRNA 


NM 024419 


Homo sapiens Phosphandylglycerophosphate Synthase (PGS1), mRNA 


NM 024345 


Homo sapiens hypothetical protein MGC 10765 (MGC 10765), mRNA 


NM_024340 


Homo sapiens hypothetical protein MGC4179 (MGC4179), mRNA 


NM 024330 


Homo sapiens hypothetical protein MGC4365 (MGC4365), mRNA 


NM_024326 


Homo sapiens hypothetical protein MGC1 1279 (MGC1 1279), mRNA 


NM 024321 


Homo sapiens hypothetical protein MGC 1043 3 (MGC10433). mRNA 


NM_024312 


Homo sapiens hypothetical protein MGC4170 (MGC4170), mRNA 


NM 024308 


Homo sapiens hypothetical protein MGC4172 (MGC4172), mRNA 


NM_024307 


Homo sapiens hypothetical protein MGC4171 (MGC4171), mRNA 


NM 024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM 020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


1 NM_018491 | 


Homo sapiens COBW-likeprotein (LOC55871), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM_024114 


Homo sapiens hypothetical protein MGC4827 (MGC4827), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


1 NMJ)24099 I 


Homo sapiens hypothetical protein MGC2477 (MGC2477), mRNA 


| NM_024092 1 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM~024084 


Homo sapiens hypothetical protein MGC3196 (MGC3196), mRNA 


NM 024072 II 


Homo sapiens hypothetical protein MGC2835 (MGC2835), mRNA 


| NM 024067 1 


Homo sapiens hypothetical protein MGC2718 (MGC2718), mRNA 


NM_024063 


Homo sapiens hypothetical protein MGC5347 (MGC5347), mRNA 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


(NM 024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM_023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 | 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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NM 014045 


Homo saniens DKF7P564C1 940 nrntpin fDKF7P564Cl 940^ mT? NA 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP586B1621), mRNA 


NM 023927 


Homo saniens hvnnthptirfll nrntpin FT T9 1 3 1 3 fFT T? 1 ^ 1 3 i mPM A 

xx\jlxi\j oopiwio lljrpuUlGLILtai piUlClll JCxjJ I. J 1 J \X JU)x>l J 1 J y } llXXVTN/\ 


NM 023923 


Homo sapiens hypothetical protein FLJ1 3 1 7 1 (FLJ 13171), rnRNA 


NM 019054 


Hnmo <Iflnipn<! hvnnthptiral nrntpin lUnr^^fi rN/fnPS'S^^ mUMA 
xxUiliU oapiciib IiypulllCUOdl proiem xVIVJvyJJOv/ \IVX\J\^JJ\j\Jj 3 JxlxvlNA 


NM 023070 


Homo sanipni nvnnthptiral nrntpin C\ dC^&^OAXS mPNA 

AXUlliW Oapidla lly pV/UxvUvOl piUlOlll ^LAy^U JAVT-Py, Vi\SSA.\i\ 


NM 023015 


Homo s?mipn<i hvnnthpnVal nrntpin FT T9 1 01 0 fFT T9 1 Q1 9^ ml? "NT A 
axuiuu oaLJiciio iiy pu mc uoai piuicm r ly iy \tv l^jz. iy \.y j t iiii\i.N/\ 


NM_022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiaei (FT T12934i mRNA 


NM 022836 


Hnmn oanipnc TYNA orncc-linV rpnciir 1R /"PQ09 nnmnlntr ^1 /■»*»r#»'wieia*A 

liumu oapiciio JLyiNxv nuoo-iimt icpaii ix-> yjro^y** iiuiinjiugj o. vcrcvioiaey 
TDCLRElBi mRNA 


NM 022831 


Homo saniens hvnnthptiral nrntpin FT T19R06 (FT T17R0n"i mPNA 

iiuinu oapiwllo IiypuuiGLl^m piUlCJLU JTJUJxA^OUU y-F J-«J x A«OvUy, IIJLXviNjTV 


NM 022828 

A 1 AT J- \/ Aw Aw ^» Aw \J 


Homo saniens hvnothetical nrotein FT T91940 (FT T71 940i mRNA 


NM 022822 


Homo saniens hvnothetical nrotein FT J1 9387 similar tn Vinpsin lioht rhnin 
CFLJ12387) mRNA 


NM 022784 


Homo sauiens hvnothetical nrotein FO 12476 (TTJ 12476^ mRNA 


NM 022783 


Homo saniens hvnothetical nrotein FUJI 2428 fFLJ 12428^ mRNA 


NM 022774 


Homo saniens hvnothetical nrotein FLJ21 144 rFU21 144^ mRNA 


NM 022765 


Homo saniens hvnothetical nrotein FT J 1 1 937 fFT T1 1 937 • mRNA 


NM 022764 

X VaV*« / V" 


Homo saniens hvnothetical nrotein FT T1 9998 fFT T1 9998 1 mRNA 

XXWX11V/ OClLylwllO XIJT LyV/ LllWLJVdl |J1 w Llslil X 1aI1£i77U ^X XjJ x. y O Jy 1 1 IXVi. N 


NM 022758 


Homo sapiens hypothetical protein FU22195 (ELF22195), mRNA 


NM 022753 


TI(\mn sanipn<5 hvnnthptiral nrntpin FT T1 9Qftt /FT T1 900/3 i mPNA 
xxuiiiu oapicilo lljrpULllCUval JJIUlCill r LjJ LZ>y\JJ yri^J LjZ*y\Jj ) t IxxxviNA 


NM 022749 


TTnmn Q^nipnQ rptinnip sipirl inHnr*p»H 1 f\ f& ATI f\\ mTJXTA 
AXVlllU oapiCllb IClllll/lv aviU lliuuvvU 1U ^JVrVxlU^j lllTvl^/\ 


NM 022746 

± 1±Y1 U/>^ / *"tU 


TTnmn Q^nipnQ hvnntriptiriil nrntpin T7T T99^Q0 A7T T99^Qfl"\ mPWA 
xxuiiiU oapicilo xiypuiIICUval proiClu r LjJ £.Z,jy\j ^PJUJZ^Sji'l/J, IxxxxiN/\ 


NM 022728 


TTnmn sjinipns npnrnopnir Hiffprpntintinn f% fWFTTRfiTi^i mT?"NTA 
xxwiiiv/ oapi^iio n&uiugt'ixiv uiiicidiLiaiauil \j \YSf2i\J x\\Jx\Jyj J ^ JllxVlN/A. 


NM 022496 


Homo sapiens hypothetical protein FLJ13433 (FLT13433), mRNA 


NM 022490 


Homo Sflnipns hvnnfhpfrVal nrntpin FT T1 3^90 similar tn P AFS^ (VI T1 ^^00^ 

xxvmv odpi&llo liy JJVJLllCllCal piULClli XJLJ IJJyU olllillal IU lAT ^x 1>J LJjyyjty 

mRNA 

1111 VX > A 


NM 022484 


Homo sapiens hypothetical protein FLJ13576 (FLJ13576), rnRNA 


NM 022483 


Hnmn snnipns nvnntnptiml nrntpin FT T91r^^7 fPT T91/^^7^ m"R*MA 

AXUlllU oa|JlCllo iiy^JlHllv 11 val pi U LCI 11 rJLJL 1UJ / ^xJUJ^ilOJ / i|| jt\ IN r\ 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM 097471 


TTnTnn GQT\1*»Y1P VlA/TX/^tVldtl/^ol rimfpi'tl TTT T1 10^k*7 C-tw%i1ot* +r\ rr&vm nail lann 

nomu bdpxenb nypoinencai protein ri-Ji jvjj i similar xo germ ceil-less 
/F"TT130S7^ mRNA 

^fLJlJuJ/ ) t IIIxVINxt. 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM 022462 


xxumu bdpiciisi iiypuuictiLdi pruLcui ri^j ihujj oiiniiar 10 nypoxia lnauciDie iactor 
3 alnha snhnnit nnF-3A i mRNA 

— ' j cxipua oixuuixii ^ixxx JxA. iiixvlN/x 


NM 022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
eene 2 fFLJ21939i mRNA 

gWXVs X< ^X XjJ At X S-Jyjy lllXvll/x 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


N1VT 02? 3 74 

1 >1VX VA>Ar»J 1 *f 


xiuiiiu oapiCllo llivCiy Ullilulug Ol mUUoC /VL^x" , IlUubyiaUOn-llKC IaCtOr o 

intprnrtincr nrntpin 9 H7T T9^9Q'^^ mT?T\TA 
unci aUllllg pruiClu Z ^j;JL*JZjZ}7J J, ITlx\J.Nx\ 


NM 077371 


xiuiiiu odpiciid /i i x -ucpenuani micneron responaive \ji\xJis\.) f rnivLNA 


NM 079^^0 


ixuinu sapiens nypomencai prorein pa-jizjh-i similar to otrao ^1^1^341^, 
mRNA 

XXXXVl ' li. 


NM 079367 

XNiVA \JZ,jLJ\J / 


T-Tnmn QnnipnC TlVnntVif»tir»o1 T^mff^i n TTT T1 9987 cimilo-r +rv catyio-nl^nrinn 

xxuniu bdpiciib iiypuuicucdi proicin rijiz^o / oimiiar to semapnorms 
{FLJ 122 87), mRNA 


NM 022359 


Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (TFRG15), rnRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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[NM 022147 


Homo sapiens 28kD interferon responsive protein (IFRG28), mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4. 1-like 4 (EPB41L4), mRNA 


NM 022133 


Homo sapiens sorting nexin 1 6 fSNXl 6), mRNA | 


|NM_022126 


Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate 1 
phosphatase (LHPP), mRNA 1 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928). mRNA 1 


NM_022094 


Homo sapiens hypothetical protein FLJ2087 1 similar to FSP27 (FLJ2087 1), 1 
mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 CFLJ22794). mRNA I 


NM_022071 


Homo sapiens hypothetical protein FLJ20967 (FLJ20967), mRNA 


NM_022063 


Homo sapiens hypothetical protein FLJ13188 (FU13188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 1 


1 NM_022034 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


1 NM 021945 


Homo sapiens hypothetical protein FLJ22 1 74 (FLJ22 1 74). mRNA i 


NM 021944 


Homo sapiens hypothetical protein FLJ12154 (FLJ12154), mRNA 1 


NM 021941 


Homo sapiens hypothetical protein FLJ21324 (FLJ21324), mRNA 1 


NM_021928 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 1 
SPC22/23 (FLJ22649), mRNA 


NM 021927 


Homo sapiens hypothetical protein FIJI 3220 (FIJI 3220), mRNA 


NM 021925 


Homo sapiens hypothetical protein FU2 1 820 (FLJ2 1 820), mRNA 1 


NM 021825 


Homo sapiens hypothetical protein MDS025 (MDS025), mRNA 


NM 015622 


Homo sapiens CGI-43 protein (LOC51 622), mRNA 1 


NM 021639 


Homo sapiens hypothetical protein SP 1 92 (SP 1 92). mRNA 1 


NM 021637 


Homo sapiens hypothetical protein FLJ14084 (FLJ14084), mRNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 2 (KCNN2), mRNA 


NM 021182 


Homo sapiens minor histocompatibility antigen HB-1 (HB-1), mRNA 


[NM 021170 


Homo sapiens bHLH factor Hes4 (LOC5780 1), mRNA I 


NMJ)21146 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 1 


NMJ)05146 


Homo sapiens squamous cell carcinoma antigen recognised by T cells (SART1), | 
mRNA 


NM 021079 


Homo sapiens N-myristoyltransferase 1 (NMT1), mRNA 


NM_021046 


Homo sapiens UHS KerB (LOC57830), mRNA 1 


NM 021018 


Homo sapiens H3 histone family, member I (H3FI), mRNA j 


NM_006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3). mRNA 1 


NM 017569 


Homo sapiens transcription factor (p38 interacting protein) (P38IP), mRNA | 


NMJM5239 


Homo sapiens KIAA1035 protein (KIAA1035), mRNA 


NMJH4977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA | 


NM 015516 


Homo sapiens hypothetical protein, estradiol-induced (E2IG4), mRNA 1 


NM 015388 


Homo sapiens DKFZP566C243 protein (DKFZP566C243), mRNA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 1 


NM_0 14409 


Homo sapiens TAF5-like RNA polymerase II, p300/CBP-associated factor 1 
(PCAF)-associated factor, 65 kD (TAF5L), mRNA 


NM_014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA [ 


NMO 12414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA | 
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1 NM 007074 


1 Homo sapiens coronin, actin binding protein 1 A (COR01 A i mRNA 


NM 006927 


I Homo sapiens sialyl transferase 4B (beta-ealactosidase alnha-2 3- 
sialytransferase) (SIAT4B), mRNA 


NM 006861 


1 Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


NM 006502 


| Homo sapiens polymerase (DNA directed}, eta rPOLHV mRNA t 


NM 005710 


| Homo sapiens polyglutamine binding protein 1 (TOBP1V mRNA 1 


NM 005168 


1 Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


1 Homo sapiens lipase, gastric (LIPF1 mRNA f 


NM_004132 


1 Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA | 


NM_004492 


I Homo sapiens general transcription factor HA, 2 (12kD subunit) (GTF2A2), j 
mRNA | 


NM 004824 


1 Homo sapiens chromodomain nrotein Y chromosome-like ffTWT } mP TnJA ! 


NM_003969 


I Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) j 
(UBE2M), mRNA " " ' j 


NMJ)02711 


j Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum bindine subunit skeletal mmeM fPPP1l?3 A i 
mRNA | 


NM 003847 


1 Homo sapiens peroxisomal bioeenesis factor 1 1 A CPVX1 1 A1 nVRNA I 


|NM_002004 


1 Homo sapiens farnesyl diphosphate synthase (famesyl pyrophosphate synthetase, | 
dimethvlallvltranstransferase. eeranvltranstransferaspi fFDPSI mRNA 


NM_019111 


1 Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- j 
DRA), mRNA \ 


NM_002120 


Homo sapiens major histocompatibility complex, class H, DO beta (HLA-DOB), J 
mRNA % \ 


NM_002118 


\ Homo sapiens major histocompatibility complex, class 13, DM beta (HLA- \ 
DMB), mRNA 


NM_002125 


Homo saniens maior histocomnatihilitv rorrmlex Haqq TT TfR Kf»fa ^ /TTT A 

DRB5), mRNA 


NMJ)21983 


Homo sapiens major histocompatibility complex, class H, DR beta 4 (HLA- j 
DRB4), mRNA j 


NMJ)22555 


Homo sapiens major histocompatibility complex, class H, DR beta 3 (HLA- j 
DRB3), mRNA | 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NMJ 30439 


Homo sapiens MAX interacting nrotein 1 fMXTl i tran^ei-int van* ant ? tnR"MA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA \ 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NMJ)80921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA i 


NMJ30386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, | 
mRNA j 


NM_030781 


Homo saniens collectin sub-familv member 1? TPOT FPI?^ trn-ncpririi- voriotit TT 1 

uw^iviiij vv/uwvuxi uuu 1 ail 111 Jr lllt-lllUtl X flT7v- 1 11 dxlok/lipL Veil ItJIll U., 

mRNA ^ | 


NMJ30778 


Homo sapiens collagen. tvoeXVII alnha 1 CCOL17A1) tran^rrirtt variflnt «i1inrt 
mRNA | 


NM_000494 


Homo sapiens collagen, type XVIT, alpha 1 (COL17A1), transcript variant long, | 
mRNA j 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL1 6A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 | 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 1 
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j variant 1, mRNA 


NM J 30390 


1 Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3, 
mRNA 


NMJ30389 


j Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2, 
mRNA 


NMJ)21616 


1 Homo sapiens tripartite motif-containing 34 (TRIM34V transcript variant 1 
mRNA 


NM 030950 


| Homo sapiens ret finger protein (RFP), transcript variant beta. mRNA 


NM J 30785 


1 Homo sapiens TPTE and PTEN homologous inositol lipid phosphatase (TPIP) 
mRNA 


NMJ 30784 


Homo sapiens hypothetical gene supported by AY027807; AY027808 
(LOC93426), mRNA 


NM 130783 


1 Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 (RGS18), mRNA 


NM 130781 


1 Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


1 Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


I Homo sapiens 5-hyaroxytryptamine receptor 3 submit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA j 


NM 130767 


Homo sapiens cytosolic acetyl-CoA hydrolase (CACH-1), mRNA 


NM 130773 


1 Homo sapiens caspr5 protein (caspr5), mRNA | 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NMJ)33554 


I Homo sapiens major histocompatibility complex, class n, DP alpha 1 (HLA- 
DPA1), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA | 


NM_032035 


Homo sapiens MSTP03 1 protein (MSTP03 1 ), mRNA I 


NMJH7882 


Homo sapiens ceroid-lipofuscinosis, neuronal 6, late infantile, variant (CLN6), 
mRNA 


NM 006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B), mRNA | 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein j 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 23A (MMP23A), mRNA 


NM 025091 


Homo sapiens hypothetical protein FLJ13330 (FLJ13330), mRNA S 


NM 130759 


Homo sapiens immunity associated protein 1 (IMAP1). mRNA "1 


NM^O 19841 


Homo sapiens transient receptor potential cation channel, subfamily V, member I 
5 (TRPV5), mRNA 


NMJ) 17584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT). mRNA 1 


NM 006480 


Homo sapiens regulator of G-protein signalling 14 (RGS14), mRNA 1 


NM 013357 


Homo sapiens purine-rich element binding protein G (PURG), mRNA 


NMJU6155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17), 
mRNA 


NMJ)02813 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 9 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NMJ30441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens E 1 A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NMJH6113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NMJH5530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 i 
(GRASP55), mRNA J 
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iNM UlDo/i 


Homo sapiens regulator oi Lr-protein signalling \y (KOoiy;, mKJNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 (jdp2), mRNA 


JNM 1304oo 


Homo sapiens dennatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NM_1 30463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsm family 2, member A (TOR2A), mRNA 


NM_02l070 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 
mRNA 


NMJ)20865 


TT ■ _ TXT? A TX /TT / A _ . A 1 A _ /TT- _\ 1 _ 1 _ j* J _ o /* /TvTWO /T^v 

Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 36 (DDX36), 
mKJNA 


JNM UIo3U4 


Homo sapiens oUo noosomai protein LiU isolog (.LUC!> 1 lo /), mKJNA 




xiomo sapiens aipeptiayipeptiaase lii (urrj j, transcript variant z, inKJNA 


NM 005700 


Homo sapiens dipeptidylpeptidase m (DPP3), transcript variant 1, mRNA 


XTTV/f A1 01 CO 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


TT _ • 1 _ 1 /T?X7'/X 1 \ J... * a * AO r»\T A 

Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (FTPRB), mRNA 


NMJ)00775 


Homo sapiens cytochrome P450, subfamily 13J (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclm Dl (PRADl parathyroid adenomatosis l) (CCNDl), 
mRNA 


NM_0 12090 


TT * * A_11 A* 1*1* A*A 1/XiTA /*IT11 \ j • i 

Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcnpt 
variant 1, mRNA 


NM 017625 


TT * • < -t . • /TTTT XT\ T>XT A 

Homo sapiens mtelectm (ITLN), mRNA 


NMJH5839 


Homo sapiens ficolin (collagen/nbnnogen domain contaimng lectin) 2 (hucolm) 
(FCN2), transcnpt variant SV3, mRNA 


NMJH5838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcnpt variant SV2, mRNA 


NM 015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcnpt vanant SVl, mRNA 


NM 002003 


Homo sapiens ficolin (collagen/nbnnogen domain containing) 1 (FCN1), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NM__016328 


Homo sapiens GTF2I repeat domain contaimng 1 (GTF2IRDI), transcnpt 
variant 1, mRNA 


X TX AA jl 1 AO 

NM_004108 


Homo sapiens ficolin (collagen/fibnnogen domain contaimng lectin) 2 (hucolm) 
(FCN2), transcnpt vanant SV0, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_l30396 


TT ' TTTXTT»"I ' J '1 1 * 1* 1 1 . " f> <^TTrn - nA\ i 'a 

Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcnpt 
variant 2, mRNA 


NM_003880 


Homo sapiens WNT1 inducible signaling pathway protem 3 (WISP3), transcript 
variant l,mRNA 


NM 003881 


Homo sapiens WNTl inducible signaling pathway protem 2 (WISP2), mRNA 


NM_080838 


Homo sapiens WNTl inducible signaling pathway protein l (WISPl), transcript 
variant 2, mRNA 


NM 003882 


Homo sapiens WNTl inducible signaling pathway protein l (WISPl), transcript 
variant l,mRNA 


NM 000651 


Homo sapiens complement component (3b/4b) receptor l, including Knops 
blood group system (CRl), transcript variant S, mRNA 


NMJ)00573 


Homo sapiens complement component (3b/4b) receptor l, including Knops 
blood group system (CRl), transcript variant F, mRNA 
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NM 006069 



NM 130385 



Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA 



Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 



NM 018492 



NM 002462 



Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 



NM 015920 



Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MX1), mRNA 



NM 016183 



NM 080746 
NM 032236 



Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 
Homo sapiens ribosomal protein, large, PO-Iike (RPLPOL), mRNA 
Homo sapiens ribosomal protein L10-like (RPL10L), mRNA 
Homo sapiens FLJ23277 protein (FLJ23277), mRNA 



NM 032784 



NM 080731 



Homo sapiens thrombospondin (FLJ1444Q), mRNA 



NM 080730 



Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 3, mRNA 



NM 015945 



Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 2, mRNA 



NM 018018 



NM, 02245 1 
NM 020830 



NM 033630 



Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2 
mRNA 



NM 016558 



Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1 
mRNA 



NM 015438 



NM 007371 



Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 1, mRNA 



NM 005104 



NM 005031 



Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 



NM 014164 



Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 

TT • -— -i— -™r v - - "~ . " - 



— — - - _ * * 

Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5), 
mRNA 



NM 014577 



NM 021004 



Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR), 
mRNA 



Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TC10 (PIST), mRNA 



NM_0 1 793 5 Homo sapiens hypothetical protein FU20706 (BANK), mRNA 



NM 018244 



NM 016100 



Homo sapiens chromosome 20 open reading frame 44 (C20orf44), m RNA 
Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NAT5), 
mRNA 



NM_016045 
NM 007363 



NM 002438 



NM 015092 



NM 018993 



NM 080841 



NM 080840 



Homo sapiens mannose receptor, C type 1 (MRC1), mRNA 
Homo sapiens PI-3-kinase-reIated kinase SMG-1 (SMG1), m RNA 

Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 

Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 
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transcript variant 2, mRNA 


NM_002836 


Homo sapiens protein tyrosine phosphatase, receptor tvne A fPTPR 
transcript variant 1 , mRNA 


NM 024832 


Homo sapiens RAB5 interacting nrotein 3 (RIN3) mRNA 


NM 023915 


Homo sapiens G protein-coupled receotor 87 CGPR87> mRNA 


NM 003029 


HomO Sapiens SHC fSrC homoloev 2 domain Containing tranqfnrrniricr nrntMn 1 

(SHC1), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NMJ)16020 


Homo sapiens homolog of yeast mitochondrial transcrinrton factor R (mfTFR^ 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDEH mRNA 


NM 006065 


Homo sapiens signal-regulatoiv protein beta 1 fSIRPBl^ mRNA 


NM 005527 


Homo sapiens heat shock 70kD nrotein 1 -like fflSP A 1 T ^ mRNA 


NM__004648 


Homo sapiens nrotein tvrosine nhosnhata^e non-rerpntor hmp cnhctrat/* i 
(PTPNSD.mRNA 


NMJ)04480 


Homo sapiens fucosvltransferase 8 falnha (\ 6) fuco^vltran^fpmQp^ fRrrnft 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 CGPR49^ mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1 , mRNA 


NM 017743 


Homo sapiens dipeptidvlpeotidase 8 rDPPSI transcrint variant ? mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NMJ)06442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NMJJ80918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial nrotein mRNA 


NM 080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial nrotein mRNA 


NMJ)80916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial nrotein mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial nrotein mRNA 


NMJ)01929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial nrotein mRNA 


NMJ)80815 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM 080813 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NMJ)80812 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_080811 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


NM_O80809 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 12 
mRNA 


NM_080807 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 1 1 
mRNA 
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jl*M 080806 


1 Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 10, 1 
mRNA 


NM 080805 


Homo sapiens collagen, type Xm, alpha 1 (COL1 3A1), transcript variant 9, 
mRNA J 


NMJ)80804 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8, 
mRNA | 


NMJ)80803 


Homo sapiens collagen, type XHI, alpha 1 (COL1 3A1), transcript variant 7, 
mRNA J 


NM 080802 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 6, 
mRNA | 


NM_080801 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 5, 
mRNA 1 


NM 080800 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 4, 
mRNA 


NM 080799 

j 


1 Homo sapiens collagen tvne XILL alnha 1 (POT 13A"n trflncmnt uana«t ^ 1 
mRNA j 


[NMJ)80798 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 2, 
mRNA- J 


NM_005203 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 1, 
mRNA | 


NM 004395 


Homo sapiens drebrin 1 (DBN1), transcript variant 1, mRNA 


pNM 080881 


1 Homo sapiens drebrin 1 (DBN1) transcrint variant 2 mRNA i 


NM 080792 


I Homo sapiens brain-immunoglobulin-like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


NM 080816 

L 


Homo sapiens signal-reffulatorv nrotein beta 2 fSlRPFW tran<jrrmt variant 0 i 
mRNA 


NM 018556 


Homo sapiens signal-regulatory nrotein beta 2 rSIRPB2 > ) transcrint variant 1 
mRNA | 


NMJ)00787 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) I 
(DBH), mRNA I 


NM 080426 


Homo sapiens GNAS complex locus (GNAS), transcript variant 2, mRNA 


NM 080425 


Homo sapiens GNAS complex locus (GNAS). transcrint variant 3 mRNA 


NM 000516 


Homo sapiens GNAS complex locus (GNAS), transcript variant 1 , mRNA 


NM 006571 


Homo sapiens novel RGD-containine nrotein fWS-Vl m"RNA 


NM.080926 


Homo sapiens hypothetical protein similar to KIAA0 1 87 gene product 
(LOC96610), mRNA | 


NMJ)80924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC9 1219) 
mRNA. ' | 


NMJ)80925 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) in beta (H. 
sapiens) (LOCI 29020), mRNA | 


NM_080914 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA j 


NM 080913 

| 


Homo sapiens asialoelvcoDrotein recentor 2 (ASGR2^ transcrint variant 9 
mRNA | 


[NM 080912 

! 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2) transcrint variant R?' 
mRNA 


NM_001181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1 
mRNA ' j 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel- 1 suppressor of lin- 1 2-like (C. elegans) (SEL 1 L), mRNA 


NM 014978 


Homo sapiens VPS 1 0 domain receptor protein SORCS 3 (SORCS3), mRNA 


|NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA | 



f 
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NM 052868 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


INM 


Homo sapiens nypotneucai protem rJW l44zo (J.uvl>j, mKNA 


"MM ftlO'JfiQ 
1NJV1 \}j/,D\)y 


xiomo sapiens cnromosome z open reaomg irame y v^zonyj, mKJN A 


NM 021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 

4 ^JLKrV4J, mKJN A 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


JNM_Uz4DU,5 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HIVEP3), mRNA 


XT\yT AO/1 1 1 O 

JNM UZ41IZ 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM015192 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1), 

mKJNA 


JNM_Uzz4o 1 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 


X TTV A A0 1 iTT /l 

INM_Uzlo34 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 

^JLUJtW ), mKJNA 


JNM_U13JU:> 


Homo sapiens siaryitransierase oil (alpna-z, o-poiysialytransterase; (MA 1 ob), 
mRNA 


jNivi uiyuoy 


iiomo sapiens wu repeat domain jr> \\VL)Kj&) i mKJNA 


NM_016179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 \ i)\r\s £ +) 9 mKJNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


JNM U14UU/ 


Homo sapiens zinc ringer protem 2y /H (ZNr 2y AH), mKJNA 


NM_0 12471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (IKrCo), mKJNA 


NMJH2459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
( 1 IMMod), mKNA 


JNM_UU4oz 1 


Jdomo sapiens transient receptor potential cation cnannel, subtamily C, member 
6 (TRPC6), mRNA 


TVlTVyf (\f\11f\A 

JNM_UU3JU4 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPC1), mRNA 


XTXyT Ami I /I 

JNM_UU/lz4 


Homo sapiens major histocompatibility complex, class 11, JJK beta 1 (HLA- 
DRB1), mRNA 


JNM UUUV/2 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM_ 130384 


TT ' i T ' ' ^ 1 -I /TTIT)PV1\ -> ■ , j /- 

Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant o, 
mRNA . 


JNM_U33oz/ 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


JNM_Uj21oo 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


JNM 024yyo 


Homo sapiens mitocnonanai elongation iactor Cj (brCjl), mKJNA 


JNM_U33o2y 


Homo sapiens triree prime repair exonuclease 1 (iKbXl ), transcript variant 4, 

mKJNA 




xiomo sapiens tnree prime repair exonuclease i (IKcai j, transcript variant 3, 

ml? XT A 1 


XNIVI UIOjoI 


iiomo sapiens inree prime repair exonuciease i ^lKiiAi ), transcript variant i, 
mRNA 


NM 031892 


Homo sapiens SH3-domain kinase binding protein 1 (SH3KBP1), mRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma j ^ i At i ), transcript variant ceita, miUN a | 


NMJU3997 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin z, neuromeom l,, neuroionin aipna, neuropepucie Jv, neuropeptide 
gaLLLind.) y i i transcript variant gamma, nuviN/v 


NM 013996 


xxuuiu oapicxib LaLiiyjuiiiii, precursor i ^ouubLanuc jv, auootance r, neuroionin l, I 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 

gal 1111 la. J ^IjtVI^i ^, UalloL/iipi V ail an I aipna, IllCvlN A j 


NM 016235 


Homo sapiens G protein-coupled receptor, family C, group 1 , member B j 
(GPRC5B), mKNA 




riomo sapiens splicing iactor i (or ij, mKJNA 




xiomo sapiens leptm (poesity nomolog, mouse) (Lhr ), mKNA 


NM_003185 


Homo sapiens TAF4 RNA polymerase II, TATA box binding protein (TBP)- 
associated iactor, ljd kjj ^iathj, mruNA | 


NM 003182 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
iicuruAiiiiJi z, neuromeam jl, neuroKinm aipna, neuropepiiae Jv, neuropeptide j 
gamma) (TAC 1 ), transcript variant beta, mRNA 


NM 00977? 


jiumu ddpiens protease, serine, / (enieroKmase ) (r JtCoo / ), niKJN A | 


NM 005857 


Homo sapiens zinc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 


NM_006103 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 1, 


NM_080736 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2, 1 

rrYRNA 


NMJ)80735 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5, 
mRNA 


NM 080734 


xiuxiiu ctajjiciib w/vr luur-uibUJiiuc core uomam z ^wru^zj, uransenpt variant 4, 
mRNA 


NM 080733 


xaumu ^apiciia wrvjr lULu-uibuiiiuc core Qoiijaui z ^wrL/L/ transcript variant J, 
mRNA 


NM 021197 
NM 007128 


HnTTlfi ^anipriQ AVAP friiir-HiQiilfiHp rr\rr* Anmnin 1 AA^R^^^ ,| 1^ ml? XT A ' 
AJLvFiiiu oapitiio vvnjr lUUi-uioulIlUC t/UIC ULrlllalU 1 ^ VV rXJK^r 1 ) 9 IHxvlN/\ J 


NM 006373 


Homo sapiens pre-B lymphocyte gene 1 (VPREB1), mRNA 

xxuiiiu bapiciib vc&ii/ie aimiic iransporL proiem i ^ v /v 1 1^, rruviN A j 


NM 0031 OS 

1 >1YJL_ \J\JJ luJ 


nomo bdpiens sornim-reiatea receptor, JL^iy-LK class j A repeats-contaimng 
(SORL1), mRNA 


NM 020777 


xiuiiiu dapiciid vroiu uom<jin recepior protein ^ovJxvL/oZ^, miviNA | 


NM 052918 


Homo sapiens VPS 10 domain receptor protein SORCS 1 (SORCS 1), mRNA 


NM 0?'>SS^ 


xiomo sapiens oav^z suppressor or actin mutations z-iiice (yeast) (pACMzL), 
transcript variant 2, mRNA | 


NM 004841 


riomo sapiens ciass i cyioKme receptor (WoAl ) y mjKJNA | 


NM 080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript vdrianL 1, iukina j 


NM_006711 


Homo sapiens RNA binding protein S 1 , serine-rich domain (RNPS 1 ), transcript 
variant i, nuviN/\ j 


NMJW0594 


Homo sapiens RNA binding protein S 1 , serine-rich domain (RNPS 1), transcript 
variant 2. mRNA 


NMJ 00486 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3, mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM 016628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1, mRNA 
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NM 005701 


Homo sani ens RNA TT tran<5r>nrtpr 1 fR NT TT 1 ^ nVRNA 

j.±\jiii\j cujyJViiL) luiiT., \J U alio L/lsl IVl 1 ^XViN \J ill) I i LLVJ. N A 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo saniens KTA A0Q41 nrntpin (A-nadTVi nvRTsJA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 0191 18 


xiuiiiu oapieiia iiypuuiCLludi protein JSJr*t-OZZ.L/«3 ^JKJr*r-0ZZ.LO mJKJNA j 


NM 01611? 


numu cxtpiciib vv w uomain Dinning protein 1 i ^ wjdjti i ) y mJKJNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


JVNJ.YI wOuJ77 


xi omo sapiens regulator 01 nonsense iranscnpis z ^xsJtiJN i zj, transcript variant l , 
mRNA 




nomo sapiens regulator 01 nonsense iranscnpis z ^ivbrN i Z) 9 transcript variant z, 
mRNA 


NM 00701 1 


nomo sapiens regulator 01 nonsense transcnpis i ^kjdIN 1 l ), mxvJN A 


NMJ)02833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 

mRMA 


NMJ)80589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript vanant j, itixvlna 


NMJ)80588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcnpt variant z, mKiN a 


NM 002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), . 
transcript vanant i , mKJN a 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 

tiVRXTA 
IIUvlN/V 


NM_014369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 

•mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 

rrVPXT A 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
{rasj-associateapnospnatasej (rlJrJNijj, transcript vanant 4, mKJNA 


NM.080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
^ras^-associatea pnospnatasej ir\iN i j) f Transcript vanant 3, niKJNA 


NM 080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
^j/ajsy-abbuuidtcu piiubpiiaLdbcj \r LrPi uanscnpt vanant 1, niKiNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
ttdJiot/iipt variant z, mtviN/\. 


NM 009814 


nomo sapiens protein tyrosine pnospnatase, non-receptor type 1 1 (jr 1 r£s 1 1 ) t 
transcript variant 1, mRNA 


NM 00^100 


xiomo sapiens oasic leucine zipper transcnption iactor, Alr-liKe (JBAlrj, 
mRNA 


NM 006700 


xiomo sapiens jila-jd associated transcnpt ?s (JdAJLoJ, transcnpt vanant 
NG36/G9a, mRNA 


NM 011177 

1N1VI \JJjD Iff 


U^fcYV^f^ iia*%< /\*> i-% TJT A "1"? « aa/1 « rt^-AjJ -fV j-LjLi..ri.n.i.-ii-i- J l* /I / 1 J A r 1 ^yi \ T~) \T A 

nomo sapiens iu_»A-r> associated transcript 4 ^jdA14j, mKJNA 


NM 004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 

ImvLN A 


NM 080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NMJ)04638 


Homo sapiens HLA-B associated transcript 2 (B AT2), transcript variant 2, 
mRNA 


NM 080686 Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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Y\ "VTA 

mRNA 


NMJD04640 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 1, 

T"»X T A 

mRNA 


NM 080598 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 2, 
mRNA 


NM_080797 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
3, mRNA 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
2, mRNA 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
1, mRNA 


XTN K AO 1 AOA 

NM 021080 


TT. • _ J* 1 -1 1 T _ 1 _ •» /T\ 1 »1 \ /TTN. A T\ 1 \ ix"v T A 

Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NM 080760 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 

T) XT A 

mRNA 


NMJ)80759 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1, | 
mRNA 


NM_004392 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mRNA 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 
mRNA 


NM_0l6569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 
mRNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM_080701 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 

T» *K T A 

mRNA 


NMJ)80700 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3, 

t»\t a 

mRNA 


NM 080699 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, i 
mRNA 


NMJ)17518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 

-*rx T A 

mRNA 


NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1, 

TkXT A 

mRNA 


NM_080632 


Homo sapiens similar to yeast UpD, variant B (UPF3B), transcript variant 1, 

n\T a 

mRNA 


NM_023010 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 2, 

T» XT A 

mRNA 


NM_080687 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 2, 

n\T a 

mRNA 


NM_023011 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 

TX X T A 

mRNA 


NM_080630 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant C, 

n\T a 

mRNA 


NM_080629 


Homo sapiens collagen, type XI, alpha l (COLl l Al), transcript variant B, 
rnKJNA 


KT\A 001 R^J. 


noiiiu bapiciid couagen, type .ai, aipna i ^la/l»i transcnpi variant a, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mKNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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xiomo sapiens apical protein-like (Xenopus laevis) (ArALj, mKJNA 


NM_0 14481 


Homo sapiens apiirinic/apyriniidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoamg mitocnononai protein, mKJN a 




xiomo sapiens atua nuclease (multifunctional din a repair enzyme) (APbX), 
transcript variant 3, mRNA 


IN IV1_ \J o UOH O 


nomo sapiens ArJbA nuclease (mulurunctional DMA repair enzyme) (ArxiX), 
transcript variant z, hikjna 


XJA/T 001641 

i/NlYl_W 1 VJ*T 1 


xiomo sapiens /vrxi/v nuclease ^muiuiuncuonai uina repair enzyme) ^AJrUX), 

LLailoULipL Vallalll 1, HlXvlN/V 


NM 080839 


Homo sapiens similar to garnma-glutamyltransferase 1 (LOC91227), mRNA 


NM 080927 


xiuiiiu oapiciib enuuiiieiidi <tiju smoom muscie ceii-aenvea neuropil in-iiKe 
protein (ESDN), mRNA 


NM 030969 


Hnmn Qflnipnc TrvnnfTnp'Hr'al T^rr»+p»-ir» MY^fM 99^ CK/tC^C^XITW mPXTA 
XxUillw oapiCXld IiypUUiCLlLal piOlvlH IVIVJ^IZZ^ ^iVIO^/iZZj )y ITIlVIN A. 


NM 080990 


nuinu Sapiens gannna-giutamyiiransrerase-iiKe activity 4 vO\jril^A4), rnKJNA 


NM 021168 


rxUiliU o dpi Clio JVrtJV ^JvrVO lLtvC VJ 1JT I\jOX-/J 11K.C ^iv-rV f\ 1 / J 5 mivLNA 


NM 08084? 


nomo sapiens nypotnencai gene similar to ganuna-glutamyltransierase-like 

artivitv 1 CS OC'19Q096 1 k mPWA 


NM 011460 


xiomo sapiens potassium cnannei, suDiamuy Jv, memoer l / AoJv-4j 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 0S^?81 


xtuihu Sapiens ucxiiiciuin j 9 mivLN/\ 


NM 033518 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


"NM 0? 1 1 60 


xiomo sapiens jiiy/v-jD associateo transcript d ^i>a 13), mKJNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


iNivl V/Un Ijo 


jtiomo sapiens Keratm, nair, acidic, 3 A (isJKlrLAiA), mKNA 


NM016310 


Homo sapiens polymerase (RNA) HI (DNA directed) polypeptide K (12.3 kD) 

^rvyl^KjJy}, mKJNA 




Homo sapiens poJypynmiaine tract binding protein 1 (PTBP1), transcript variant 
3, mRNA 




xiomo sapiens poiypyrimiame tract binding protein 1 (rlBFl), transcript variant 
2, mRNA 


xnv/r 009R1Q 


xiomo sapiens poiypynmidme tract binding protem 1 (r lr>l J l), transcript variant 
1, mRNA 


7sjA/f 010Q30 


xiomo sapiens unc-yj nomoiog xji eiegans) (UJNuyjxii), mKJNA 


NM 022454 


Homo sapiens SRY-related HMG-box transcription factor SOX 17 (SOX 17), 

IIirvLNr\ 


lNiVi_UlrtOjZ i 


xiomo sapiens uoiquitin specinc protease y, X cnromosome (lat lacets-hke 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM 091006 


xiomo sapiens uoiquitin specinc protease y y x cnromosome (iat iacets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


TSJM 099^/10 


xiomo sapiens membrane-spannmg 4-domams, subiamily A, member 6A 

fft/fQiiA£A , \ mPMA 
^lVlo^f/VO AJ, ITLCVLN/\. 


"MM" 099199 


jiomo sapiens matrix metal loprotemase z / (MMr z / ), mKNA 


NM 006^87 


xiomo sapiens caicium nomeostasis endoplasmic reticulum protein (CHxiRP), 


NM 006918 


Homo samens sterol-C5-desaturase fERG3 delta-5-de«?fltiir«<ip hnmnlna fiinaal^- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


MM CiCMlAA 
xNivx \J\J I Z.HH 


xioiijo sapiens proline ncn^t ^lacrimal j ^rKUi>fj, mKJNA 


NM 006758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 

ml? XT A 


MM (\(\6/}&A 
IN 1V1_U U OZ OH 


riomo sapiens pro tern tyrosine pnospnatase, non-receptor type li (AJrU-l/Ui-JiO 
(r as j -associated pnospnatasej (Jr irJN I j), transcript variant z, mKNA 


NM_006055 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 


NM_005716 


Homo sapiens regulator of G-protein signalling 19 interacting protein 1 

CVCIQ 1 QTP1 \ tviPMA 
^xvvjo 1 y ir 1 ), mivIN A 


NM 005149 


Homo sapiens T-box 1 9 (TBX 1 9), mRNA 


MM 0,04731 


riomo sapiens a jl rase, vacuolar, 14 kjj (aixOoxhj, mKiNA 


NM_000275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 


NM_001384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
Diosyntnesis-iiKe z (^o. cerevisiaej (JJrrizJLzj, rnKJNA 


MM AAAA./£0 
JNM__UUUUOZ 


xiomo sapiens serine ^or cysteine^ protemase lnnibitor, claae (Cl mnioitorj, 
memoer 1, ^angioeaema, nereaitaryj (oiiKrlJNLjij, mKNA 


mm 001107 


riomo sapiens transient receptor potential cation cnannei, suDiamny jvi, memoer 


mm ooiso7 

1NXYX \J\J J 0 v / 


xioiiiu ddpiciib iixinor nct/iobio iduior ^iiganu^ superidmuy, memoer i*t 


NM 002984 


WATTin QSTiipnti email inHnpiVtlp pvtr^Vinp A4 ^Qf^V nnPM^A 


mm on? ins 


XjLUIXIU odpiCIlb xlZrV IlIbLUIlC iaUlHy, IllCillUCI A ySTx^rYT J } UlXviN/\ 


MM 00^131 

XNXYX UUJJJ 1 


TTrkTrir* cot\i pn c Vip-mr» rrl aV^iti tV»P»fs> 1 /Tl 1 ^ mP Tvf A 

nuiiio odpiciib xicinugiuuiii, mcia i ^nxjv^x ^, iiixvln/\ 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


mm nnns 17 

XNIYI UUU J 1 / 


nomo bapicnb nemogiouin, aipna z mK_LNi/\. 


NM 012262 


Homo sapiens heparan sulfate 2-O-sulfotransferase 1 (HS2ST1), mRNA 


MM 07 1711 


xiomo sapiens pnospnatiuyicnonne transier protem vr v-/ 1 Jr j, mKiN a 


MM o 1 fto^n 
INlvi uioyou 


xiomo sapiens giycme iN-metnyiiTansierase ^vjXNivii j, mKiNA 


MM 017807 


xiomo sapiens u-siaiogiycoprotem enaopepuaase (UoOiir j, mKJNA 


MM 016717 


riomo sapiens kina Dinamg protein ^autoanugenic, irn±uNr^-associateQ witn 
lethal yellow) (RALY), transcript variant 1, mRNA 


MM 01A4R1 


xiomo sapiens xuna omoing moni, single stranaea mieracting protein ^xvtsivio j ) y 

m7?MA 

IIiXViN/\ 


MM 017190 


XT/^nnrt compile 1 1 /o i^T^T - * r\ cr\r\ f\\ i orp 1 /T \/ L#T All i*rtT?^vTA 

xiomo sapiens lysopnospno lipase j ^x^ x r 1-./V,) ^, mtviN/\. 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


MM 00^110 


riomo sapiens nemogiooin, epsnon i ^riDiii j, ituvlna 


MM 007167 
1N1VJL__UU /JO/ 


nomo sapiens jvin a omaing protein ^autoantigemc, nnjuNJr-associaieu wiin 
leinai yenow^ yxvAL x ) y transcnpi variant z, mrviNA 


MM 00S11? 

1NXYX vvjJj^ 


riomo sapiens nemogiooin, zcid ^rLDz*^, nxtviNA [ 


mm oo^ir 

INlYX \J\JJH JO 


riomo sapiens rUo-iiKe antigen i ^rvjoivi j, mKJNA 


MM 0001 

XNXVX^ \J\J\J I JO 


rioixio bdpicns giuodn ^i,H-aipna~y, oiancrxing enzyme i ^giyuogen orancmng 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


MM 000SSQ 

IN XVX vl/U JJ7 


nomo sapiens nemogiooin, gamma /\ ^jidui k rnxvLNA 


NG 000007 


Homo ^anipriQ opnnmi'p nptfl {rlnHin rpoinn /T-l HR^)*^ nn flirnmncrtmp 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 



223 



WO 03/074654 



PCT/US03/05028 





cerevisiae) (MCM10), xnRNA 


|NM_018593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SLC16A10), mRNA 


MNM 018240 


Homo sapiens kin of IRRE like (Drosophila) (KIRREL). mRNA 


pNM 016004 


Homo sapiens chromosome 20 open reading frame 9 fC20orf9). mRNA 


LNM 006841 


Homo sapiens solute carrier family 38, member 3 CSLC38A3V mRNA 


pNMJ)03725 


Homo sapiens oxidative 3 alpha hydroxys teroid dehydrogenase; retinol 
dehydrogenase; 3-hydroxysteroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster fHFS®) on chromosome 6 


NM 080878 


Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 


|NM 080876 


Homo sapiens protein phosphatase (SKRP1), mRNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 1 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASB1 1), mRNA 


NM 080872 


Homo sapiens KIAA1 777 protein (Unc5h4), mRNA \ 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4). mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASB16), mRNA 


NMJ)80862 


Homo sapiens SPRY domain-containing SOCS box protein SSB-4 (SSB-4), 
mRNA 


NMJ)80861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM_080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 flvIGC8721) mRNA 


NMJ)04170 


Homo sapiens solute carrier familv 1 faeuronal/enithelial hi eh affinitv elutamate 
transporter, system Xag), member 1 (SLC1A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227) mRNA 


NMJ)25220 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated in lung cancer (HLCDGP1). mRNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OY1 1.1 
(3 , OYll.l),mRNA 


NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B). mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3A (FBXL3 A), mRNA 


NMJU2157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


NMJH2162 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 1, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5) transcrint 
variant 2, mRNA 


NM_012161 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 1, mRNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 



224 



WO 03/074654 



PCT/US03/05028 





transcript variant d, mKiNA 


NM_032954 


Homo sapiens Williams Benren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4, mKlN A 


NM_032953 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcnpt variant j, itikjna 


IN lvx_U j AyjL 


riomo sapiens wnnams Joeuren synarome cnromosome region ih ^wzsoi^ivi**/, 
transcript variant 2, mRNA 


iNlVx_UJZyj 1 


riomo sapiens wnnams JL>euren synarome cnromosome region ih- ^wx5oL/xvi*+j, 
Uanscnpi vanani i, mxvJN/i } 


IN \J^_\J\J \J\J \J o 


xiomo sapiens genomic cyiouriroine r hjxj, siiDiainiiy m\ ^pnenouaiDiid.i- 

illUUClUlCy I mT JLI\f UI1 OIlTUIIIUoUlTiC 17 


INlVx KJO\Jo\jy 


xioino sapiens enromooume iz open rcaumg xiaiiie ^i^iz.uijl^.z.^, uhvln/a. 


IN IVx__UU £ +'tZO 


noino sapiens eariy ueveiopmem regulator 1 yjoiynomeouu i nomuiugy ^hjl/ivi ^, 

i_li_lVJL>XV 


MM 020244 


TTnmn ^nniPTiQ rlinlinp r>TiAQt^lintr5inQ"rprnc;p 1 ((^\-K PTl^ mT?l^JA 

Jtipit/IlD UiUJlilit- JJllVJopilVJ U. Ol iolt/l OOC 1 ^\_/XJ-l X 1J 9 XllXVlN^l. 


NM 019074 

X X 1VJL V/ A V/ / " 


: 1-Tnmn <?arn'pnQ Hplta-lilrp 4 fDro^nrVhiljA ^DT T A\ mT^"WA 


NM 018990 


T-Tnmn ^airipn^; rhrnnrmtinmp ^ nnpn TpaHino frrnnp Q ffTXVirfQ/l mRT^A 

liUlllv OaL/lwXiO vIXL UlllV/OWXllw iV \J^J\sXX IvaUlllg XiaillV/ «/ ^v_/«T\.Vi Lsjy 1 1 ii. \_L ^1 il 


NM 017833 


1-Tnmn ^aDipn^ r.hrr»Tnn<inTTip 91 nnpn rpfldino' framp (C*!J\ nrf*S^5^ mRT*JA 


NM 018255 


Homo sapiens elongator protein 2 (ELP2), mRNA 


MM 014096 


TTnmn cnniVnc WnntViptiral nrntpm TflCU7r\lft') A 997 rnK"F7n7f»9 A997 , \ mRNA 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


lNiVL UIZ104 


xiomo sapiens jt-oox ana wu-4u oomam proxein z ^rr>A. w zj, nirviNA 


JNM UIZZ4/ 


riomo sapiens selenium aonor protem {oJr o ^, liiKiN a 


NM 012165 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


xnv if Ammo 
JNM_UU7iyo 


Homo sapiens proline synthetase co-transcnoea nomolog (Dactenalj (JrKUov^j, 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 

mKiNA 


NM 005674 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NMJ)01364 


Homo sapiens discs, large homolog 2, chapsyn-1 10 (Drosophila) (DLG2), 
mKiNA 


NMJ)00646 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
o, mKNA 


NM_000645 


Homo sapiens amylo-l, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 

C —.DAT A 

j, mKJNA 


NM_000644 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type IH) (AGL), transcript variant 

Z, mKINA 


NM_000643 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
3, mRNA 


NM_000642 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 

1 mRNA 

1, IlixxlN/A. 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HQ (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM_017662 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

6 fTRPMn^ mRNA 


NM 080744 


r[f\YY\f\ C CJTM PY1 C Cr t Cl\Tf>TK7P k T TPPPtl+fYt* PI/otPITIP tip1i Hotyiqiti PAnioinlrt Cf rrrruifi T\ ( /l 

AAUIX1U ooplCIlo oUaVCII^CI ICUCpiUI CyolClilC UUlilaill l/OniaUlingj group A> 

domains) (SRCRB4D), mRNA 


NM 000493 


TTomf* canipnc pnllatrpn hnip Y n1-nV»a 1 f SpThtmH ■mpfsmVit/epal pV»rvn/1rn/1\/CTVlacia 1 
AHJIllvJ SapiCllo OUilagCXl, LJpC Yv, dipild X ^OlrXLXiXlu. HiCLu.piiy bCd.1 UnUIlUrUUyopiaolay 

CCOLlOAli mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 
mRNA 

A 1 JUL VJ. 1 A 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NM 090708 


WrvfYlf\ cqtm P~n c cnlntp POi-niPt* "Fotnitlv 19 f T"\rvf"Q ceil iTn_/"»V\1 /"»ym /"1p h'cncnftf+prN Yv\f*YYtV\f*T 
xxKjIUxj oayisZlio oUlULC vaiiiCX laXIHiy ^pi>la6olUlIl-^IllUl luC UdllbpUIlCIJ IIiCiIlUCI 

5 fSLC12A5 1 mRNA 


NM 016093 


T-Tomo ^arvipnQ rfhocomal nrntpin T 96-1iVp 1 fRPT 96T t\ rnT? T\I A 


NM 057095 


Homo sanipn*; cvtophromp P4S0 nolvnpntiHp 43 ^OV r P3 A43^ tranQprfnt variant 9 

mRNA 


NM 022820 


Homo saoiens cvtochrome P450 Dolvoeritide 43 (CYP3A43 1 tramcrint variant 1 
mRNA 


NM 052969 


Homo saoiens ribosomal orotein L39-like fl£PL39L i mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), mRNA 


NM 052865 


Homo saniens chromosome 20 onen readmp frame 72 ^(~ , 90orf79^ mPMA 


NM 021029 


Homo sapiens ribosomal protein L36a (RPL36A), mRNA 


NM 001001 


Wnmn canipnQ riVinQninal nmtpin T 3/^a-liVp n?PT 3^AT ^ mPWA 


NM 03364*5 


xiuiiio bdpicnb jt-dua dnu wju-hu uuindin proicin id \r±jj\ w idj, trojiscripL 
variant 1, mRNA 


NM 033644 


xxumu aapiciio r-uuA. aiiu vyjl/-*+u uuiiiaxii pruicxii l xj ^rDA vv lD) 9 iiaiioLrlipL 
variant 9 mRNA 


NM 012300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 

variant 3 mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NM 014QSR 


AXUIIIU oapiCIia XVL1U gUalxlIlC I1U01CUL1UC CAundngC laUlOr ^vJjTir J LD ^r\X\JLlvJX_/JT 1^^, 

mRNA 


NM 091 RIO 


Hnmn QanipnQ raHfiprin-lilrp 0(\ (OWWOf^i mPWA 

XXvJXlHJ oapiCIlo CaUIlCl Ul~lln.C Z.U ^V_/X^XjLZ/U ^, IXiXVLN^V 


"MM 030876 


xiomo sapiens oiiacioiy receptor, idmiiy j, suDiamiiy v , memoer i ^vjivj vij, 
mRNA 


NM 031939 


xiuiiiu odpiciio aiiiyiuiu ucid picuuioui proicin-omuing, idmiiy /v, memoer 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM 031231 


TTomo QanipnQ amvloiH r»pta ( A 4 1 nrpnnr^nr nrotpin-riinHino - familv A mpmiSpr 9 

binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo ^anipn^ Cr nrotpin-ponnlpd rpppritor 81 ^OPl?81 i rnRNA 

±x\jxxx\j oaijiy^xio vj pivi^iii vvuiyivu i^v^^ivj'x oj, ^vixxvoi^, i liivi n fx. 


NMJ)06462 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 

variant 1 mftNA 

V til 1 til 11 1, 11JJ.VJ. ill 


NM 031299 


TTomo QanipnQ pnmmoQomp 90 onpn rpaHintx rramp 1 SI fC^Odcwfi SC\ trancpririt 
Aiv/iiiv oapiwio vi u wiiiUoUiilt up til ivaujuig ixailic lO \\^^,\JVJx l xojy Uailolsi ipi 

variant 9 mT?TvIA 


NMJB1228 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 

variant 3 mUTsJA 

valiant J, IliXVlNAX 


NM 031997 

INIVX UJ 1 A/^» / 


Wnmn ^anipn<i pVirr>mncr»mp 90 nnpn rpaHinor framp 1 8 ff^O/vrfl trQ-ncp-nnt 

i-AUinu sapiciio vlJlUIIlUoUillC £*\J vJpt/11 icauillg XlalilC lO ^vZV/UIlloy, UdJloUlipL 

variant 4, mRNA 


NM 031424 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NMJ)30959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PS02 homolog, S. cerevisiae) 
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(LJULKfcSlC), mKJNA 


NM 022099 


Homo sapiens chromosome 20 open reading frame 51 (C20orf51), mRNA 


JNM_UUUooo 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 
rriKNA 


NM 021943 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


NM 021215 


Homo sapiens chromosome 20 open readmg frame 77 (C20orf77), mRNA 


NM012141 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26 (DDX26), 

T> XT A 

mRNA 


NM 021225 


Homo sapiens proline-nch 1 (PROL1), mRNA 


NM_006508 


Homo sapiens regenerating lslet-denved-hke, pancreatic stone protein-like, 
pancreatic thread protein-like (rat) (REGL), mRNA 


JNM UzUJjo 


Homo sapiens chromosome 20 open readmg frame 32 (C20orf32), mRNA 


lNM_UZUJoy 


Homo sapiens iascin nomolog 3, actin -bundling protein, testicular 
^oirongyiocenirorus purpuraiusj ^roCiNjj, mKJNA 


NM 020145 


Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA 


INM 


Homo sapiens JoCM-like membrane protem precursor (BLAME), mRNA 


NM 019025 


Homo sapiens chromosome 20 open reading frame 16 (C20orfl6), mRNA ' 


JNM uioo/y 


Homo sapiens t-complex 1 1 (mouse) (TCrl 1), mRNA 


iNM U175o9 


Homo sapiens B-cell translocation gene 4 (BTG4), mRNA 


"VTA K A 1 O H AO 

NM 018692 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


NM_0l8697 


Homo sapiens LanC lantibiotic synthetase component C-hke 2 (bacterial) 
(LANCL2), mRNA 


xnvyr a i Qcm 
JNM_Uloo/ / 


Homo sapiens acetyl-Coenzyme A synthetase 2 (ADP iorming) (ACAS2), 

mKJNA 


JN1VLU 1 o4 j 1 


Homo sapiens cnromosome 2U open reading trame 1 oO (Czuoril oO), mRNA 


XTAyf A1 0*70 C 


Homo sapiens inteneuKin 1 id receptor (LLl /HK), mKJNA 


NM 018474 


Homo sapiens chromosome 20 open reading frame 19 (C20orfl9), mRNA 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open readmg frame 11 (C20orfll), mRNA 


NM 017874 


Homo sapiens chromosome 20 open readmg frame 27 (C20orf27), mRNA 


NM 017859 


Homo sapiens undine kinase-like 1 (URKL1), mRNA 


NM 017798 


Homo sapiens chromosome 20 open readmg frame 21 (C20orf21), mRNA 


NM_0 17789 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphonn) 4C (SEMA4C), 

tv-iT? XT A 

mKJNA 


XTAyf A 1 77 1/1 
iNlvl Ul / / 14 


Homo sapiens cnromosome zu openreaomg irame ij (L/ZUortii), mKJNA 


XTA/f A17/C71 
INlvl Ul/O/1 


Homo sapiens cnromosome open reading name 42 ( L L,Zv/ori4Zj, mKJNA 


INlvl UIojoH 


riomo sapiens immune associacea nucleoli ae h ince i (mousey v.'LAN^A-'t), mKJNA 


XTA/f A1 CK/I 


Homo sapiens cnromosome 2U open readmg irame 4o (C2Uorl4o), mKJNA 


JNM UloJ4/ 


Homo sapiens cnromosome zu open reading irame zy (L/Zuortzyj, niKJN A 


XTAyf A1 0177 
JNM UIojZ/ 


Homo sapiens cnromosome zu open reaamg irame jo (UZUortio), mKNA 


XTAyr A1 07 Q7 
JNM UloZoZ 


Homo sapiens paraspecKJe protem 1 (Fori), mKJNA 


XTAyr A1 Q77fk 

JNM UloZ/U 


Homo sapiens cnromosome ZU open reaamg trame zu (CZUortzu), mRNA 


XTAyf A1 07^7 

JNM UIoZj/ 


Homo sapiens cnromosome ZU open reaamg irame jo (CZuort36), mRNA 


NM 018197 


Uomo QflTiifVn*! 7inf* finopr nrntpin fiA. finmnlncy ^mmiQP^ ^7P'P^4'\ mT?"\TA 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15 ! -dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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IN iVX \J 1 OH\J0 


TJV\n-»/~» (?oniAn c /*ViiwrYir\e/vrrtP 7fl /vr\pr> TP O /"I in ("t ■fi*£>YYlP s4 1 f 1 90fvr'fl4 I mP A 

xiomo Sapiens cnroniosoine zaj open reading liainc j*+ ^v^uuiij*ti, iijj\jln/\ 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


MAyf 0163 10 
1N1VL__U i Oj x y 


Jtiorno sapiens l>\Jx y consuuitive pnoioinorpnogexiiv nuinuiug suuunii / /v 

^rYTaUlUUpSlSy \wro/nj) XIXXvlNxA. 




Wnrnr* cnnipnc an&ifvnnip'H'n 4 ( AMC"tPT , 4'^ nnl^M^A 
xivjixiu aapxcxxs aiigiupuic-Liii t ^^vi^ vja nxxvL^-fY 


NM_015834 


Homo sapiens adenosine deaminase, KNA-specific, Bl (RED1 homolog rat) 

fATiARPUi frflticrm'nt variant Tj"R ADA9p mRNA 


MM 01 'iR'n 


uoino sapiens aaenosme Qeamind.be, ixiN.rv-spci/iiio, xji ^isjlijl/i xxuiiiuiug lai/ 
(ADARB1), transcript variant DRABA2b, mRNA 


mm niAfn^ 

IN 1V1 v 1 tUjD 


xiomo sapiens cv^ivi-iiKe memurone proiem prcoursur ^ojur^iviiij, iiixvin/\ 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


MAvf AI/tQAI 
JNlVl_UlHO*f 1 


xiomo sapiens synapTosomai-associaiea protein, y 1 ku nomoiog (mousey 
(SNAP91),mRNA 


MM 01470^ 


xiomo sapiens zinc ringer nomeoDox 10 ^zjtxxa. iij ^, mi\jN/\ 


mm ni^^i^ 


nomo sapiens ivno guanine nucieonae eAundnge idoiur ^vjnr* j iz. ^/vjvriuriip i^^, 
mRNA 


MM 0147R4 


xxuniu odpicns xviiu gudninc nuuicuuuc CAUiiaiigc la^tur ^vjxix^ j 1 1 \r\j\xi\jizr i lj 9 


NM_0 14862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 

TYlPMA 


MM 0140^4 

1NIV1 \J l*4VJ*t 


Xxoinu sapiens uiuuniusunic iiv open icdunig naiixc *+v \\^z.\j\jli*-t\jj } xiixvln av 


NMJ)15629 


Homo sapiens PRP31 pre-mRNA processing factor 31 homolog (yeast) 

rPT?PF^^ mPMA 


MM 01^417 


xiuiiio sapiens enromosome l\j open reaouig ix dixie zo \\^z.\j\jiiz>0) 9 ixxxvln/\ 


MM 0146?*; 


nuirxu sapiens ncpjirusis jl 9 iuiupduxio, stcruiu-xcsiotaiii ^puuuuxn^ ^inxxilj/.^, 
mRMA 


NM 014592 


Homo sapiens Kv channel interacting protein 1 (KCN1P1), mRNA 


MM 014140 


xxwixxvj oauxcxio lj vvi/LjXNr xcxaicu, xxiaiiiA aooUuiaicLi, a^ixix LLcpcixucriii icguiaiux \jx 

rhmmatin Qiihfnmilv a-like 1 ^SMARPAT 1^ mRNA 
i/Xuuiiiaiiii, ouuiaxixiijr a~xiivc x ^oivi^rvjvv>^ij_/X^, 1 1 ti vjl n / 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (ST0ML2), mRNA 


MTV/f 011748 
lNlvl VIjZho 


xiomo sapiens inu ir-iiKe export iactori ^ina.i i ), niiviN/\ 


MM 01H1£ 


xiomo sapiens vA^JxH-rNui iranscnpuon complex, suounn ^inl^ih^, mixiNA 


MM 01174Q 


nomo sapiens potassium lnwaruiy-recuiying cnannei, suuiamiiy j, memoer m 

^K'^ T MT14^ mPMA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


MM 019418 


TTrvmr> ccirMpric focpin Vinmnlncr 9 n r*tiTi _1m in HI "in o nrr^t pin Tftin^l 
xxvjxxxu oapxcxxo laouxix xxuxxiuxog a^/ixxi uuxxuxxxxg pxuicxii, ivLxxxax 

(Strongylocentrotus purpuratus) (FSCN2), mRNA 


MM 012201 

JLNJ.YX 


TTomn cnnipnQ cnlcri nnnaTntniQ nrntpiTi 1 ^PrT Ol^ ttiTJNA 
xjAJtiivj aapxviXo guigx appaiaiuo pujtviii i yvjj-»vji y, 1 1 11 vi > / \ 


NM 000519 


TTmniS Q5»Tiif»n«i ViPmn&lnViiTi Hplta rHRTi i tnRNA 
xiv/iiiw oapivxia jLit'iiiugivjuj-Li, ut/Xia y , iiJULvi irx 


MM OOfiQQQ 

J.N1VJL 


TT/-\tnn oonipnc nr»l\/mpfacp /TYWA HiTPpfpn 1 ciortiii fPOT ^li mPMA 
nuixio sapiens puxymcxase ^xyiN/v unevicu/ oigxxia ^xvLuj, ixixvin/i. 


NM_006719 


Homo sapiens actin binding LM protein (ABLIM), transcript variant ABLIM-m, 

mPMA 


MM 009117 


xiomo sapiens aenn Dinomg i^juvi proiem ^/\jji-«iivi j 9 uanscnpi vanani ajd j-»jiyi-i, 
mRNA 


MM 007? 

INIVI Uv / ZJO 


xiomo sapiens peiOAisomai memuianc pxuicxn *t ^hkj./^ ^x^vivix*f^, miviN/v 


NM 007184 


TTonrjo ^aniens ni^charin rMTSr^TT^ mRNA 


NMJW6720 


Homo sapiens actin binding LM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens C0P9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (C0PS5), mRNA 


1 NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 
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of LI) (CHLlVmRNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATIP2), mRNA 


NM 006432 


Homo saoiens Niemann-Pick disease tvne C2 (NPC2 1 mRNA 


NM 006348 


Homo sarriens eolffi tran snort romnlpy 1 fQO kD summiti ffrfiT TPI i mPNA 


NM 006408 

X > J.VA WW iv \J 


Unmn saniens antprior Pradipnt 7 hnmnlfMy OTptiptmiq lapvici f Afrl?9i rtVRNA 
xxvjxiivj otijunwio auiv/i lui giaui&xii xiuiiiuiug ^y\.v>ixC'iyu& idcvxoy ^ AVjlvt / } iiutvlNxv 


NM 006106 


TTnmn sanipns Yps-assoniatpd nrntpin 1 65 VT) fVAPI 1 nYRNA 

XXVJXX1VJ OOLyiWllO X t/D aOOUwlOlvU j^/lUlVslXl XvL/ ^ J. zVX X 1, 111XVX i-*V 


NM 006096 


TTnmn satiierts N-mvc downstrpam rponlafpd ctptip 1 rNTYRfrl i nVRNA 


NM 006071 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 

for ppp iellv homoloff sea urchin VHkp rPTCTyRFTi mRNA 


NM 006092 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 00S748 

x^ixvx UuJ f~ro 


Hnmn canipriQ YY1 a qqop.i a tpH fartnr 9 CV AT?9 1 mRMA 

XJAJXX1U OaplCilo XXX aooUvlulA/Vl Xai>lUl £* \ X/TLX X<^, HXXSJLN/v 


NM 00S71S 


TJ/^Tnrt CQniPnc niwtvi/l— ^-ciilfniTCincff^rQCf* TQ' I *\ mT? "M A 
xxUinO 2>apiCIlk> Ixruiiyi-Z-oUlxUUallMCrabC ^Uul Jf IlixvlN/V 


NM 00^699 


xxUIIlt) bapicilb o/V liypei ICxxMUU-aooUClalCU. UOUlUiOg W-***l/> IIU\J.N/\ 


"NM 00S7^n 


xiomo oapiena xvrUDo liHcraoiiiig, jKJiicbin-iiKe ^rdDiviiiebinoj ^x\/\x30ivxrxjj, 
mRNA 


NM 005668 

X^IXYX V/UJUUO 


Wnmn QaniptiQ Qialv1rran^fpra«sP ST) r'al'nlm-9 R-T>n1vQin1viTa"nQfpr5*cp^ ^STAXSTj^ 
mRNA 

IXXXVXN^i. 


NM 005606 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 


TTomo <;ar»iPti<; nViromo^omp 91 nnpn rpadino framp ^091 orf N ^'^^ mRNA 

IIUJUV oaulVjiJo will KJXliVJOKJLLlKt X UUVU IV/QUUlg XI all It/ w> ±J IV>/.1U11JJ (, lllivi Nov 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM 005180 


XXV/X11U oapidlo XJ ly lli^Jxl\JixlCi XVX\J IVXX^i V IXiodllLrll L\/gL\Jlx ^111UU.oC^ y^XJlVXX X llXXvIN/A. 


NM 005108 


XxtJIilU aapICIla AjlUxUlVlllaoC llUIIIUlUg yXX. xilXi. UCi I YkX C } X i_>X> y 5 llixvlN/A. 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NM 004579 


XxUllIU oapivlio IIlllUgC'll'aL'U VaLCvJ piVJlCxXX IVlIxaoC IvxiiaoC KlUaoC KxllaoC ^ 

(MAP4K2), mRNA 


JLNiYx UUHUOO 


xiuixxo bapicn& LUaguiduuii laLioi nouioiog, i/Ociiiin ^j_>imuiUo poiypnemus^ 
(COCH), mRNA 




xiomo sapiens caroonyaraie ^cnonuroinn o ) suiioixansierase j ^v^iio rnxvrN/\ 


NMJJ04902 


Homo sapiens RNA-binding region (RNP1, RRM) containing 2 (RNPC2), 

mPN A 


NM_004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
proiem h i ), memoer i, ^coiiagen Dinaing proiem x ) ^ajDiA-rxiNrii ^, rniviN/\ 


nm nn^n 1 7 


xiomo sapiens arsr\ arsenue transporierj x\i± -omuing, nomoiog i ^Dacienaij 
(ASNA1), mRNA 


NM 001747 


xTuiiiu oapiciio coiuniiW'icuoiuc uipnuspnaic uipnuopnuxiyuruiaDC o ^jjuiaiivc 

function) (ENTPD6), mRNA 


NM 0035*31 


xxomu oopicuc> buuxv oupprcbbor 01 uiiixL/o nurnuiog ^/v. niuuiaiio^ youisLsj, 

mRNA 


nm firn 143 


T-Trttnr\ CQmpno cm rrl c f~T*o n T^"\J A Vmti /"liner - rM*/\+^iTi /'QQTi'PI^ ttiT?"MA 

riuinu bdpicnb biiigie~oiranucu urvr\. oinuxng proiem ^ooxjjt i j y iiuviNr\ 




riomo Sapiens synuopmn, aipna i ^uysiropnin-associaLeQ proiem ni, jyKiv, 
acidic component) (SNTA1), mRNA 


nm nn^m4 


riomo sapiens siaiyiiransierase o/\ ^aipna-iN-aceiyineuraminaie/aipna-z,o- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NM fifnrt9R 
IN 1V1__U vjv/O 


xiomo sapiens oxio ^orc nomoiogy l Qomain-coniainingj auapior proiein r> 
/'STTRi mRNA 

\OxxX? Jj IlXXNJLNrV 


NM 003579 


Homo saniens RAD54-like TS cerevisiaei TRAD54Li mRNA 


NM_002669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), | 
mRNA 


NM 000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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NMJ)00083 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
uuxnindni ) \\^Lj\^is i j 9 iixxvlna 


NM_000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 


NM_001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 

^AfiAl^RI^ trancrrmt variant FlT? AT*) A 9a mPMA 


NM__004370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 

mRMA 


NMJ>80645 


Homo sapiens collagen, type XII, alpha 1 (C0L12A1), transcript variant short, 

rnRNA 
IILTvlNzA. 


lNiVl_UOVOO I 


xioino bapiens coiidgcn, iype .ax, aipna z ^lajx-»i x/\zj, transcript variant z, 
mRNA 


NM 08O6R0 

aNaVX VOUOOu 


nuiiiu bdpiciib ouiidgcn, type .a.x, diprtd z ^L/UL i ixduscnpi vanani i, 
mRNA 


MM 080679 


xnuxius odpidio i/Uiiagdi, Ljfpc aipna z ^v_Ayx-rX ir\^j, udiibcnpL vaiiaiii j, 

mRNA 




XlUXXlfJ oapiClIo WlXXgClX-XlClXA XXU11C ^YVxxaN^, IIIaVLNaV 


MM OOOfvlR 


T-TfYmrt compile mfrAflPr'h'n ( OPninrt OT"\f£»o /^in fT ■fo r»4wt" cr\Tn n fr\mp/^in "D /-»/■% rvi-rtl am on + 

xiuxiiu adpiciib viixuncoiin ^ocrum bprcdumg laoior, buiuaiuincuin jo, cornpiemenx 
^-nrotpin^ rVTiSH mPMA 

O-piUlClIl^ ^ V X IlxxVtN/\ 


MM 080685 


lAVJillU oapiCIlo VaDV/Ulai. t/Cll aUJULwalUxx IliUlCvUlC X v^^VLVXXy, LXaXXoOXipi VdildXIL Z, 

mRNA 


NM 001078 

A 1 ! AYA \J\J 1 V / U 


T-Tfymo ^flr>ipnQ va^nnlar rpll adhp^inn mnlpnulp 1 rVT^AA/TI^ tr^nQpriTit vnTiant 1 

A A will W OtiLF IWllO VUJVylllUi wV/11 CX-VA1 Ol Cll XilKJl IA1 XIV V/XiiVll 1, LI CAllOwl 1L/L V <Al 1 CAA 1 U X, 

mRNA 


NM 006115 


Homo saniens nreferentiallv exDressed antigen in melanoma fPRAMEi mRNA 


NM 000175 

A ~ 1 V A uuU 1 / 


Homo saTiien^ ?1uco<:e nhnsnhate isomera^e rCrPT^ mRNA 

A AV/lliW tjClJJ i^>l 1 0 giUV/UiJ^ UVlIWOp'IlCiLV^ lOvlilwl Qjv ^VJl <*/) 1XXXXX 1 Ak. 


NM 020526 


Homo saniens Er>hA8 CEPHA8 1 mRNA 


NM 002109 


Homo saniens histidvl-tRNA svnthetase rHARS^ mRNA 

JL XvillV/ vUUJwJ lO XXXO vX V* T i tXVl ~ Z a. O V XX Ulw iUJv I XXi XJLXX_7 I y XX XX VJL IX 1 


NM 012208 


Homo sanien*; hi«itidvl-tRNA svnthetase-like fHARST^ mRNA 

a ivi i iv oauiviit} iiuiiu ji uviiii o y iiuividuv i iivv i in u waj i , iiaanj. ii l 


NM 004608 


Homo saniens T-box 6 TTBX61 transcrint variant 1 mRNA 


NM 080758 


Homo saniens T-box 6 (TBX6"i transcrint variant 2 mRNA 


NM 080718 


Homo saniens T-box 5 TTBX5 1 transcrint variant 2 mRNA 

XXVH1V hJtZX/ X vXlU X 1/ V/A. w' \ X X_/_i X w' J ^ U. UiiL/V/1 iU V T vXX A IX J. X, W Z^ ^ A XXX VJL 1 Z k 


NM 080717 


Homo saniens T-box 5 fTBX5^ transcrint variant 3 mRNA 

X lUXJAv UUUlvXlU X w V^V I A X/Z X / j vX UiXJVl X l> t UX 11*1 At ^/ ^ XXXJ.V4. "i x 


NM 000192 


Homo saniens T-box 5 fTBX5*i transcrint variant 1 mRNA 

X XV/XX UUL/ X V11U X wx/xV I X X^^ X.»^ / j UUiliJvl XUt rXXXXCXXXV X y llXXiX 14 k 


NM 080832 


Homo saniens oolvfA^ bindinef nrotein cvtoolasmic 5 fRABPC5^ mRNA 

XXVilXV kJUl/| VXi J l/Wl T 14 X/ l/Xl i^XXXfi L/iV Willy J IfVl/iUMllUV 11 1 JL^'X V/*/ fj l|il\l 11 X 


NM 080824 


Homo saniens chromosome 20 onen reading frame 106 (C20orfl OfTi mRNA 

XXvlllw OCIL/XV^XIO Vlli VilAvOV/lllv X/V VUvll X VWVI XXX^ XX XXX XX X W 1 v/lwvV/lX 1 V v /) lllXVi ll X 


NM 080822 


Homo saniens candidate tumor sunnressor OVCA2 fOVCA2^ mRNA 

XXVIAXU OiXLsXV'XXfcJ VIXXXVXX V1L1 Lv VVXXXXV/X wUL/Ul VJi^Vl V/ V Vi 1Z< \ ^-s T V-/X /j lllXVi ill 


NM 080821 

1 ~ ATX V UL X 


Homo saniens chromosome 70 onpn readme* frame 108 fO20orf10J0 mRNA 

llUii 1U DCIL/l^AlO VIll UlllUOUIUVf Jt*\J wWvlJl AVUUAllg AA Ctlll^/ A VU ^U^UUll 1 UU /, AAAXVA TAX. 


NM 080820 


Homo saniens chromosome 20 onen readinff frame 88 fC20orfX8^ mRNA 

XXV/lllV iJCl Ly Iv^lJ wxu vlllv JVlllv ZJ \y v^wil i vUVllllg XX Ulllw W y v/*^ V wl X, U U XXXXVX ill 


NM 080818 


Homo saniens Ct nrotein-connled recentor 80 fCrPRSOi mRNA 

XXv/lllv/ QUplwlii} VJ piulWii^/V/UpJLV/U 1 VVVpivl UV ^VJl l\Uwyj XAAXVA 1 I X. 


NM 080817 

X »X»-X WW X / 


Homo saniens Gnrotein-counled recentor 82 fGPR82i mRNA 


NM 080794 


Homo saniens mitochondrial rihosomal nrotein L39 fMRPL39^ mRNA 


NM 020973 


Homo saniens cvtosolic beta-elucosidase TGLUC^ mRNA 

XXV/111V UUL/lVllw V T bvUVllV UwkU gi UWU JlVXUU V 1 X^ \— * f ^ IAJA*Z 1* X 


NM 054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052951 

A 'I ATA UJii/ J X 


Homo saniens chromosomp 70 onpn reading frame 167 fC20orf*lfi7i mRNA 

A AwlllW OujJl^llt? viu villvov/lllt £*\J v^vll 1 vuUUAg XA ulllw x v/ 1 ^\z£>uui X X \J 1 J, 1 1 JUL VA T A 


NM 014145 


Homo sapiens chromosome 20 onen reading frame 30 (C20orf30^ rnRNA 


NM 033409 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo saoiens fer-l-like 4 (C eleerm,^ (FFR1L4^ mRNA 


NM 024960 


Homo saoiens chromosome 70 nnpn readincr frame 48 ^P70orf&$ft mPMA 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20or£39), mRNA 


NM 024299 


Homo saoiens cTirnmn^omp 70 nnpn rpnHino framp 1 40 f f^Onrfl 4.Q i m1?NA 


NM 024077 


Homo saoiens SECTS binding orotein 2 (SBP2^ mRNA 


NM 022730 


Homo ^aniens fOPQ ron<itfttitivp nnntomnrnhnopnir hnmnlno- ciihiinit ' 

11VU1U OOJJlt/UO V^VyjL -7 vvIJOuLLULl LS11V/IAJ111VS1. L/LLUfiwlllv llUXIlLJIUti OlXUlXlllV / XJ 

(Arabidopsis) (COPS7B), mRNA 


NM 022574 


Homo QaTMPtiQ nnQtmpinHp cporporatinn itiptpjicpH 7-1iVp 17 fPT?ROi^ ml? XT A 

J.AVJ111L/ o<l|JlGlXO LyUoUXXvXUlXU oCglCgalXUlX XXXl/XCdaCu X<£ ^IT EXvv^l ^, IIlTvlN /A. 


NM 022568 


Homo caniptiQ jiIHpVivHp HphvrHnopmjQP R familv mpmlipr A 1 /AT A 1^ 
aauihu oapiciid axucxiyuw ucnyxuUgCXXaoc; 0 Xaxxixxy, ixicinucr f\l ^/\JUJ_/X10/\i 

mRNA 


NM 022477 


Homo saoiens NDPG familv mpmhpr 1 fNDRfT^ mRNA 

iiuiiiu ocijpiwiio iNJ-zxvvj iamiiy iiit/iiiuci j ^JL^ii/x\.vJ J y, iiiXvJLN/i. 


NM 022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM 0220*58 


XlUiliU oapiCilo oUIUIC vaXTlCi IdlTlliy *r, oUUlUIil UlisdluOIlalC UanSpOricr-llKCj 

member 10 CSLC4 A 10^ mRNA 

lllwlllt/W IV ^lj.OV^TXx X \J Jy 1 1 U.VJ. i A 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM 021 14S 


xxuiiiu oapic-iib v>y\siiii u oixiuuig niyu-iiK.c irdiiocripLiun idoior I yUivLLsr i 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 

fRT^H mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


NM 014777 


jiomo bdpicnt> buiuic Lamer iamiiy j ^iow amniiy glucose coiransporter^, 
member 4 (SLC5A4), mRNA 


NM 015317 


Nrnnn cot^i fti c tyi imtl i r\ Y\r\mr\] r\cr 7 ^Orricr^nVii 1 o\ fT^XT\A r )\ rn T?^M A 
xxuajliu oapic-iio puiiiijiu liuiliuiug JL* \xJ\. UbUpJIiJlay ^1 UlVJx ^, IIUvlNrV 


NM_015665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A^ fAAAS^ mRNA 


NM 021950 


Hoitio QflT^iPTlQ TTiPTTibrflTiP-CT^aTiriiTiQ ^-^Irirnainc cnTrFamilv A mprttViPr 7 /T7r» 
AAv/iiiv ocipiciio JilCillui ollC"i>pa.lJJinig *t , HJUlJlaIIl&, bUUlalilliy IIICJIJUCI ^ \ 

frfiompnt nFTi/F Viiob ^ffinitv T rpi^prjtnr frvi*' V«=»tci nrtl\rnp«ti/1^ ^N^QAA 1"^ ml?*MA 
XiagiiiwlL \JL lgJLv, iiigii ailUlliy 1, IC/UCpiUI UCla puiypcpiluCy ^1Y10*+/A.l IIllViNrV 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (AJLDH6A1), 

mRNA 


NM_000533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 


NM 016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BER.C6), mRNA 


XNXVJ. v 1 tJ J X 


xjluiiio bapicnb biiiiuLTaiiaierdbe iamiiy h/v, mcmuer i ^oujl»ih-/\.i ^, mivrN/v 


NM_0 12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 

faviarTk CM AFF1 mRNA 


NM_006600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), ! 
mRNA 


NM 00614S 


TToTYin C5>r\iPr»c r\naT ^Hcr^^in^ VtAmr\lr\rr cuVvfrviailt/ Ti. mprnKpr 1 /T*^ATA TT5 1 ^ 

XJ.U1I1U dd.piciib uiiaj yr±z>y)H\j) nuinuiog, buDimaiiy x5, uiciiiL/cr i ^.l/in/vjij i j f 
mRNA 


NM 005120 


octpiCXlo U.1I1UC1CUUUC X CpCal Cl/lllalXXlIlg X X ^ 1 lAXv-abbOOlalCU prOlCXIl, Aj\J 

kD subunit) (TNRC1 1), mRNA 


NM OOnJtt 


riuxxiu bdpiciib uipuicrid LUAiix rcbibtdnt'C proiein xecjuirecx lor uipnifiaiTuae 
bio^vntbpQiQ-liVp 1 pprpvicinp^ rHPH7T ^ mRNA 


NM 001327 


Homo sflnipns panppr/tp^lH^ anticrpn 1 (C^T AOl^ mRNA 


NM 080750 


Homo sanipris nhromo^omp 70 nnpn rpaHincr framp 141 (C*0()nrf} AV\ mRNA 


NM 032819 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NM_0 17895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM .080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA j 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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f~NM 080741 


Homo ^aniens ^ialiHa^p A fNTFTT/l^ mRNA i 


[NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


iNM 033550 


nuiiiu oupitiio wuuiiiubuiiic A\j open reacting nrame o*f ^^-zuono^rj, mKJNA \ 


pNMJ)80732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 

A III Vi X 4. A- | 


NMJ)53046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM 025106 


Worrm CUTvipnc ^!PR V Hnmam /^rvn+'i initio CAPQ U AV tvp/> i a ; m C CTJ 1 /TTT TT O O HI \ f 

xiuiiiu bdpiciib orj\i uumain-coniaining ouuo dox protein ooJb-l (JrLJ/Ziyj), 
mRNA 


NM 030760 


Homo *JaTiipTI<; PnHfiiiiplial Hiffrrfntiatinn cr\Vi-m crc\\\-n<iA (~l nrntoiTi />Atm1o^ 

Axviiiw oapiwio viiuuuiwiiai uiiiciciiiiaiiuii, &pningoiipici vj~proiein-coupi.eQ 
receptor 8 rEDG8^ mRNA I 

* vwpivi , v y i JimS yJJj nxxvi^ixx j 


NMJ) 16069 


Homo sapiens mitochondria-associated protein involved in granulocyte- j 

macrophage colonv-stimillairno' fartm* Clonal froner1iir»fir\n r\Ancrmac\ mmloor 
iiiaviu|/iiagv vuxuujr Duunuiauxiig xaviui olgilai UalloUUL't.lUIl ^lYIaglliaS nUCICaT 

&ene encoding mitochondrial nrotpin mRNA i 


NM_021205 


Homo saoiens Wnt-1 resrjonsive Cdc42 homolog fWRPH-'H mRNA 1 


NM 032495 


Homo saoiens hvoothetical nrotein SMAP3 1 fSTN/f AP^ 1 ^ mRNA 


NM 032556 


Homo saoiens interleukin-1 HY2 AT 1T-TY?^ mRNA ! 


NM 014331 


Homo saoiens solute carrier familv 7 ^rntifiniV amirm apiH tra-ncnr\rif*T ^r4- ! 

**WA*AV ou^/lC'lld auiuiv OCIJIXIWX XullUljr /j ^Vu LI Ulll t» ClllXJllU UbJU U. dlloUUI tCI j y T 

svstem) member 11 CSLC7A 1Y) mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 

I * A » A, vr a^ v A^ • 


Homo sanieri*? hinrpffhinrpf^ mRNA 


NM 015356 


Homo saoiens scribble fSPRTRi mRNA 


NM 030648 


Homo saniens SF.T domain-cnntfliniTia nrnfpin 7 f^PTT^ mRNA I 


NM 018488 


Homo saoiens T-box 4 <TBX4} mRNA 1 


NM 016470 


Homo saoiens chromosome 20 man 70n1 ^11 ! 

DUpiVUO Will UlllUOVUlw \J 1 k i\XyJ £r\J\^i.J,X. 1 J 


NM 080722 


Homo saoiens a disintefrrin-like and mptallnnrnte^^p ^rprjrnlvQin t^/T^p^ with 1 

thrombosoondin tvoe 1 motif 14 fADAMTS^ mRNA 


NM 080676 


Homo sapiens chromosome 20 ooen reading frame 1 W fP70orfl 1V\ mRNA 


NM 080674 . 


Homo sapiens chromosome 20 ooen reading frame 86 (C2()nrfRG\ mRNA i 


NM_080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo saoiens chromosome 20 onen rpadina frame 1 6S (C")()r\Tfl f\S\ mRNA 1 


NM 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo saoiens H4 histone familv mpmher A/T (Vfd.V\/Vi mRNA 

ixuiiiu otxLJiv^iio xxt xxioiv^iiv^ XdilJxlj'j xlivxxlU&i JLY1 ^XJL fc rx^xVJL_^j 1 1 1 1\ | N n | 


NM 020633 


Homo saoiens VI R-like 1 (VI RT H mRNA t 

xxv/ixiw Oup IV, 11_0 Y XXV Xlft.lv X ^ V 1 X\ I j 1 lllXVi. N/v | 


NM 007259 


Homo saoipns vacuolar nrntetn corfincr A (vf»Qct^ ^\/PQA^A^ wiPTvTA \ 


NM 080631 


Homo sapiens vacuolar rirotpin «;nrHTio4.1 rvpflcrt rVPQJ.I^ franc^W ^ran'ont 0 1 

AAV1A1V oBLiiwia rowuuioi L^iv/Lvill OUl Llllg *-r 1 ^jrCaoLy ^ Vx7 0*+1^, Li ixIlbUlipi Valiant 

mRNA w J 


NM 014396 


Homo saoiens vacuolar nrotein «?ortiro r 41 rvpa^ rvPS4.1^ \nxr\^or\r\\ v*r\*r\\ l I 
mRNA | 


NM 018668 


Homo sapiens vacuolar protein sorting 33B fveast} A^PS3^H^ mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33A), itlRNA 


NM 003610 


Homo Sapiens RAR1 RNA exnort 1 hnmnlna (Ss nomhp^ H? AP^ mRNA 1 


NM_014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


l-Tomo tjariien^ dp<5rmn miHQ^ mRNA ! 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone familv member CH2A/S), mRNA S 


NM_001867 


Homo sapiens cytochrome c oxidase subunit Wc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM1001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like I 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA | 
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NM 001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006438 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


NM_080544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIE, mRNA 


NM 080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VTI, mRNA 


NM 080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (UULi^, transcript variant vi, nuciNA 


NM_080541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcnoiinesterase (cujli^j, rranscnpt vanani v, mJKJN/v 


NM 080540 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (CU-Li^,/, transcript variant iv, mKiNA 


NM 080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant HI, mRNA 


NM 080538 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


NMJ)05677 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetyicnoimesterase ^l,ujlv^j, transcript variant i, mxuN/v 


NM 080592 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


NM_pl6085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


Homo sapiens calcium modulating ligand (CAMLG), mRNA 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD),, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (API Ml), 

— .T>XT A 

mRNA 


NMJ)01128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), 

_.T) XT A 


NM 080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1, mRNA 


NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript vanant 3, mRNA 


NM_080548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript vanant 2, mRNA 


NMJ)02831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcnpt variant 1, mRNA 


INJY1__UUZojU 


xiomo sapiens protein tyrosine pnospnaiase, non-receptor type *f 
(megakaryocyte) (PTPN4), mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM.080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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uallaCript Van dill Z, IlilviNrV 


NM 002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
ii ajiovjnpi variant i , ituvin a 


NM 002827 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), 

mP"WA 
iIliVlN/\ 


NM 014241 


Homo sapiens protein tyrosine phosphatase-like (proline instead of catalytic 
argmine ) y memoer a \r 1 rLn ^, rrxi\iN/\ 


NMJMB479 


Homo sapiens protein tyrosine phosphatase type F/A, member 2 (PTP4A2), 
cranscripL variani i , mivLNA 


NM_080392 


Homo sapiens protein tyrosine phosphatase type 1YA, member 2 (PTP4A2), 

fraTiCPTi'nt vOTioirf ^ ttiT?"WA 
Ll ollal/lipi Ydi loll I j, lilrvlNjrV 


NM 080391 


Wntnr\ cam'pfic rvmf"PtTi fvrncinp nTincnlintacp t\mf* T\/A m#»mVkpr 0 /"PTP/l A 0"\ 
XXVJlliU oapiCllo piUldll lyiUMHC JJllVJopildlaoC Lypc IVAj 1I1CIIHJCI <i ^fU'i/Ulj 

fr^Tl QPTTTlt Vafiatlt *7 ttVRNA 
UcUloUlipi YcUlaJLH IlXXvlN/l. 


NM_080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 

^rvntha^p and nvolooYVtrpnasp^ rPT(r521^ traTiQprmt variant 9 mPNA 


NMJ)00962 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 

^vntnaQf* nnrl fVplrkrvYVCTPnn^p^ /"PTfr^ 1 ^ trsincr»rir»f vflriunt 1 mUMA 
oji'liuiaoc auix \sy wvJUAjr ^dldoty ^x 1VJJ1 J, U al loLxlpL YallallL 1, JIlxvLi/a. 


NM 004058 


Homo sapiens calcyphosine (CAPS), transcript variant 1, rriRNA 




norrit) bdpiens caicypnosine ^ato ), transcript variant z, mKiN/v 


NMJ06380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 

9 f APPTVP? i mPNA 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 

fAPPRPH mRNA 

\r\x xxjx I J, llUSJMxX 




numo bapicns fxir uinuing protein associated wiin ceil uiirereniianon 
fAPAfTii mRNA 


NM OROfifiO 


nuxiiu oapiciib myelin dbbULidicu glycoprotein ^ivi/\vj transcript variant z, 
mRNA 


NM 007361 


TJffvrT"|/"\ cU'rtiPTlc tyi\/p1iti q ccr\r»ii*+* 1 /^ (rl'\/f»r*T»i i "nt*»'iTi ^AA A d\ froncrrml t/otio-it^ 1 

nuiiiu iapiciib niyciiii aoouiadicu giyL-uproLcm ^ivxrvvjjj tidiiouripL VdriaiiL i, 

mRNA 


NM 005994 ! 


Homo saoiens T-box 2 CTBX2^ mRNA 


NM 080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 


Homo ^aoi en*? T-box 1 fTFOCI^ tranQ^ririt variant A mPXTA 


NM 080675 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


1-Tomo ^anipn^ p.f*rpl>p11in nrpnirQrir-ltVp 1 ^^TiTMT 1^ -mP 7\T A 


NM 080611 


Hottjo ^anipn^ Hna1 cripri'firTfv nnnQrihata^p-liVp 1S rDTT^PIS^ mT?AIA 


NM 080610 


T-Tomo ^anipn^! PVQtaHn /'Trl^k^^cp^ ^OSTOT ^ tnP*NTA 

XXWJL11\J DdpiC-llo V/j'oLU.l.llJ J' liivt/ ^lil\JUoCy ^Ol/JUj, IliXviNzi. 


NMJ)80602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


NG__000011 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 

inducihlei TPYP7A ^(ai\ nn rhroTnoQnmf* 1 9 


NM 016649 


Homo <?artiPti<3 p1irninr\<if>inp 90 nnpn rpaflincr frntrip (\ CC^0C\f\r^(\\ mPMA 


NM 080S97 


Cflrvipnc r»Y~\/ctf»rr\1 V>ir»r1incT r»m+Pin_1iVp 1 A ^H^RPT 1 A^ tyiT?XTA 
xiwiliu oapiCllo UAyoLClUl LHuUJJig pi UlClll-lllvc \\JOxjx Lj Lx\Jj IIlXvlNri. 


NM OR060S 


xxuinu aapiciib yjxjx -vjdi.ucid\jioiN/\.u ucid i -gdidoiobyitrdnoierasc, poiypeptiQe 
6 rB3GALT6i mRNA 


NMJ58169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (L0H12CR1), 
mRNA 


NM 058164 


Homo sapiens olfactomedin 2 (OLFM2), mRNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxy sterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class HI complement gene cluster (MCGC@) on 
chromosome 6 
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NM 020967 


Homo saniens nuclear receotor coactivator 5 CNCOA5). mRNA 


NM 0S3044 


Homo <?anipn<> microtubiile-actin crosslinking factor 1 rMACFl^ transcriDt 

XXUlllv OCaLsXWXaO IlilVi \_/ LIX l_S VilV UV IrlAX V/Jl VOUliiilliilg IrV/A a. 1 XT XX X^*SX X #j *A *** *W* AW * 

variant 3 mRNA 

T UA AIUIV « XX XX XX tX X 


NM 033024 


Homo sapiens microtubule-actin crosslinking factor 1 CMACF1), transcript 
variant 2. rnRNA 


NG 000017 


Homo sapiens genomic orotocadherin beta cluster (TCDHB(S) on chromosome 5 


NM 015864 


Homo saniens chromosome 6 ooen reading frame 32 (C6orf32). mRNA 


NM 032188 


Homo saDiens histone acetvltransferase MYST1 fMYSTl). mRNA 


NM 030776 


Homo saniens chromosome 20 ooen reading frame 1 83 (C20orfl 83), mRNA 


NM 024918 


Homo sapiens chromosome 20 open reading frame 1 72 (C20orfl 72), mRNA j 


NM 024812 

A * A™ A %/ AW i V/ ■*■ A* 


Homo sapiens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


NM 024777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


NM 024758 


Homo sapiens agmatinase (FLJ23384), mRNA 


NM 024641 


Homo sapiens mandaselin (FLJ12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


NM 024301 

JL IX* A \/ AW I hp/ w X 


Homo sapiens fukutin-related protein (FKRP), mRNA 


NM 005763 


Homo sapiens aminoadipate-semialdehvde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reading frame 116 fC20orfll6), mRNA 


NM 021993 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSBP2), mRNA 


NM 014555 


Homo sarriens transient receptor potential cation channel, subfamily M, member 
5CTRPM5) mRNA 

*J 1 X X VX XTJtt/ Fa XXXX^X X 


NM 000537 


Homo sapiens renin fREN) mRNA 

AJLUiUV UUL/1 Vll^ A Vl 111 A Y IvUl ' 1 • AAAX^X IX X 


NM 016652 


Homo sapiens Crn, crooked neck-like 1 (Drosophila) (CRNKJL1), mRNA 


NM 091945 


Homo ^anipn<; mv07enin 1 (^AWCS7X\ mRNA 


NM_001967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 

m"RNA 


iniyi v i oo^fy 


TTnmn ^aniens H9A bi stone familv member Y2 fH2AFY2) mRNA 


NM 015148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


>jTV/f 017009 


Untvin onnipnc ViA/nrvYin-inHiif^iblp faftftr 1 nlt>Hfl siibiinit inhibitor (W I r 1 AN) 
mRNA 


NM 018285 


Homo Rani ens chromosome 15 ODen reading frame 12 fC15orfl2)» nuclear gene 
encoding mitochondrial protein. mRNA 

Vilvv Llll A Cm A AAA WV/ VlAvAlUi A AA-A t\M A V A V A A A * A VA ^ m. A 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NM 017555 


Homo sapiens eel nine homoloe 2 TC. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM 01614^ 


Homo saniens likelv ortholog of rat o47 Tp47). mRNA 


NM 015993 


Homo ^aniens nlasmolinin fPMLP) mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM 014Q4R 


HVvmn Qanipncj IiVpIv ortboloo" of motive uhifliiitin coniugating enzvme 7 
interacting protein 5 (UBCE7LP 5), rnRNA 


NM 014016 


Homo <janien<; SAP1 sunnTessor of actin mutations 1-like (^veast) ACM ID 
mRNA 


NM 015156 


Homo saniens REST coreoressor fRCOR). mRNA 

X 1W1 kXKJ OC*t/4vAAij x > i tkmJ x wii viyi vtjuvi ^ x^x^ x^. y ^ aaaxvx »a a^ 


NM 013337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
fTTMM22^ mRNA 


NM 013233 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
(STK39), rnRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), rnRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(T1MM44), rnRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM 006335 


Homo saniens translocase of* inner mitochondrial memhranp 1 7 hnmnlncr A 
(yeast) (TIMM17A), mRNA 


NM_006420 


Homo saDiens ADP-ribosvlation factor guanine niicleotide-ex change factor 2 
(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 005992 


Homo saDiens T-box 1 (TBXl^ transcrint variant B mRNA 

A,A.V*A.I.\y UM^/lVA AO A W/\ A. ^ 1 *■ * / ) Ui UllUVi f"^ TUlAUilt JL-/ ^ 111 


NM_005834 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog B 
(Veasf) friMMl 7B^ mRNA 


NMJ)00385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 28kD) (AQP1), 
mRNA 

1*£a/Va T A A 


NM 002891 


Homo saoiens Ras nrotein-snecific fnianine nnn1f*otiHf*-rp1pa<;ina fartor 1 

(RASGRF1), mRNA 


NM 000963 


Homo saDiens orostaelandin-endoneroxide svntha^e 2 fnrn^taixlandm (t/FT 
synthase and cvclooxveenase} (PTGS2} mRNA 


NMJ)02792 


Homo sapiens proteasome (prosome. macroDauv) subunit aloha tvDe 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein Teceotor-related protein 5 (LRP51 mRNA 


NMJ)01402 


Homo sapiens eukarvotic translation elongation factor 1 aloha 1 fEEFlAH 
mRNA 


NM 080677 


Homo sapiens dvnein light chain 2 (Dlc2). mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (HI 7739), mRNA 


NM 080671 


Homo sapiens potassium voltaee-eated channel. Isk-related subfamilv eene 4 
(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene 0VIGC2541), mRNA 


NM 080669 


Homo sapiens similar to RTKEN cDNA 1 1 10002C08 eene (MGC9564) mRNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC15407). mRNA 


NM 080665 


Homo sapiens similar to RJXEN cDNAB2301 18G 17 eene rMGC19604 > ) 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 


NM 080662 


Homo sapiens similar to RTKEN cDNA 1 8 10022F1 1 gene (MGC428 1), mRNA 


NM 080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC14289), mRNA 


NM 080659 


Homo sapiens similar to RIKEN cDNA 23 1 0030G06 gene (MGC14839), mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RJKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341) mRNA 


NM 080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC15397) mRNA 


NM 004296 


Homo sapiens regulator of G-protein signalling 6 fRGS6) mRNA 

"™ ™ « ~ fcrf V* fc^ A «^AA W A A^ wl MVVfA Xi* A M*^ A fcjl AAA AA AAA 1 A>^^^^ X^ / * A A AA XkA T A A 


NMJH4234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coli) like 
(E. coli) (FABGL), mRNA 


NM 024775 


Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 080626 


Homo sapiens BRI3 binding protein (BRDBP), mRNA 


NM 080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 080616 


Homo sapiens chromosome 20 open reading frame 112 (C20orfl 12), mRNA 


NM 080612 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 


NM 080607 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


NM 080603 


Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDAC10), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKJN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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NM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orf67), mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 015511 


Homo sapiens chromosome 20 open reading frame 4 (C20orf4) s mRNA 


NM 002116 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 


NM 023017 


Homo ^anien^ nlin^snhoinn^itiHp ^-kinase enhancer (PIECES mRNA 


NM 020933 


Homo sapiens zinc finger protein 317 (ZNF317), mRNA 


"NM ftft5<Y*7 

IN1Ya__VU J UJ / 


T-TVvmrt carvtpnc nprnYicnmp rvmlifprpfivp artivatpd TPf^POtor pamnifl fPPARCri 
nuiuU oopICJlb pt'lVJAIoUIllt' pxuillwi alive avtivai^u itv^ptvu, gaiiuiia. ^a a xvavxj^j 

mRNA 


TSjTV/f 018?06 

1N1Y1 v X 


TTnmn <;arnpn«: vaciiolar ■nrotpin ^nrtirx* 35 A/pa^t^ fVPS^S^ mRNA 

AAU1I1VJ oajJldlo VftvliviaJ. LJlV/tOiii oUI IJUlg -J +J \j ^-QO k J V ' VJ*J u iiuvi^iT. 


NMO 14003 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 38 (DDX38), 
mRNA 

1 1 UL V-L ^ £X. 


NM_006445 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 
mRNA 


NM 003675 


Homo sapiens pre-mRNA processing factor 18 (PRP18), mRNA 


1NJ.VA l/V/U*.I*T 


Homo ^anipriQ nhvtanovl-PoA hvdroxvlase fRefsum diseased fPHYHl mRNA 


NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 

pnpnHin ex mitrirHnriHrial Tyrotpin ttVRNA 


NMJM863 


Homo sapiens cytochrome c oxidase subunit VIb (COX6B), nuclear gene 

pnonHinff TnitnpVintiHriJil Tvmtpin m1?N^A 


nm oo^?os 


Hnmn QarvipnQ pvtnrlnwmp c nxida<?p snhimit Via oolvnentide 2 fCOX6A2^ 

nuclear gene encoding mitochondrial protein, mRNA 


NM 004^71 


T-Tnmr> ^anipn<? cYvtachromp c oxidase subunit Via nolvDentide 1 fCOX6Al ). 
nuclear eene encoding mitochondrial orotein. mRNA 


NM_032609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
ffene encoding mitochondrial orotein mRNA 


NM 032489 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NMJ)80476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 

mPNA 


NM 080473 


Homo sapiens GATA binding protein 5 (GATA5), mRNA 


XTA/f Am 1 1 1 


Unmrt cdnipnc -moirvi* V^'io+nr , / n krviT»Qfil^l llfv pnmnlPY PldQC if T)P npfjl 1 il-iT A- 
XTOmO SapiCIib UlaJUr IllolUt/OIlJpallUllliy HJIlipiCAj tiaoo Aij vjx. ucta i iJ^r^. 

DPB1), mRNA 


NM_078470 


Homo sapiens C0X15 homolog, cytochrome c oxidase assembly protein (yeast) 

\\^\jA.LD)y nuLicdr gene cnt/OUing iniiuL/iiuiiuiiai piuic/iii, ucuio^/iipi vaxiaiii i, 
mRNA 

IIlAVlNrlL 




TTnmn campriQ C*CY)(^ 1 Viomnlntr cvtnnVirnme c oxidase a ssemhlv orotein Tveast^ 
^COXl n nuclear eene encoding mitochondrial orotein. mRNA 

^VVi V 1 X llUv 1 VUl gVUV VAiVv Vii HAllV/VlIVAiV*! AW* A J^a V WaAA^ iiiA\l U A 


NM 001303 


Homo saoiens COX 10 homoloe cytochrome c oxidase assembly protein, heme 
A/farnesvltransferase ^veast) f COX 10). nuclear gene encoding mitochondrial 
orotein, mRNA 


NM 054028 


Homo sapiens acyl-malonyl condensing enzyme (AMAC), mRNA 


NM 032485 


Homo sapiens chromosome 20 open reading frame 154 (C20orfl54), mRNA 


NM 033342 


Homo sapiens tripartite motif-containing 7 (TR1M7), mRNA 


NM 033421 


Homo sapiens chromosome 20 open reading frame 161 (C20orfl61), mRNA 


NM 033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14), mRNA 


NM 020866 


Homo saoiens kelch-like 1 (Drosonhila^ fKLHLl), mRNA 


NM 032883 


Homo sapiens chromosome 20 open reading frame 100 (C20orfl00), mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NMJ)31473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 Homo sapiens MAGE-E1 protein fMAGE-El), mRNA j 
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NM 025128 


Homo saoiens MUS 81 endonuclease (MUS 81). mRNA 


NM 024958 


Homo saoiens chromosome 20 ooen readine frame 98 fC20orf98) mRNA 


NM 024663 


Homo saoiens aminooeDtidase-like 1 fNPEPL.1V mRNA 

AAVliAV UwUIVllW iU 14x1 A X*F I-* Xv* blVUUW 111VV X IX ^ X- . X^ A / * fill ^>4_ 1 X X 


NM 024586 


Homo saoiens oxvsterol bindine nrotein-like 9 fOSBPL9^ mRNA 

XXVAXlw I/UL/IWIIU VJlJ UVV1 V/l w lllxilll 11 UlvtVUl lllVV ✓ 1 V/k^X-^X XV</ /j xiixvi T X X 


NM 024120 


Homo saoiens chromosome 20 ooen reading frame 7 fC20orf7) mRNA 

X 1V111V l/Uj^lVlilJ VlU viliv vw41iv XW v|/wlA 1 ViAUillg XI UlllV / ^^b/aWW^AX / Ili4.\L li X 


NM 022776 


Homo sapiens oxysterol binding protein-like 1 1 (0SBPL1 1), mRNA 


NM 022109 

A, lit 1* V/ A^A^ 1 \J S 


Homo saoiens CDw92 antieen (CDW92, mRNA 


NM 022088 

A " 1 * X VMM v U V 


Homo saniens 7inc fineer nrotein 338 (ZNF338^ mRNA 


NM 021158 


Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 


NM 021232 


Homo saniens trrolinp dehvdroppna^p foxida^p^ 7 rPROF)T-T2^ mRNA 


NM 021220 


Homo sanipns Tine finper nrotpin 33Q f7NF33QA mRNA 


NM 021039 


Hnmo saniens S 1 00 calcium hindino nrotpin A 1 4 fcal0i77.ann^ fS 1 00 A 1 4^ 

XXVXXXV/ OCl^/I^llO U X W VtXXwllXXiX Lrlllvlllifp LFXVSIAvXll A X ~ \\sa.ltLlZj£jCLL Ill J I U i Vwixnij 

mRNA 

llUUi V 1 A. 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NM 018972 

XIXYJ. \J1WS ft* 


Homo saniens txanfylinsidp-indiicpH di ffpypn ti a tinn -a Q<jnpi a tpd "nrotpin 1 

TGDAPl) mRNA 

l vJX/ilX X J j XXXXVL^IXX, 


NM 017921 


Homo saoiens hvoothetical orotein FU20657 rNPL4^ mRNA 


NM 017784 


Homo saniens oxvsterol binding nrotein~like 10 TOSBPLIO^ mRNA 

XXVlilvl UUpiVllJ V/LjruLVlVl ISXXXVXIlXg ^-'- L vtvill 11IVV XV ^VtJX'X JLSXVJ} X 1 i I, VX 1 X X 


NM 017731 


Homo ^aniens oxvsterol Hindinp nrntpin-likp 7 fOSRPT 7^ mRNA 

llVJHlU OCXL/XV'XIO UAjrOvwl vl L/XXXlXJJJg yiUlwlll IXlVv / IVarkJX-JX X_/ / lj A 1XXVX 'I fl 


NM 018209 


Homo saniens ADP-Tibosvlation factor 1 CrTPa^p activating nrotein 

(ARP1GAP), mRNA 


NM 018102 


Homo saoiens zinc fineer nrotein 334 TZNF334} mRNA 


NM 015891 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo saoiens mvozenin 2 rMYOZ2^ mRNA 

llV/lliV LjUL/lVllg 111 T VXJVlllll AW 1 XTX X V* 4^J±-* J y llllVl li A 


NM 014962 


Homo saniens BTR fPOZ"! domain containing 3 rBTBD3^ mRNA 

XXV^illvl O npivllu U X U \1 vxxylXicllXi \/Vyiil.CXxxlIXX^ ^ \ U x JJL/J / j 1 1 IX vl 1 A 


NM 014835 


Homo saniens oxvsterol binding nrotein -like 2 rOSBPT.2^ mRNA 


NM 014723 


Womo ^anipn^ ^vntanhilin fSNPT-n mRNA 

11UU1U OCXLiXv-XXO O Y Al MXL/XXXXll A 1 Jill J) HXXVXlxX, 


NM 014183 

111 VX VX • 1 U>/ 


Homo <?anipn<? dvnein liplit chain 9 A fONT C7A^ mRNA 


NM 014055 


Homo *?anipn<5 camitinp dpficipncv-a^oriatpd ffpnp pxtitpq^pH in vpntnclp 1 

fCDV-1) mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 


NM 012261 

X ' A' A v/ X X«fX^\/ X 


Homo saniens chromosome 20 ooen reading frame 103 fC20orfl03^ mRNA 

XXVrAIlV WilLVAWH'W VlU vlllvk/vlilV X* V/ vL/vll 1 WUUlllu 11 Ulllv X ^/ «•/ 1 X-^X* Vr V/X X X V / ^ 11 1 


NM 013369 

X ~ XT X \/ X «S \J *s 


Homo saniens DNA rcvtosine-5-Vmethvltransferase 3-like fr)T^TVrT3T^ mRNA 

X X \JX X XVf wupivllu X«^X^X X \ vj IVOIAAV f 111V 111 Jr 1 11 Cillul vl ttv V lliVv llylllrl 1 JlwK ilUVL 111 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 

lllTl VIM/1 


Tfr\mn canipnc pvtra onindlp nnlpc IiVp 1 (S\ pprpviQiap^ IHPSPT W mRNA 

X lVJlilU oapiCllo vAUd OJJlllLll^/ p\Jlt'0 1 1 • Is&iCYloltxwy ^U/OI i~i L Jy xllXvx^lix 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NM 00680Q 


xnuuiu bdpiciib LraiioiuL'aac ui uuicr inuuoxiuiiuriai xiiciiiDxciiic d*t \jlvi±v1jhj, 
mRNA 


NM 006813 


Homo sapiens proline rich 2 (PROL2), rnRNA 


NM 002509 

XNxVx. 


Pfnmn QflnipnQ tran^CTintinn far*tnr Vinmnlncr R /TirnQntihila^ rKrK"5r^T-i^ 

1 lvJiliU oapiCuj l>iVZ/ U allow xiytlUil IclULUl llV/lllUlUg JL? ^JL/lUowpxllla^ ^l>lV«rVZ>0^ 

mRNA 

lixxvi. lA 


NM 080474 


Unmn ^anipnQ Qprine Tor cv^itpinp*! tiro fpina^p inhihitor cladp B i^fivaliiiimin^ 

member 12 (SERP1NB12), mRNA 


NM 006009 


Homo <ianipn<; tubulin alnha 3 (TTrRA3 > l mRNA 

nuiuU ocxpidio LUUUxixXj ai^Jiia j ^i uijaj y s iixrvLxxi. 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IV A, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NMJ)79422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NM 079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


1 Homo Saniens donamine recentor TY) fiTRTY?^ Iran sprint variant 9 niftlMA 


NMJ79837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


NM.017869 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 

11AJ.V1 i ^ x 


NM.079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle fM\ r T ,fi\ transcrint variant ^ nVRTJA 


NM 079424 


Homo saniens mvosin lif/ht nnlvnpntifiV r> alVali cmnntVi mucM** cmH nrtn. 

muscle fMYL6) transcriDt variant 4 mRNA 


NM_079423 


Homo sapiens rnvosin. light nolvoentide 6 alkali smooth muscle and n on- 
muscle (MYL6), transcript variant 2, mRNA 


NMJ21019 


Homo saniens mvosin lieht Dolvoentide 6. alkali smooth muscle and non- 
muscle (MYL6), transcript variant 1, mRNA 


NM 004509 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant a mRNA 


NM 080424 


Homo sapiens SP1 10 nuclear body protein fSPl 10), transcript variant c mRNA 


NM 004510 


Homo sapiens SP1 10 nuclear bodv protein fSPl 10) transcrint variant h mTCTJA 


NM 004574 


Homo sapiens peanut-like 2 (Drosonhila) (PNUTL2) transcrint variant 1 mRNA 


NM 080417 


Homo sapiens peanut-like 2 (Drosonhila) fPNUTL2) transcrint variant 4 mRNA 


NM 080416 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 fDrosophila) (PNUTL2^ transcrint variant 2 mRNA 


NM 002117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo saniens mai or histocompatibility comnlex class T R fHTA-IVl mPTsJA 


NC 001807 


Homo saniens mitochondrion comnlete genome 


NM 080489 


Homo saniens svndecan hindinp nrotpin ^svntfnin^ 7 ^FM^RP^ mPMA 


NM_001997 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 

ubiauitouslv exnressed Tfox derived^* rihosomal nrntein S^O rPATH mPT^TA 


NMJ)57179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 CDERMOl) mRNA 


NM 001008 


Homo sapiens ribosomal protein S4, Y-linked (RPS4Y), mRNA 


NM 001007 


Homo sanipns rinnsnmal nrntpin ^-linVpH ^RPS4"X"^ ml?TsIA 


NMJ)05192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
snecificitv nhnsnhataseWCT)TCN^ mlxNA 


NM_079421 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 

CCDKN2D) transcrint variant ? mRNA 


NM_001800 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
CCDKN2D) transcrint variant 1 mRNA 


NMJ)78626 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
CCDKN2C) transcriDt variant 2 mRNA 


NM 001262 


Homo saniens cvclin-dpnendpnt lfinasp inHifiitor (vi\ R inTiiKits r^T^Tfzl^ 

CCDKN2C) transcrint variant 1 mRNA 


NM 078487 


Homo saniens cvclin-denendent kinase inhibitor 2R Tnl S inhibits PDTC4^ 

v ** x w uu|^iviio v Jf Villi \XVL/wll\lWii 1VX1XCXOV/ IXXXXlL/x Lvl * ^ \\~ j XX XX WJl. J 1 

(CDKN2B), transcript variant 2, mRNA 


NM 004936 


Homo saniens cvclin-denendent kin asp inhibitor Tnl S inhiHits PDK"^ 

(CDKN2B), transcript variant 1, mRNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sapiens BAFF receptor (BAFFR), mRNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 



239 



WO 03/074654 



PCT/US03/05028 



Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAP1), transcript variant 
2, mRNA 

Homo sapiens TGFBl-induced anti-apoptotic factor 1 (TIAF1), transcript variant 
1, mRNA 



NM 078471 



NM 001852 



NM 078485 



NM 001851 



Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 
Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 
Homo sapiens collagen, type DC, alpha 1 fCOL9AlY transcrint variant 1 rnPMA 



NM 054026 



*xv,inw oq ^no wiiaKPii, iyy* a^v, aipna i ), transcript variant 2 S mRNA 

Homo sapiens collagen, type DC, alpha 1 (COL9A1), transcript variant 1, mRNA 
Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 



Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 1, mRNA 



NM 004064 



Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B), 
mRNA 



NM 000389 



NM.078467 
NM 003936 



Homo sapiens cyclin-dependent kinase inhibitor 1 A (p21, Cipl) (CDKN1A), 
transcript variant 1, mRNA 



Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 2, mRNA 

Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2V 
mRNA * " 3 



NM 004642 



NM 078481 



NM 001784 



NM 080432 



' ' A - I ■- — 

Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2 
mRNA 



NM 020857 



Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1 
mRNA 



NM 080414 



Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 
mRNA 



NM 080413 



Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3 
mRNA 



NM 022575 



Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1 
mRNA 



NM_02 1 729 Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS 1 1 ), mRNA 



NM 005806 



NM 012106 



NMJW6095 

NM_058241 
NM 001241 



Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 
Homo sapiens binder of Arl Two (BART1), mRNA 



NM 001240 



Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A 

member 1 (ATP8A1), mRNA 

Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 
Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 
Homo sapiens cyclin Tl (CCNT1), mRNA 



NM 000474 



Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (Drosophila) (TWIST), mRNA 



Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin) 
member 1 1 (SERPINB 1 1), mRNA 



NM 014550 



Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 



NM 012287 



NM 007049 



Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 
Homo sapiens centaurin, beta 2 (CENTB2), mRNA 



NM 078476 



Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 



Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, rnRNA 



NM 004444 
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NM 004443 


Homo sapiens EphB3 (EPHB3), mRNA 1 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1 , mRNA 1 


NM 017449 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA j 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


NMJ)06800 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


NMJ)78630 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 2, mRNA 


NM 078629 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant l,mRNA | 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, mRNA 1 


NM 080431 


| Homo sapiens actin related protein M2 ( ARPM2\ mRNA 1 


NM 080430 


| Homo sapiens selenoprotein SelM (SELM), mRNA 1 


NM 052944 


1 Homo sapiens putative sodium-coupled cotransporter RKST1 (RKST1), mRNA 


NM_024831 


1 Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 
mRNA 


NM_032803 


1 Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

| system), member 3 (SLC7A3), mRNA ! 


NM 080385 


[ Homo sapiens carboxypeptidase A5 (CPA5), mRNA 1 


NMJH6476 


Homo sapiens APC1 1 anaphase promoting complex subunit 1 1 homolog (yeast) 1 
(ANAPC11), mRNA 


NM 080389 


Homo sapiens defensin, beta 4 (DEFB4), mRNA | 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA i 


NM 006928 


Homo sapiens silver homolog (mouse) (SDLV), mRNA | 


NM 080390 


Homo sapiens my048 protein (my048\ mRNA 1 


NM 080388 


Homo sapiens hypothetical protein MGC17528 (MGC17528), mRNA 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLECS). mRNA 1 


NM_080284 


Homo sapiens ATP-binding cassette, sub-family A (ABC 1), member 6 1 
(ABCA6), mRNA [ 


NMJW0283 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 9 
(ABCA9), mRNA 


NMJ)80282 


Homo sapiens ATP-binding cassette, sub-family A (ABC 11 member 10 ! 
(ABCA10), mRNA • - | 


NM 006549 


Homo sapiens calcium/calmodulin-dependent protein kinase kinase 2, beta j 
(CAMKK2), mRNA | 


NM 007200 


Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP131 mRNA 1 


NM_002476 


Homo sapiens myosin, light polypeptide 4, alkali; atrial, embryonic (MYL4), j 
mRNA 


NM 001853 


Homo sapiens collagen, type DC, alpha 3 (COL9A3), mRNA ! 


NMJ)06001 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 1, mRNA 1 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2. mRNA 1 


NM 006000 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


NM.004376 


Homo sapiens COX15 homolog, cytochrome c oxidase assembly nrotein fveasft 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 2 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA | 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA | 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA | 


NM 004665 | 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA | 
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1N1V1 yj I J IMO 


nomo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


MM n^R940 


±iomo sapiens solute earner family 8 (sodium-calcium exchanger), member 3 
^oav\^o/\j ^, uoiibuiipL variani d, rnKJNA 




nomo sapiens soiuie earner iamiiy o (soaium-caicium exchanger), member 3 

fS»T.(~!RA^ tranQfrint' variant a mP XT A 


NM 004869 


Homo sapiens suppressor of K+ transport defect 1 (SKD1), mRNA 


NM 07R474 


nomo sapiens r>or-iiKe protein z (JoLrZj, transenpt vanant 1, mRNA 


NM 09S141 


xiomo sapiens Jtsor-iiKe protein z (tfLJrz), transenpt variant 2, mRNA 


"MM 078473 


nomo sapiens tJtJr-UKe protem 1 (BLFl), transenpt variant 1, mRNA 


MM H^IOAA 


Homo sapiens Jtfbr-liJce protem 1 (BLrl), transenpt vanant 2, mRNA 


MM A 7fi7AQ 


nomo sapiens Alz receptor-interacting protem l (ATIPl), rnRNA 


MM nift£79 


xiomo sapiens Air-Dmamg cassette, suD-iamuy A (ABC1), member 5 

^AD^AJ J t mi\i>l A 


NM 020177 


i xxuiiiu Jsapjciib iciiunizauon 1 nomoiog a ^jrnivii aj, mKJNA 


NM 002088 


1 Homo sapiens glutamate receptor, ionotropic, kainate 5 (GRJK5), mRNA 


NM OOfiR^ 


xiomo sapiens eyenn jl ^L/wiNiy, rniviNA 


"NM rtftlTJQ 


xiomo sapiens cycnn ri (CUiNri^, mKJNA 


NM 014286 


1 Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


INIVI UUOODU 


riomo sapiens complexm z (CJrLAz), mRNA 


NM 006651 


1 Homo sapiens complexin 1 (CPLX1), mRNA 


JNM_UUo4o3 


Homo sapiens associated molecule with the SH3 domain of STAM (AMSH), 
mRNA 


XTAif Am OCA 

JNM 001850 


Homo sapiens collagen, type VHT, alpha 1 (COL8A1), mRNA 


NM_000094 


1 Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
aommant and recessive) (COL7A1), rnRNA 


NMJ)00077 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
ODK4) (CDKN2A), transenpt vanant 1, mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transenpt vanant 3, mRNA ^ 


MA/T AC01A£ 

JNM_Ujoiyo 


Homo sapiens cyclm-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transenpt vanant 2, mRNA 


NMJ)58195 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
v^ujv^j ^uijisjnza^, transenpt vanant 4, mKJNA 




nomo sapiens engultment and cell motility 1 (ced-12 homolog, C. elegans) 

^Xil^lVlw 1 ), mtviN A 


MM 07Q$ttA 1 


nomo sapiens secretory earner memorane protein 4 (oUAJVlr-4j, mKNA 


"MM 0.1Q1 10 ! 


nomo sapiens nypomencai protem "l pj / jco {rlrj /jCo), mKJNA 


NM 022086 


Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 

^JtiJLlYlVJZ^, mKJNA 


MM fKRI Q3 I 


nomo sapiens bUJN JJJN A binaing protein (SON), mRNA 


mm fvnifn J 


xiomo sapiens oUJN UJNA omamg protem (oUN), mRNA 


MM fniY7£7 I 


nomo sapiens Ai-nooK transcnption iactor AKNA (AKNA), rnRNA 


MM fl^RIQl 


nomo sapiens enromosome zl open reading trame oo (C21ori66), mRNA 


NM_015657 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 12 

^/VDL/AIZJ, mKJNA 


NM 020427 1 


Homo saniens ARS comnonent R f AP<?^ mPMA 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NMJ)05782 


Homo sapiens transcriptional coactivator (ALY), mRNA ! 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NMJ)24083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCR1), mRNA 


NM 058230 | 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM_021935 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa); prokineticin 2 

nrpmrsnr fRVRi mRNA 


J. 1.LVX \J U «? J j 


Uftrnn oaniPTi c n^pnct pflrippr rnp+ac+QCiC-ciifYnTV^ccfYr' 1 iRRA^SI^ ml?NA 
XlUIIlU boJJICllo Ul&dSv LrollWCi lilClaoLaalS-Slip|JlC&SUi 1 ^JDXVivio 1 J 9 lllXvl^xv 




XlOIilU odpiCIlo U1UUU VCSoCl CpiLaiUlai SUUolallLC ^JZ> V H>ij ^, IlLtVLN/V 


TsIA/f 017796 


tiomo Sapiens pruicm piiuspiidiasc i, rcguidiury ^uinioiiui j suuunii ihu 
(PW\M\dTi\ mRNA 


NM_006451 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAIP1), 

mRNA 


rNlVX \J 1 Ov / J 


Unmn Qarn*pn<; 5s*sA nrntpin SSS-Sfi f^-Sfft mRNA 

XXUIIIU oaJJlCIlo OOxTk. JJlUlVsJUl ljO'JU yOv> ~J\J) i llllvi>zi. 




T-Tnmfi QfltripriQ tiimnr PtiflniTiplial markpr 7-rplatpH rtrpfMrr^fYr fTT«l^/f7R^ mRNA 


NM 022748 


TTnmn ^amen*? tnmor endothelial marker 6 fTEM6i mRNA 

x^viuu oa|Jiv<iio luuiui v/xivi v» viiv'iicii niuirwvi v i 1 i^inu / j uuum 


NM 032777 

J. TiVX \J -J III 


TTomo ^aTvien<! tirmor endothelial marker 5 nre cursor D( , KM"5^ mRNA 


NM 022779 


Homo saoiens DEAD/H (Aso-Glu-Ala-Aso/Hisi box oolvDentide 31 fDDX31 1 
mRNA 


NM 018454 


1-Tomn <?anifn^ nnrleolar nrotein ANKTfANFCTi mRNA 

X 1 vluV OCLL/1 WllO llUWlwUllU Ul VVvlil Z ~ X^. JL li Uilvl /j 1111V1 11 1 


NM 016489 


Homo sapiens uridine 5' monophosphate hydrolase 1 (UMPH1), mRNA 


ATM 

J.NIV1 U / O*foj 


T-Trtm/"* compnc l-\/ri <-\ n ntn'i 1 ofnitin ^toti OT^Ai*t*P , r 1 C\ \^"A All ^ TnT?"^TA 
nUIHU SapiCIiS lyoUoULLIal all 111 1U av/lU UailopuilCi 1 ^l_r X t\jr\ 1 i ^, IluVlNrt. 


NM 019606 


Homo sapiens hypothetical protein FLJ20257 (FLJ20257), mRNA 


XTNif 01^7^£ 


xiomo sapiens iany-acia-L'Oenzyme /\ jigasc, iong-cnain o ^r/\^ivO^, iiii\j.n/\ 


NM__003393 


Homo sapiens wingless-type IVIMTV integration site family, member 8B 

^ W IN 1 O-D ) t ITIKJN/V 


XTA/f fKQ7 AA 


Jtiurnu Sapiens wingicss-iypc ivuvii v lnLcgrauuu silc xaiuiiy, inciiiucr oj\ 

AA7NTRA^ trnncrinr^t -variant 9 rrVRNA 
^WlNxOrV^, LTdllS^ripL Vol loll L IIHVLN/\ 




VTnrrtn cqt*iptio \x/it**o1pcc-tvT\p \4TV/I r 1 "\/ i ti fp crra ti fvn ci'tp ■famil'v/ mPflihpf 7"R 
XXUIIIU oaUlCllo WllJglCSo LyL/C 1VX1VXX V iilLC^I allKJli Sllw Xailiiljr, lIIClllUCl / JJ 

(WNT7B), mRNA 




liOiiiu Sapiens wingicsa-iypc ivjllvxi v liiicgraiiuii silc icuiuiy, liicuiuci ir\ 
(WNT7A), mRNA 


XTN/f fKS749 


xiomo sapiens Keraiin ov^ ^iviviov^^, iJit\j.N/\ 


NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


XTK/f OfK^</t 
XNM UIDjj4 


xiomo sapiens Keratin da ^isjvi oaj, imviN/v 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 

mPW A 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 


NMJ)58203 


Homo sapiens sperm associated antigen 1 1 (SPAG11), transcript variant C, 

nVRNA 


NMJ)58202 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H 3 

ImvLNA. 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D, 
rnKJNA 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 

**"il>XT A 
mKINA 


NMJH6512 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 

rnKJNA 


XTN/T AC7 1 OH 

fNJVJMJj / 1 oU 


riomo sapiens vacuolar protein sorting ^yeasi/ ^vrozyj, transcnpi vanani z, 

mRNA 


NMJ) 16226 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 


NMJ)58216 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
l,mRNA 


NMJJ02876 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD51C), transcript variant 

j--X, ■*— v -x T a 

2, mRNA 


NM_058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


NMQ21154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 

• 

mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant B, mRNA 


NM_016567 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant A, mRNA 1 


NM_058l77 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript vanant 2, 

„T) XT A 

mRNA 


NM_058l/6 


Homo sapiens histone deacetylase 9 (HDAC9-rJbNDJLNCj), transcnpt vanant 1, 
mRNA 


NM 022110 


Homo sapiens riC50o binding protein like (rKixFL), mRNA 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protem 6 (36kD) (FKBP6), mRNA 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, ! 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1, 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 

*W*V "X v ft 

l,mRNA 


NMJ)54033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2, mRNA 


NM_000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12B, mRNA 


NM_054014 


Homo sapiens FK506 binding protem 1 A (12kD) (FKBP1 A), transcnpt vanant 

1 A TTx *x ▼ A 

12 A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcnpt vanant l, 
mRNA 


NM_025085 


Homo sapiens hypothetical protem FLJ13340 (FLJ13340), transcnpt variant 2, 

— »T)XT A 


NM 014708 


Homo sapiens kinetochore associated l (ECNTCl), mRNA 


NM 058199 


Homo sapiens olfactomedin l (OLFMl), transcript variant 3, mRNA 


NM 014279 


TT ' _1f i J* 1 ^/*\T T*X jf 1 \ j • » « 1 T>\T A 

Homo sapiens olfactomedin l (OLFMl), transcnpt vanant l, mRNA 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 


NM 033118 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 1, mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1, mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


1 Homo sapiens WD repeat domain 1 (WDR1\ transcrint variant 1 mRNA 


NMJW1862 


1 Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA | 


NM 004255 


1 Homo sapiens cytochrome c oxidase subunit Va (COX5A), nuclear gene \ 
encoding mitochondrial protein mRNA 1 


NM 057162 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


[ Homo saniens cortactin binding nmtein 2 fCORTRP^ nVRTsJA 


NMJ)01799 


I Homo sapiens cyclin-dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 
activatine kinase") ^CDK7^ mRNA 


NM_057089 


1 Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 2. mRNA 


NM_001283 


1 Homo sapiens adaotor-related nrotein cnrnnlpv 1 Qioma 1 cnfmnit fAPmi^ I 
transcript variant 1, mRNA | 


NM_005148 


1 Homo sapiens unc-1 19 homoloff (C ele^ans^ flJNPI 1 trjmQrrint variant 1 
mRNA 


NM__054035 


1 Homo sapiens unc-1 19 homoloe (C. eleeans) (UNCI 19) transcrint variant 2 
mRNA 


NM 017675 


1 Homo sapiens protocadherin LKC (PC-LKC) mRNA i 


NMJ)02401 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 1 


NM 003728 


Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 


1 Homo sapiens aneioDoietin-like 1 (ANGPTLH mRNA i 


NMJ)54016 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 2. mRNA 1 


NMJ)06625 


' Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 1 mRNA 


NM_054027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 2 mRNA 1 


NMJ) 19847 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1 mRNA ! 


NM 006363 ! 


Homo sapiens Sec23 homolop R (S cere*^<z\afA (^VCy^TX} trancpn'nt von'ont 1 
mRNA 


NMJ)32986 


Homo sapiens Sec23 homoloe B (S cerevi<?iae^ C5?FP?^R^ trancrrmt variant ^ 

A * wwj^iwiiu uvva^ iiuiixuiug -»-» vwivviaitlLy ^vjJjV^^CJXj^, U oilowl 1UI Veil Id-Ill jj I 

mRNA | 


NMJ)32985 


Homo sapiens Sec23 homoloe B fS. cerevisiae^ CSEC23B^ transcrint variant 9 
mRNA 


NM_053285 


Homo sapiens tektin 1 (TEKTll mRNA 


NM_018440 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains (PAG), mRNA 


NM 014479 


Homo sapiens ADAM-like. deevsin 1 (ADAMDEC1") mRNA 1 


NM_016545 


Homo sapiens immediate early response 5 (IER5), mRNA | 


NM_052820 


Homo sapiens coronin actin binding nrotein 2A fCYyRO?A^ trnTicr>rint vaWatit 1 
2, mRNA 


NM 003389 1 


Homo saoi ens coronin actin bindino - nrnfpin 1A ^POR09A^ fTancrrint -ira-riont 

I, mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 <"CARD6V mRNA i 


NMJ)52814 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA | 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1 , mRNA j 


NM 022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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riomo sapiens nnparute motix-containing y \ i KiMy ), transcript variant 2, itlKJN A 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TR1M9), transcript variant 1, rnRNA 


IN iVl__V/3Z OH\J 


xiomo sapiens oruno-iiKe o, JKJN A binding protein (I/rosopnila) (BRUNULo), 

ml? MA 




riomo sapiens noosomai protein l,j ^JvrJLi j, mKJNA j 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


INJVl UlOZDO 


Homo sapiens WD repeat domain 12 (WDR12), rnRNA 


NM_0 16601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 

-m~T) XT A 

mKJNA 


NM 033415 


Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA 


rNM UU1253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S, cerevisiae) (CDC37), 

mKJNA 


NMJ)03504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 

mKINA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 

™T) XT A 

mKJNA 


VTA <f A/1/1/f70 

JNM_U444 /Z 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


JNJVMJU 1 /y I 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1, mRNA 


XTA/T Am TC/1 

InM_UUiZ04 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mKJNA 


JNM Uzzoy4 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 




Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 1 

i, mKJNA 


XJN/T A9/1S70 
iNlVr_UZ*+o /y 


Homo sapiens cell recognition molecule CAorKi (CAorK3), transcript variant 

9 ttiPMA 


J.N1V1 vlZl 1j 


xiomo sapiens tAor^o associated protein z (UAoJroArzj, rnKJN A 


MM 01917^ 


fiumu sapiens r-oox oniy protein ad ^rxJAUZD ), mKJNA 


MM fH'^'M 


Homo sapiens jt-dox only protein zi (rr>AU2l), transcript variant 1, mRNA 


mm ni ^nn9 


Homo sapiens Jt-dox only protein z l (rbAUz l j, transcript variant z, mRNA 


MM n^^^9^ 


Homo sapiens noosomai protein l ^4 (KrJ_,J4}, transcript variant 2, rnKJN A 


iNivi \j\j\jyyj 


Homo sapiens noosomai protein LJ4 (KrLJ^, transcnpt vanant 1, mRNA 


MM O^nSAO 


riomo sapiens miioiusm i ^iViriNi ), transcnpt vanant i, mKJNA 


mm nns£i9 


riomo sapiens Kb 1 -silencing transcnption tactor (KJbol), mKJNA 


mm no7ns^ 


"PT/^rM^k OQni»nc> -fv>lli c4- r%+l-n Hire* 1 /CCTT 1 \ -»v,T?XTA 

nomo sapiens ioiiistann-iiKe i (ro ijli ), mKJNA 


TsTM 000003 

INIVI 


nomo sapiens noosomai protein jlo i (KKL j i j, itlkjn a 


NM 012180 


Homo sapiens F-box only protein 8 (FBX08), mRNA 


MM 0^^189 

1N1V1 UjJ 1 OZ 


Homo sapiens r-oox protein roAJU (.rJoAJUj, rnKJNA 


mm n^^zin/; 


riomo sapiens r-oox oniy protein o (Jrr>AU3^, transcript variant z, mlsJNA 


NM 012175 


Homo sapiens F-box oniy protein 3 (FBX03), transcript variant 1, mRNA 


T"\TM 01749^ 
XNIVI 1/1/H-Z3 


Homo sapiens sperm autoantigenic protein l / (oJrAl /), mKJNA 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 




Homo sapiens uoiquitin A-52 residue nbosomal protein fusion product 1 


NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NMJ)33313 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 14A), transcript variant 2, rnRNA 


NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC 14 A), transcript variant 1, mRNA 


NMJ)05786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


NMJ)03618 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NMJ)06577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaininyltransferase 
1 (B3GNT1), transcript variant 1, mRNA 


NMJ)20981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
1 (B3GALT1), mRNA 


NMJB3252 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcnpt variant 2, mRNA 


NM 002954 


Homo sapiens ribosomal protein S27a (RPS27A), mRNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NMJ)33221 


Homo sapiens tripartite motif-containing 14 (TRM14), transcript variant 4, 
mRNA 


NMJ)33220 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 3, 
mRNA 


NMJ)33219 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 2, 
mRNA 


NM_014788 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 1, 
mRNA 


NM 006074 


Homo sapiens tripartite motif-containing 22 (TREV122), mRNA 


NM_012210 


Homo sapiens tripartite motifoontoining 32 (TRIM32), mRNA 


NMJ)07276 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(CBX3), mRNA 


NM 025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


NM_017838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


NM_032993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, rnRNA 


NM_018983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 1, rnRNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 
mRNA 


NM 033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (MPP4), mRNA 


NM 033030 


Homo sapiens bol, boule-like (Drosophila) (BOLL), mRNA 


NMJ)04216 


Homo sapiens death effector domain-containing (DEDD), transcript variant 2, 
mRNA 


NMJ)32998 


Homo sapiens death effector domain-containing (DEDD), transcript variant 1, 
mRNA 


NM 033010 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


NM 033009 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA 


NM 033008 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 3 1 (SHC3 1), transcript variant 1, mRNA j 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 ^ 
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CSFC61 A\) mRNA 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA 


iNivi if i DHyyj 


TlVvmn canipn^ 9Pcret<vrv nathwav cnnrnoTierit Sec31B-l fSEC31B-l I. mRNA 


TsJTV/T OfVtRQ? 


TT/vmr* cnrviVnQ SIPC^? vpqipIp traffipVinp' TTTfttein-lilce 1 cerevisiae^ 

JTlv/iHU odpidlo uIjv^^X( YVOXVlts 11 alii vJYliJg p iy iv xii *a*vv x yu . wiv/vioiavy 

< r SFC22T Y\ rnRNA 

\OXv\^X'X>Jw' 1 y j XXXXvJ.^a*. 


iNivx yjD^y i\j 


TTomn <umien<j vesicle traffickinor nrotein ('SEC22C). transcrrDt variant 1, mRNA 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), rnRNA 


IN lVI_JAf D U j *t 


"Hnmn cmnipnc -nnlvmerase fRNA^ TT fT)NA directed^ t>olvDer>tide K ^7.0kD 1 
(POLR2K), mRNA 


iNxVx U 


Wnmn canipnq nmtnpaHherin 17 fPCDHl?^ mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1, rnRNA 


JNM UZUolD 


u nT nrt eot-v-iArkc rvmtnrndiSpriTi 1 0 fPf^TYF-TI OA fran sprint variant 2 mRNA 

XiOIIlLI o dpi Clio pi U IxJUdviilCl ill lv yx \~/Xsli x\jjy u auoM i iy l vtuiaiiv ^» jajxva^^t. 


NM_031988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant z, rnxuN/\ 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant i, mutuNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 

*WD ATA 




JJr\i~nr\ coniAno "Rnrlritt KrnmHnma rf»rf»ntnr 1 Cr TP Trmdinc TYTOtpin fRT,Rl^ 

xiomo sapiens xjiirKiiL lyiiipinjiiia ic^cpiui 1, un uiixvjiiig pi^tv/iu ^jjj-rivxy, 
tTanot/npi vdridiiL z, iiiivin/a. ^ 


ata/T nn 1 7 1 £ 

JNJVL_UU1 / ID 


Tlrvmr* cQnif^nc T^nrlritt lvrrmhrvrTtfl rpcpTitnr 1 OTP hindinff orotein fBLRl\ 

XiVjIIIvJ odUJCIlo XJ 111 ivl It 1 VlllUllVJilld 1 C'Vt'LyiVjfl vj XX i/JJAV4.jjj^ p^uivm \ JJJ - JAV * J /) 

trariQprint variant 1 mRNA 

lidilovll^ll V ui lCXXJt J j IXXXxXixV 


NM_004951 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 

■nrntfin-foimlfrl rprpntnr^ rRRT2^ mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


JNM UUllUo 


JlOmO SdpiCno xlUUoUiIlal plUlClH Ol^ \xvx gi^, ixxxvi^^t. 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, rnRNA 


JNM lolz/l 


JlOIIlO Sapicnb leollo CApzcooCU. ov/V|UCiiv^C/ i^ ^ijjAU^, xxxxvxi-n. 


NM_0 18995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 

/TVyTHVlAT W mT?7Sl A 
^IVIVJ V lUljI J, IIlx\J.N/\ 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 

yr jc\x\xJkj\jj, iiix\±vs\ 


JNM_UUO/U4 


Vr\rr\r\ car»i*»nc cnrvrvrpccnr of C¥) allplp nf STCP1 S perevisiae homoloff of 

^OvJl 1 IlJLIvLN/\ 


JNM__Uj iyoo 


Uy^-rvirk oarvif»Tic n 1 1 r»1 r*f>-r -nrpl am in A T^f* C\OX\\\\r\x\ faptfYT rMART*"^ tranSCtlOt Variant 

xiomo sapiens nuuicdr picidiimi /». icl/vj^ih lhjh xov-/lvjj ^i^nxvi j 9 u. uiww x t /x ' v«a 

IIlxvlN-rV 


NM 012336 


Homo sapiens nuclear prelamin A recognition factor (NARP), transcript variant 

1 mT? "MA 
1, nuvrN.r\. 


XTA/T nn^QRn 

iNlVl UUJi/oU 


TTnmn canipnQ mirrntiiiSiilp-a^sociated nrotein 7 ^MAP7)» mRNA 


INIvl UjZjOu 


TTnmn csinipn^ plonaatinn factor Ct2 fEFG2^ mRNA 


NM 032214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


JNM U/UU04 


TT^mri ctinipn^ "RarTT lilrp 1 fT>n«;rmiii1a i CRARHL11 mRNA 


JNM_UUv>y 10 


Wn-mn cemipne A/fPA/f 7 mimpVirftmn^nme maintenance deficient 7 (S. cerevisiae) 
fMTM7 1 rnRNA 


JNM 


UnrnA canipnc pmnh/ cniraplpQ hnmolntr 2 rDro^onhila^ rEMX21 mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR), rnRNA 


NMJ)06418 


Homo sapiens differentially expressed in hematopoietic lineages (GW1 12), 
mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcnpt van ant l, mRNA 


NM_004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcnpt van ant 2, mRNA 


NM 004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


NM_031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1, mRNA 


NM_031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA bmdmg protem l, 37kD) (HNRPD), transcnpt variant 1, mRNA 


NM_031369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protem 1, 37kD) (HNRPD), transcnpt variant 2, mRNA 


xm jt r\/\t ion 

NM_002138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
KJNA uinaing protem l, 5 /KU) (JiiNKrJJ), transcnpt variant i, mKJNA 


NM_003903 


Homo sapiens CDC16 cell division cycle 16 homolog (S. cerevisiae) (CDC16), 
mKJNA 


NM_031483 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 

,T) XT A 

mRNA 


NM 031907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog e (Drosopnila) (r/Do), mRNA 


NG_000004 


Homo sapiens genomic cytochrome P450, subfamily HIA (niphedipine oxidase) 
(CYP3 A) on chromosome 7 


NM 001788 


Homo sapiens CDC10 cell division cycle 10 homolog (S. cerevisiae) (CDC10), 
mRNA 


NMJ)04276 


Homo sapiens calcium bmdmg protem 1 (calbrain) (CABP1), transcnpt vanant 
2, mRNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1, mRNA 


NM_000784 


Homo sapiens cytochrome P450, subfamily XXVIIA (steroid 27-hydroxylase, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitocnonanai protein, mKJNA 


NM 031491 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKTV2L), 
mRNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosopnila) (r AT2), mRNA 


NM_007242 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 19 (DBP5 

11 j \ /t\TW1 f\\ T>XT A 

homolog, yeast) (DDX19), mRNA 


NMJ)06773 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 18 (Myc- 
regulated) (DDX18), mRNA 


NM 030655 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 11 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NM 030653 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 

It* 1 1 _ ft * _J „ _X /T\T s *"vri 1 \ j . x. _ „J _ i 1 ___T1XT A 

helicase homolog, S. cerevisiae) (DDX11), transcnpt variant 1, mRNA 


NM_000770 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcnpt vanant Hpl-1, mRNA 


NM_030878 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide o (C YrzCo), transcnpt vanant npi-z, mKJNA 


NM_012239 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA 


NM 030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NMJ) 12237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (S1RT2), transcript variant 1, mRNA 
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NM_012238 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (S. 
cerevisiae) (SIRT1), mRNA 


XTTV It A*} 1 Irtft 

NMJ)31309 


Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRT1), 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


NM 031276 


Homo sapiens testis expressed sequence 1 1 (TEX1 1), mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM 031272 


Homo sapiens testis expressed sequence 14 (TEX14), mRNA 


NM_006636 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encodmg 
mitochondrial protein, mRNA 


NM_022818 


Homo sapiens microtubule-associated proteins 1 A/IB light chain 3 

ff. / i t\i A /-t TJT /T>\ TJ\T A 

(MAP1A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PROl 853 (PR01853), mRNA 


NM 004856 


TT _ * 1 « * 1 "1- C / ' i. X " 1 ' * 1*1 ' 1\ AvXTflT f\ T\\T l 

Homo sapiens kinesin-hke 5 (mitotic kinesin-hke protem 1) (KNSL5), mRNA 


NM 030979 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (PABPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spmesin) (TMPRSS5), mRNA 


NM_002545 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 

Ti XT A 

mRNA 


NM 014676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


NM 030673 


Homo sapiens SECl3-hke l (S. cerevisiae) (SEC13L1), mRNA 


NM_003342 


Homo sapiens ubiquitin-conjugating enzyme E2G l (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo sapiens egl nine homolog l (C. elegans) (EGLNl), mRNA 


NM 015577 


TT • A* * • 1 ■ 1 1 •% A /T^ 1 T1 >l \ T> "V T X 

Homo sapiens retinoic acid induced 14 (RAI14), mRNA 


NM 012170 


Homo sapiens F-box only protem 22 (FBX022), mRNA 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NMJ)22333 


Homo sapiens TIA1 cytotoxic granule-associated RNAbmdmg protem-like 1 
(TIALl), transcnpt variant 2, mRNA 


NM_003252 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIALl), transcnpt variant l, mRNA 


NM 017910 


TT 1 - — . - - 1.1. 1 . - - ± - * T?T TOA^OO /' 1 »T Trt /\ /^rt C) \ T\ "V T A 

Homo sapiens hypothetical protem FLJ20628 (FLJ20628), mRNA 


NM_012384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 

Ti XT A 

niRNA 


NM 006118 


Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


TT ' 1 J • • ■ . ■ . • -| * fx TTTiT/ rt \ T* "XT A 

Homo sapiens homeodomam interacting protem kinase 2 (HIPK2), mRNA 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM__014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NMJ)25136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OPA3), mRNA 


NMJ)24505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 
mRNA 


NM_022362 


Homo sapiens MMS19-like (MET1 8 homolog, S. cerevisiae) (MMS19L), 
mRNA 


NM 000256 


TT " * 1 * J' * ' J* fx K~\. 7TT> T*^~f^ \ n\T A 

Homo sapiens myosm binding protem C, cardiac (MYBPC3), mRNA 


NM_000276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NMJXH407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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NM 001408 


Hnmn ^anien*? oadherin "RfirF T AG ^pven-na^s fi-tvne recentnr 9 fflamincyo 

X XVJi IIVJ OCALJI wiiD vuUllvl uij XvVJ X X^xWJ OvVbll Uttuu V_l IVL/Vv A wWUlUl X> | XACllXXlXXf^Vr 

homolog Drosonhila^ (CELSR2 1 mRNA 


NM 005735 


Homo sanien*; ARP1 aetin-relatpd nrotein 1 homoloi? B centraetin beta fveasti 

X lull IV/ OvXL/XV'IAO J. XX VX X UVIAXX Ivldl^U LsXVJlVXlX X i IVJllXVSXVJg y WVUUHvLUi Uwltl MfvOuiy 

(ACTR1B), mRNA 


NM 012254 


Hnmn <janipriQ verv lontJ-ohain arvl-OoA <;vnfhpta<;p hnmolop" 9 fVT OS-TT9 1 

mRNA 


NM 012331 


Homo <janien<5 methionine sulfoxide reductase A fMSR A i mRNA 


NM 016596 

A ^1 VX V 1 Va'/V 


Homn <?anipn<5 histonp dpacptv1a<5P 7A rHDAfT7A i transcrint variant 9 mRNA 


NM 015401 


Homo sapiens histone deacetylase 7 A (HDAC7A), transcript variant 1, mRNA ' 


NM 004082 


Homo sanipns dvnactin 1 fnlSO plnpd hnmolop TVrosonhila^ /DfTFNI^ 

XXV/XXAVS OUUlvllO J 1 1 CIV/ 111 1 A 1 U 1 V/ j glUUU X1\J kXl\J X\Jp.j XSi.\JOKJL/llliCLJ IX/vlii 1 fy 

transcript variant 1, mRNA 


NM 023019 


Homo saniens dvnactin 1 fnlSO pined homol op Tirosonhilai rDCTTNl i 

transcript variant 2, mRNA 


NM 002893 

AlXVX \J\J £*\J J J 


TTomo saniens retinohla^toma nindincr nrotpfn 7 rRRRP7 1 mRNA 


NM 023001 


TTomo ^anipn*? retinonlastoma bin din & nrotein 1 ^RT-iRPI^ tran^crint variant 3 

mRNA 


NM 023000 


TTomo saniens retinoblastoma bin din e nrotein 1 fRRRPI^ tran«ierint variant 2 

mRNA 


NM 002892 


TTomo *?ani ens retinoblastoma binding nrotein 1 rRRRPli transcrint variant 1 

XXV1J.1V/ OtlL/lV^HtJ 1 vUlluUJUJ LWil J (X Ly lllVllli ^ UlVJlVlH 1 1 1VUU1 X fj IX CM UJVI ALfl» VOXJlCllll, Xj 

mRNA 


NM 024408 


Homo saniens Notcb homolotr 9 fDrnsonhila i rMOTCH2 1 mRNA i 


NM 017111 


TTatyia catiipnc T^TNT antioPTiiP HptfrmiTiant r»T* rppA TrrrttPiTi brunol/ny fmnncp^ 

xXV/ilJU DUplClio xVxlN 5 ailLLgCliiU UCIC1 liliLldlll VL IbvA ^slvJlVlil llVJilJUJlvJg ^lllUUoCy 

(KIN), mRNA 


NM 091 Q3R 


TTattia coni rti c bniTirtwIiVp ^ PMA bindinor tirntpin /T*VrrkCO"nbil5*^ /^RRTTNOT S*^ 
XTUIliU OCtpiQlio UI U11VJ**1I1VC J 9 JVINA. \Jllx\j.xllg piULCili ^X-/JHJOvJ|JillI<Jy ^J3JV\J1NV/X^J^j 

mRNA 


NM 0901 SO 


mRNA 


NM 00S86R 


TTnmn catjiptic RRT1 TinTTinlrtO" (Q nRrf^viciap^ N" I ' 1 ^ mRN^A 


NM 002467 


Homo saniens v-mve mvplortvtomatnsjis viral onooffpne bomolotr faviani /TVTY^Ci 

XXV/IXXV OAL/X^rXXo V U1V v XXX V vIUV/ V ll/XIXa vV/OXO VXXdX WllwV/^V^llVv IXv/lllWlW^ 1 U Viull ) 1XVX X V-' /j 

mRNA 

XXIXXX liX 


NM 022817 


Homo saniens neriod bomoloff 2 TDrosonbila i fPKR2 1 transcrint variant 1 

mRNA 


NM 003894 


Homo saniens neriod homoloc 2 (Drosoohila^ fPER2 1 transcrint variant 2. 
mRNA 


NM 006660 


Homo sapiens ClpX caseinolytic protease X homolog (E. coli) (CLPX), mRNA 


NM 012394 


Homo saniens nrefoldin 2 (PFDN2V mRNA 


NM 004234 


Homo saniens zinc fineer nrotein 93 homoloe Tmoiisei fZFP93 1. mRNA 


NM 005870 


Homo saoiens sin3 -associated nolvnentide. 18kD rSj\P18). mRNA 


NM 003350 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo saniens fused toes bomolof? ( mouse i (TTS^ mRNA 


NM_022444 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 1 
CSLC13AH mRNA 


NM 018127 


Homo <:anipn<i elaP bomolocr ? CF roli i (VI AC2 1 mRNA 


NM 014317 


Homo sapiens trans-prenyltransferase (TPT), mRNA 


NM 099171 


TTn-mn oor»ii*nc TTA 1 firfntnYi p orannlp— accrvpiQtpil T?"\TA bindiTUT nrntAiTi ^T'TAI^ 
JtlOIlxO bdpiCIlb 1 H\l OytOLUAlU glalxUxC-ao&UUlaLCU xVLN/x UxliUXJllg piULClIl ^1 

transcrint variant 2. mRNA 


NMJJ22037 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 1 , mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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I, IT1KJNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


1NJV1__UZ1Z0/ 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 

__T>XT A 

mKJNA 




Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


NMJ)05971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1 , mKJNA I 


NMJ)21910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant z, mKJNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


XTA JC momi 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM.022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 

k T> XT A 

mRNA 


XTA If rn 1 TTO 

NM_U2177o 


Homo sapiens a dismtegnn and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


JNM_UZ ill/ 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


JNM__UUUI jZ 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type JUL; (uAA), mKJNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM^O 12072 


, Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 

T> XT A 

mRNA 


NM_U00534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 

— ,n\T A 

mRNA 


JNM UUj4D1 


Homo sapiens enigma (L1M domain protem) (ENIGMA), mRNA 




Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
iactor oi Kappa light polypeptide gene enhancer m B-cells 3, p65 (avian) 

^IvCll-rAy, ulivlNA 


1NJV1 UZiiOo 


U/VrMrt oontano UO A 1 iVa Unman U rtv 1 /T*V_ _ _ „_'U < 1 ^> \ /TTT V1\ T>XT A 

riomo sapiens riz.u-liKe nomeo dox I (JUrosophila) (xiLXl), mKNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


INiVl UUj44Z 


xiomo sapiens eomesoaermin homolog (Xenopus laevis) (EOMJbS), mRNA 


XTA/T HO/11 C7 


nomo sapiens c>mcx nomoiog, A chromosome (mouse) (SMLX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


JNM UUJUoz 


Homo sapiens slit homolog 3 (Drosophua) (SLIT3), rnRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


TVTAif AO 1 01/1 

JNM__Uz I5Z4 


Homo sapiens NJF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


XTAA" AO 1 TOO 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


VPV/T AA/I1 ft/C 

NM_0U419o 


Homo sapiens cychn-dependent kinase-hke 1 (CDC2-related kinase) (CDKL1), 
mRNA 


NM_UUU533 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens mynstoylated alanme-nch protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


1N1V1_U I *+ J o O 


riomo sapiens visual system nomeo dox i nomoiog, CHAlU-hlce (zebratish) 
(VSX1), mRNA 


NM__003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine. 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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xnv A A 1 O A 1 1 

INM U 1 o4 1 1 


Homo sapiens nainess nomoiog (mouse j (hk/, mKJNA 


NM 014569 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZFP95), mRNA 


XTN JC f\ 1 *i A C O 

NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) ( 1 IMM 1 3x>), mKJNA 


"N.TN A f\f\ 

JNM UUUo/Z 


Homo sapiens alconoi aenyarogenase o (class v ) (AJJHoj, niKJNA 


NIVM)03603 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 

1 «-«T5 "NT A 

1, mKJNA 


XTTV/f A0 1 A£G 


riomo sapiens ATg//VDi-interaciing protein /vrgrsr z ^Aivurjorzj, transcript variant 

0 mPMA 

Z, mKINA 


NM 004950 


Homo sapiens dermatan sulfate proteoglycan 3 (DSPG3), mRNA \ 


JNiVl UU4/U1 


riomo sapiens cycim oz j^a^jnjdz^, mtsiNA 


NM 021100 


Homo sapiens NFS1 nitrogen fixation 1 (S. cerevisiae) (NFS1), mRNA 


XTA A AO 1 O C ^ 
JNM UZiZjJ 


Homo sapiens pellino nomolog z (UrosopJiiia; (rbivizj, mKJN A 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


JNM UU4/JO 


Homo sapiens numb nomolog (JDrosopnila)-liKe (NUJVxdLJj mKJN A 


JNM__UU4oyU 


rlomo sapiens JLAio, large tumor suppressor, nomolog 1 (Urosopmla) (LA 161), 

mKJNA 


JNM_Ul/U40 1 


riomo sapiens tnyroia normone receptor, oeta (erytnroDiastic leuKemia viral (v- 
ero-aj oncogene nomoiog z, avianj (iriivDj, mKJNA 


iNlVl_UZiU/0 


worno sapiens vjcjno general controj or ammo-aciu syntnesis j-nxe z (yeasy 
^vj^in->juz ) y mrviN/Y 


NM 002877 


Homo sapiens RAD51-like 1 (S. cerevisiae) (RAD51L1), mRNA 


"MTV/T AA1 ^^0 

JNM UUIjjZ 


riomo sapiens msuun-iiKe growtn tactor Dinaing protein 4 (iLirr)^), mKJNA 


NM 002487 


Homo sapiens necdin homolog (mouse) (NDN), mRNA 


JNM Ulz4Z!> 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


NM 005618 


Homo sapiens delta-like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muscleblind-hke (Drosophila) (MBNL), mRNA 


NM_0l4268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 

(JVLArKrlZ ) s mKJNA 


NM_020662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 1 
(JVLKozJL), mKJNA 


NM_U2064y 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 

♦WO XT A 

mKJNA 


NM 018436 


Homo sapiens allantoicase (ALLC), mRNA 


JNM UZUjZo 


Homo sapiens poJy^rcj binding protein J (rCBrij, mKJNA 


"VTTA/T A1 A^HC 

JNM_l)14z7o j 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 
iiKe ^KJtsr^ouriJ^^, mjKiN/v 


NM 019557 


Homo sapiens hypothetical protein RP1-317E23 (LOC56181), mRNA 


"MA/f A0A1/17 


riomo sapiens leucine zipper transcription iactor-iiKe i ^JLZjiJriji j, mKJNA 


JNM_UUj /44 


Homo sapiens anaane nomoiog, uDiquitin-conjuganng enzyme Jtsz omaing 
protein, 1 (Drosophila) (ARIH1), mRNA 


JNM UU/U44 


Homo sapiens Katanin pou (Alrase-containmgj suoumt a l (KAlJNAl J, mKJNA 


JNM 002ooo 


Homo sapiens peanut-iike 1 (Drosopnila) (rJNUlLlj, mKfsA 


NM_013384 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2), 

T> XT A 

mRNA 


AOAO'lA 
JNIVL UZUZjU 


riomo sapienb peter pan nomoiog (urosopmiaj ^rx/viNj, mrviN/v 


NM_020182 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPAT), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNB1P1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens S100 calcium binding protein A9 (calgranulin B) (S100A9), 



253 



WO 03/074654 



PCT/US03/05028 





mRNA 


NM_002964 


Homo sapiens SI 00 calcium binding protein A8 (calgranulin A) (S100A8), 
mRNA 


NM 002963 


Homo saniens S100 calcium binding nrotpin A7 fn<;oria<:in 1^ fS1flftA7^ mPNA 


NM 014624 


Homo saniens SI 00 calciiim binding nrotein A6 fcalcvclin^ fSlOOAfft mRNA 


NMJH9554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin murine nlacental homoloel fS100A4^ transcrint variant 2 nVRTtf A 


NM_002961 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin murine nlacental homolog (S 100 A4^ transcrint variant 1 mRNA 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo saniens ornithine* decaroowlatip annVvmp 9 ^OA79^ ml? "NT A 


NMJ) 19854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
fflGRMTlL3, mRNA 


NM019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM 017454 

X ^ X»Xi V* X # ■ W 1 


Homo saniens staufen RNA bindintr nrotpin fnrn^fmliila^ A^TATPi trar»cr»rir»t 

variant Tl, mRNA 


NM 017453 


Homo saniens Staufen RNA bindinp"nrotpin rOro^onlrila^ f^TATA trsmcrrint 

iiviuv oopiwio olliwixxsu, luin. L/xinxiilg Lyi \J tvlll ^X-Ai VJowL/Illlfl 1 1 kJ iXTiU /, LI uuotl J.LH 

variant T3, mRNA 


NM 017452 


Homo saniens staufen RNA bindine - nrotein fDrn<?nnhi1a^ fSTATn tran<3pn'nt 
variant T2, mRNA 


NM 003785 


Homo saniens G anti&en familvR 1 fnrn^tatp awor.iatpdWfrArTFT}"^ mT^TvT A 


NM_0 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
nrotein 2 (GGA2 1 mRNA 


NM 013365 


Homo ^anipn*? onlpi a9<;rif*iatpH cramma arlnntin par prmtpirnn AT?!? KinHino- 

xxwxiivi aapwio guigi txoov/^/itiLt-iXj gaixxilla. auaptlli vai UUxlUlxxxlilg, /VIVT L/lllUUXg 

nrotein 1 CGGAll mRNA 


NM 004781 


Homo saniens vesicle-associated membrane nrotein 1 feplliibrevfrTl A/ATV/TP^^ 

mRNA 


NM 018685 


Homo saniens anillin actin binding nrotein fceran*? bomnlop F)rnQnnlii1 a^ 
fANLN) mRNA 

1 A. Xs ^ .*m^X ' /* I'l^Vl TX A 


NM 017927 


Homo saniens mitofusin 1 (MPNl^ transcrint variant 2 mRNA 


NM 018387 


Homo saniens snermatid nerinuclear RNA binding nrotein (STRRP^ mRNA 


NM 018378 


Homo saniens F-box and leucine-rich reneat nrotein 8 fFBXT mRNA 


NM_018158 


Homo saniens solute carrier familv 4 ( anion exchanger^ member 1 adantor 
protein (SLC4A1AP), mRNA 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


Homo saniens chromosome 17 onenreadine frame 31 (C17orf31i mRNA 


NM 018696 


Homo saniens elaC homoloe 1 (E. coli) fELACll. mRNA 


NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


NM 016831 


Homo saniens neriod homoloe 3 (Drosonhila) rPER3) mRNA 


NM_003387 


Homo saniens Wiskott-Aldrich svndrome nrotein interacting nrotein fWASPIP i 

*^^X A1V h#«A^^X VAiU P ■ x W>fl^W tr If X XA\*i x VXA u ^ **VH vx iiv vVUI 11AVV1 Uv Ulig LVX X* vVlll V XXkk/JL JUL 

mRNA 


NM 005993 


Homo saniens tubulin-snecific chanerone d TTBCD^ mRNA 


NM 003014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 


NM 006744 


Homo saniens retinol binding nrotein 4 nla<3ma rRTiP4^ mRTvTA 


NM 002899 


Homo sapiens retinol binding protein 1, cellular (RBP1), mRNA 


NM 005524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM 005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRX), 
transcript variant I, mRNA 


^NM_016823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) j 
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(PARD6A), mRNA 


INJYl Ul /4ZU 


Homo sapiens sine ocuiis nomeooox nomoiog 4 {L/rosopniiaj ^oiA/tj, iiikin/\ 


NM 016932 


Homo sapiens sine ocuiis homeobox homolog 2 (Drosophila) (SK2), mRNA 


JNM Ul /41 J 


Homo sapiens Keicn-JiKe j (jjrosopniiaj (i^lhlo,/, mKiNA 


NM 017412 


Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA 


JNM UUj4uu 


Homo sapiens exportm 1 (CKM1 nomoiog, yeast) (ArUl mKNA 


JNM_UUzooy 


riomo sapiens retmoic acid receptor responder (tazarotene induced} l 
(RARRES2), mRNA 


xnvyr aa/ca/C/1 
JNM_UUoUo4 


Homo sapiens ulr-bindmg protein ragr> (KAur>j, transcript variant KAOBs, 
mRNA 


JNM__U1oojo 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 
mRNA 


XTTVvT AAQOC7 
JNM UUicO/ 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM_0 16655 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(OAJtiJrHZ }, transcript variant gamma, mJKJN A 


XTTVjf AAOA/11 

JNM_0UzU41 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
^LrAhSrHZ transcript variant gamma, mKJN A 


1N1V1_U 1 OOj*f 


xiomo sapiens vja oinamg protein iranscnpuon iacior, oeia suounii i ^djigj ) 
^vjAx>rJt> i }, rx anscnpx variant oeia, mtuN a 


NM_005254 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 

^VJTAxjJr Jt3 1 J, TJallSCnpt Vail an I Dcla, mivlNA 


NM 015843 


Homo sapiens LIM domain only 7 (LM07), transcript variant 3, mRNA 


JNM U1jo4Z 


Homo sapiens LlM domain only / (UVLU / ) 9 transcript variant z 9 mKiNA 


XTN/f AAOOIQ 

JNJVL UUzzzo 


Homo sapiens v-jun sarcoma virus 1 / oncogene nomoiog ^avianj (JUiNj, itlkjna 


NM 016178 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


XTKJf A1/CCOQ 

XnM_U1oj3o 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiae) (SIRT7), mRNA 


JNM_Ul033y 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiaej (blKloj, rnKJNA 


NM 016316 


Homo sapiens REV 1 -like (yeast) (REV 1 L), mRNA 


NM_0 16138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

♦^"D XT A 

rnKJNA 


JNM_U1ojoJ 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (rLUJNCy, 
mRNA 


JNM UIjooO 


Homo sapiens protease mniDitor 1 j (ril j), mKJN A 


XNM_U 1 OUo / 


xiomo sapiens miTocnonanai noosomai protein oioc ^MKroioi^j, nuclear gene 
encoding miiocnonanai protein, rnxvrN a 


1N1V1 U I J ;/*tO 


xiomo sapiens peioia nomoiog ^L/rosopnna^ ^iiii-rvy^, miviNA 


NM 016397 


Homo sapiens THl-like (Drosophila) (TH1L), mRNA 


JNM_UlOJo/ 


xiomo sapiens cnromoDox nomoiog d \i\x i gamma nomoiog, jjrosopnuaj 
(CBX3), mRNA 


JNJV1 UIoj4/ 


Homo sapiens putative iN-acetyitransterase uameiio / ^uMJLzj, rnKJNA 


XTTV/T A1 C7T7 
JNM Vlj/Z/ 


Homo sapiens tacnyJamn receptor 1 (lAUKi j, transcript variant snort, mKNA 


NM 001058 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adenovirus JilB 19kD mteracnng protein 3 (BInIFj), 
11 uo i Car gene encocung miiocnonanai protein, ituvln/\ 


NM^O 14820 


Homo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NMJ) 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofusin 2 (MFN2), mRNA 


lNlvl Ul*fU / i 


xiomo sapiens nuciear receptor coacnvator o (JNL>iJAo^, niKXNA 


NM 015700 


Homo sapiens EHRA interacting protein 5 (HIRIP5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


XJA/f (\\A1A\ 
INIVI 


Homo sapiens YJVLDi-iiKe l (a. cerevisiaej (YMxslJ-.lj, mKNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


JNM_014iyi 


Homo sapiens stamen, RNA bmdrng protein, homolog 2 (Drosophila) (STAU2), 
rriKJNA 


NM 014403 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosarmnide aIpha-2,6-sialyltransferase) (SIAT7D), 
mKiNA 


JNJVl_Ui44o-> 


Homo sapiens suiiotransierase iarmly, cytosolic, IB, member l (SULTIBI), 

171K1NA 


iNivi Vlhhoj 


riomo sapiens prosiagiancun uz synxnase, nematopoieuc vjUo ) y mKJNA 


JNiVJMJ IhJUj 


xiomo sapiens pescaaino nomoiog i , containing rJKC l domain (zeoratisn) 
(PES 1), mRNA 


IN1VI Ul'tZjj 


xiomo sapiens oaz, ooa uz/ien-m nomoiog i^urosopnnaj {\jiJz*i ), mKJNA 


lsJTV/f ftl/t/lOQ 


xiomo sapiens microrcnioia nomoiog (mouse) (MUKU), mKiNA 


iNivi uuo*+jy 


xiomo sapiens maD-zi-iiKe z (o. eiegansj (MAdzi l>Z)> mKJNA 


iNJVl UIJjZZ 


xiomo sapiens iem-i nomoiog o {y,. eiegansj ^riiiviioj, mKJNA 


NM 014591 


Homo sapiens Kv channel interacting protein 2 (KCNIP2), mRNA 


XTN/f Afi/t/MG 
IN M^UUH^'f y 


Homo sapiens v-ets erytnroDiastosis virus bzo oncogene liKe (avian) (JbKCjj, 

ml? XT A 

rriKJNA 


NM 014420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4), mRNA 


lNlVI U14H-Z1 


xiomo sapiens aicKKopi nomoiog z (Aenopus laevisj (UJsJsz), rnKJNA 


NM 014325 


Homo sapiens coronin, actin binding protein, 1C (COROIC), mRNA 


"MTV A fit /I O AC 

JNM_U14z4o 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSR1), mRNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM_0 14336 


Homo sapiens aryl hydrocarbon receptor mteractingprotein-like 1 (A1PL1), 
mRNA 


NM_0 14265 


Homo sapiens a disintegnn and metalloprotemase domam 28 (ADAM28), 
transcript variant 1 , mRNA 


WM_0 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (AD AMI 8), 
mRNA 


JNJV1 UUjU3z 


Homo sapiens plastin 3(1 isotorm) (JrLo3), mRNA 


XTK/T AIIOOA 

JNM_U13yoU 


Homo sapiens HUJLz/aaeno virus blH lyJcL) mteractmg protein 1 (BNlr 1), 
transcript variant BNIPl-c, mRNA 


JNJVL_U13y /y 


Homo sapiens HCJLz/aaeno virus JblJD lyJcD mteractmg protein 1 (bJNlrl), 
transcript variant BNIPl-b, mRNA 


NM_U 13978 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein l (BNJPl), 
transcript variant BNIP l -a, mRNA 


XTTV/tf A A /( 1 TO 

JNM U04175 


T T ^_ • „ T* A TT rx TTX 7\ T>\T A 1_ ' 1' . A." ^ /r-ri A T>T")Tl / ">\ "T> XT A 

Homo sapiens 1 AK (HIV) RNA binding protein 2 (TARBF2), mRNA 


JNM_0Uj9 15 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MISS 
homolog, pomoej (c>. cerevisiae) (MCMo;, mKNA 


J.T.IV.1 \J\J / \J 


xiuiiiu oujJiciio kt vuttA/lva^ l^aLrll Valvu iviiiaov 1 ^ j i Liu livjiiiuivyg, jrvaoLJ 

(PAK1), mRNA 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 homolog (yeast) (ACTR3), mRNA 


XTTV X rtAOIOC 

NM_J)03325 


Homo sapiens H1K nistone cell cycle regulation aeiecnve nomoiog A (o. 
cerevisiae) (HIRA), mRNA 


xnv k m a o 

NM 012242 


Homo sapiens dickKopi nomoiog 1 (Aenopus laevisj (DJsj^ij, rnKNA 


NM 012429 


Homo sapiens SEC144ike 2 (S. cerevisiae) (SEC14L2), mRNA 


XTTV K A101 C\(\ 

NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM005069 


Homo sapiens single-minded nomoiog 2 (Drosophila) (S1M2), transcnpt vanant 

O TTV >T1 _^.T>XT A 

SIM2, mRNA 


xnv* t\r\f\ c d f 

NM_009586 


Homo sapiens single-minded nomoiog 2 (Drosopnila) (blMz), transcnpt vanant 

CTA>M« ♦«T>XTA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitocnonanai protein, nuciN a 


NM 013374 


Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA 


XTTV it" £1 

NM 013367 


Homo sapiens anapnase-promoting complex suounit 4 ^ArC4;, mKJNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM^O 12460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM 0 12457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM13A), mRNA 


NM_012456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TDVIMIO), mRNA 


NMJU2450 


Homo sapiens solute earner lamily 13 (soaium/sulrate symportersj, member 4 
(SLC13A4),mRNA 


\T\ < f\ 1 AAA 

NM_0l2444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOll), mRNA 


NM_0l2240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens ongin recognition complex, subunit 3-hke (yeast) (ORC3L), 
mRNA 


NM_0 12225 


Homo sapiens nucleonde bmamg protein I (MirtD nomoiog, h. con; (iNUJDrzj, 

T)XT A 

mKNA 


NM yjiZZZZ 


Jtiomo sapiens muti nomoiog ^n. conj ^iviui in;, miNj.N/\. 


xnv a ai inn 

NM_Ulzz/y 


rlomo sapiens aouble-stranaea KNA-omaing zinc imger protein jaz, ^jaz.;, 

mivLNA 


NM 012206 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM ViZZvj 


Jbiomo sapiens j-nyaroxyantnramiate j,4-uioxygenase ^haau;, mi\iN/\ 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens rxizzlea nomoiog 4 (Drosopnila) yrLuQ), mKJNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CKB 1 ), mKJNA 


NM_012124 


Homo sapiens cysteine and histidine-ncn domain (CHUKD)-contammg, zmc 

hinHino nrntpiti 1 ^PTTOliDPl^ ml^NA 

UlllUlllg prUlClil 1 ^VyXlWXVL' 1 J } llLIVlNrv 


NM_012118 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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MM 012094 


Homo sapiens peroxiredoxin j (rKUAj ^ mKiN a 


XTii/T r\f\ A c r\£ 

NM 004506 


Homo sapiens neat shock transcription iactor z trior zj, rniuNA 


NM 004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine oculis nomeooox nomoiog o v-Urosopniia loiAoj, hikjna 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


"XTTV X AA^O no 

NM_002388 


Homo sapiens MCM3 minicnromosome maintenance deiicient J (p. cerevisiae; 
(MCM3), mKJNA 


"k TTV AT f\f\ A OT1 

NM 004873 


Homo sapiens BCL2-associated atnanogene 5 (JoACjj mJKJN A 


NM 007316 


Homo sapiens agouti related protein nomoiog (mousej (AlxKr), transcnpt 
variant 2, mKJNA 


NM_003819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 

(JrAJh>rC4j, mKJNA 


NM 005737 


Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA 


NM 002358 


Homo sapiens jylaljz mitotic arrest aencient-iiKe i ^yeastj ^iviau/j^ i j, miviN/\ 


XTN /T AAT1 /T /I 

NM 00/264 


Homo sapiens adrenomeauiiin receptor ^AUiviivj, mruNA 


NM 006870 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
kinase (GNE), mRNA 


NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


NM 001878 


Homo sapiens cellular retinoic acid bindmg protein 2 (CKABr2), mRNA 


NM_000489 


Homo sapiens alpiia tnalassemia/mental retardation syndrome A-iuiKed ^kajj j4 
nomoiog, cerevisiae; (AiKAj, mKJNA 


NM 002528 


Homo sapiens nth endonuclease lH-like 1 (E. coli) (NTHL1), mRNA 


xm jf AA^AOC 

NM_004085 


Homo sapiens transiocase ot inner mitocnondnai memorane o nomoiog a tyeasx; 
(TIMM8A), nuclear gene encoding mitochondrial protein, mRNA 


"MTV K A All 1 A 

NM 002310 


Homo sapiens leuKemia lnJuoitory tactor receptor ^L/irK;, mKJNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (AC ATN), mRNA 


NM 002657 


TT * 1 ' 1_ 1 J _ „ 1 '1 /"» /TJT A /HT *>\ ,..T>\T A 

Homo sapiens pleiomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM_006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcnpt vanant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcnpt vanant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcnpt vanant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcnpt vanant MDMzc, mRNA 


NM_006879 


Homo sapiens Mdm2, transformed 3T3 cell double mmute 2, p53 bmdmg protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transiormed 313 cell double minute 2, p53 oindmg protem 

f «__\ STL jTTNIV A"A\ ' - - - * i _.__!_„4. TV iTT^'N >TA __T> "XT A 

(mouse) (MDM2), transcnpt vanant JVLDMZa, mKJNA 


NM_003801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (GPAA1), 

T% XT A 

mRNA 


\r\ AT AAO 1 rtl 

NM 003193 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 

fiV/f A nnil^ ml? IMA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM_007279 


Homo sapiens U2 small nuclear nbonucleoprotem auxiliary factor (65kD) 
(U2AF65), mRNA 


NM 007194 


Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), mRNA 


NM 007271 


Homo sapiens serine/threonine kinase 38 (STK38), rnRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


MM 007246 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcnpt vanant 2, mRNA 


NMJ)03583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcnpt vanant 1, mRNA 


NM 006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcnpt vanant c, mRNA 


NM_006483 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcnpt vanant b, rnRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcnpt vanant 2, mRNA 


NM_001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcnpt vanant 1, mRNA 


NM_006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog l (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NMJ)07068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMC1), mRNA 


NM 007021 


TT * I'll * * 1 ll • /y\ T^T^T%\ T% ^ v a 

Homo sapiens decidual protem induced by progesterone (DEPP), mRNA 


NMJ)07007 


-w -w- « « 1111** * f** j y - " tt^v 1 * j 

Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6), mRNA 


NMJ)06822 


T"T * y— i f I'll t • J • , » T f * * 

Homo sapiens GTP-bmdmg protein homologous to Saccharomyces cerevisiae 
SEC4 (SEC4L), mRNA 


NM 006843 


Homo sapiens senne dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on midleg-like l (Drosophila) (SCMLl), rnRNA 


NM 006824 


Homo sapiens EBNAl binding protein 2 (EBNA1BP2), mRNA 


NMJ)05922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant l, mRNA 


NMJ306807 


Homo sapiens chromobox homolog l (HPl beta homolog Drosophila ) (CBXl), 
mRNA 


NM_006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVEP2), mRNA 


NM_006732 


Homo sapiens FB J murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


NM_006729 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
156, mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), rnRNA 


NM 006872 


Homo sapiens TFDA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3 -like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like l (S. cerevisiae) (SECIOLI), mRNA 
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XTA X f\f\ S S" /* r 

NM 006666 


Homo sapiens RuvB-like 2 (E. coh) (RUVBL2), mRNA 


\ta it t\f\/' c r\t\ 

NM_006509 


Homo sapiens v-rel reticuloendothehosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer m B-cells 3 (avian) (RELB), 
mRNA 


NM UOooUo 


Homo sapiens retinoblastoma bmding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


XTA X f\t\ s cm 

NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM_001211 


Homo sapiens BUBl buddmg uninhibited by benzumdazoles 1 homolog beta 
(yeast) (BUB1B), mRNA 


XTA X r\f\£'}1 A 

NM_006374 


Homo sapiens senne/threonme kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM UUoi/7 


Homo sapiens unc-13-hke (C. elegans) (UNCI 3), mRNA 


InM_U0o357 


Homo sapiens ubiquitm-conjugatmg enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


1 Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


Homo sapiens S100 calcium binding protein Al (S100A1), mRNA 


NM 006391 


1 Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NMJ)06203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 

T* Tft ¥ A 

mRNA 


xnv x nA^i 01 

NM 006181 j 


Homo sapiens netnn 2-hke (chicken) (NTN2L), mRNA 


NMJ06168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 

„_T") XT A 

rnKNA 


NM_006l67 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3A), 

„T~> XT A 

mRNA 


xnv x r\f\£ \ c c\ \ 

NM 006159 ! 


Homo sapiens NEL-hke 2 (chicken) (NELL2), mRNA 


NM_006157 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA 


NM_005360 ! 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAF), mRNA 


NMJ)06306 


Homo sapiens SMC1 structural maintenance of chromosomes 1-like 1 (yeast) 
(SMCILI), mRNA 


NM 006461 | 


Homo sapiens mitotic spindle coiled-coil related protem (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 

^OIVI^ZJL 1 J, miviNA. 


NM 006321 


Homo sapiens ariadne homolog 2 (Drosophila) (ARJH2), mRNA 


NM_006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NMJ)06334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM_005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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jnm uuoiuy 


Homo sapiens oJsJdi nomolog (o. pombe) (ojsjdIj, itikjna 


NM 005982 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SDC1), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-Iike 2 (Drosophila) (SCML2), mRNA 


NM 005980 


Homo sapiens SI 00 calcium binding protein P (SI OOP), mRNA 


NM 005979 


Homo sapiens SI 00 calcium binding protein A13 (S100A13), mRNA 


NMJ)05938 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NMJ305937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NMJ)05936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NMJ)05935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 

t-\ 1*1 \ . -i „ _ „ A^ J a f\ /■» XT x T , '>\ T"> XT A 

Drosophila); translocated to, 2 (MLLT2), mRNA 


NMJ)05934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, l (MLLTl), mRNA 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MLL), mRNA 


NMJ>05905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 

/*Tk M A TMTA\ n\T A 

(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NMJW5903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 

fW X A TNTTr\ T»XT A 

(MADH5), mRNA 


NMJ)05902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 
(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 
(MADH2), mRNA 


NMJW5900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 

/i A YxtT 1 X r\ "VTA 

(MADH1), mRNA 


NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


NMJ)06048 


Homo sapiens ubiquitmation factor E4B (UFD2 homolog, yeast) (UBE4B), 
mRNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coll) (CLPP), nuclear gene encoding rmtochondnal protein, mRNA 


NM_006110 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein 2 (CD2BP2), 
mRNA 


NM 006017 


Homo sapiens promimn-hke 1 (mouse) (PROML1), mRNA 


NMJ)04010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript vanant Dp427p2, mRNA 


NMJ)04023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript vanant Ppl40bc, mRNA 


NM_004022 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NMJW4021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 
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NMJ)04020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt variant Dp 140c, rnKJNA 


NMJ)04019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt variant Dp40, mRNA 


NMJ)04018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt variant Dp71ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt variant Dp / la, mKJNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt variant Dp / 1 d, mKJNA 


NMJW4015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt variant Dp71, mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript vanant Dpi 16, rnRNA 


NM 004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript vanant Dp 140, mRNA 


NMJ)04012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NMJ)04011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt vanant Dp260-1, mRNA 


NMJW4009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt vanant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcnpt vanant Dp4271, mKJNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 

^^I^J^n nvoiylO TYVCM/C/1 T\YOA< FiVOlft FkYCnQ TYVCO^fi HYQO^Q 

includes DXol4z, DXM&4, DAozUo, DAozjO, 1JaoZj7, UAozOo, JJAozOy, 

DAoz /0, DAoz /z (DMD), transcnpt vanant Dp4Z /m, rnrUN/v 


NMJXKM09 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 

includes DAol4z, DAolo4, DAozUO, UAoZJU, JJAoZjy, L/AoZOo, i^AoZOy, 

DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, l (lr jjxir l), mKJNA 


NM 005632 


Homo sapiens small optic lobes nomolog (Drosopniia) (bULrlj, rnKJNA 


NM 005631 


Homo sapiens smootnened nomolog (Drosopmla) (bMUH), mKJNA 


NM_005621 


Homo sapiens S100 calcium binding protein A12 (calgranulin C) (S100A12), 

mKJNA 


NM_005620 


Homo sapiens S100 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NMJ)05591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 
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XT* Jf rtAfCftA 

JNM_005590 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 

/X AT} T7 1 1 A \ T>XT A 

(MRE11A), mRNA 


XTA/T AACCOC 

JNJVI_UUj!)o5 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 
(MADH6), mRNA 


JNJVl U055o4 


Homo sapiens mab-21-hke 1 (C. elegans) (MAB21L1), mRNA 


NMJ)05582 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 
(L 1 64), mRNA 


NM 005667 


Homo sapiens zinc linger protein 103 homolog (mouse) (ZFP103), mRNA 


X TX Jf nncOO/C 

JNJVl UUjooo 


TT ._ * -f i » . o f\ f\ "t TTX >4 /\ a. * ? \ 1 • , f^i i /~rr a fliv TT"\ -i X Tl "VTA 

Homo sapiens katanm p80 (WD40-containing) subunitB 1 (KATNB1), mRNA 


XTX M (\t\COCC\ 

JNJVL UUDooU 


Homo sapiens follistatm-hke 3 (secreted glycoprotein) (FSTL3), mRNA i 


JNJVL UUj/jo 


Homo sapiens heterogeneous nuclear nbonucleoprotein A3 (HNRPA3), mRNA 


XTNif AACC1A 

JNM_005510 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcnpt variant 2, 
mKJNA 


iNJVL_UUJ /OO 


riomo sapiens rJbKM, Knouxir (AKJiijrbr) and plecicstrin domain protein 1 
^cnonarocyte-denvedy ^rAKr i ) 9 mKJNA 


NM 005722 


Homo sapiens ARP2 actin-related protein 2 homolog (yeast) (ACTR2), mRNA 


JNM UUj/DU 


Homo sapiens criromosome 4 open reading rxame 6 (L4orto), nnRNA 


XJA/f AA^ T7A. 

JNJVL UUj 1 /U 


Homo sapiens acnaete-scute compJex-Jike z (Drosophila) (ASCL2), mRNA 


NM 005426 


Homo sapiens tumor protein p53 binding protein, 2 (TP53BP2), mRNA 


JNJVL 0lO4ot> 


Homo sapiens target ot mybl-like 1 (chicken) (TOM1L1), mRNA 


NM 005488 


Homo sapiens target of mybl (chicken) (TOM1), mRNA 


\TH r f\f\C A 1 *7 

NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppm A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine ocuhs homeobox homolog 3 (Drosophila) (SDC3), mRNA 


NMJ)05444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 

/T» /X /"1YX "1 X T*l Tt T A 

(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
denved (avian) (MYCN), mRNA 


NMJ)05377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mRNA 


NM_005359 


TT * \ r i -¥-x 1 1 *i1 il«l 1^ ✓t-v i »1 X 

Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA 


NM 005340 


Homo sapiens histidine tnad nucleotide bmdmg protein (HINT), mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 

O XT A 


JNM_005zoz 


Homo sapiens growth factor, augmenter of liver regeneration (ERV1 homolog, 
S. cerevisiae) (GFER), mRNA 


X tr Jf AACO/C1 

JnM_0052oi 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 
mRNA 


X7X Jf AAf AM 

NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NMJ)05239 


T TT * j i11^ * * /x i 4 >* * X 

Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 

^IlloZ^, luKJNA 


NMJ)05235 


Homo sapiens v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(CRKL), mRNA 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CEDES 1), mRNA 


NM_005454 


Homo sapiens cerberus l homolog, cysteine knot superfamily (Xenopus laevis) 
(CERl), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-hke 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens anstaless homeobox (Drosophila) (ARIX), mRNA 


NMJW5078 


Homo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) 
(TLE3), mRNA 


NM_J)05077 


Homo sapiens transducm-like enhancer of split 1 (E(spl) homolog, Drosophila) 
(TLE1), mRNA 


NM 005068 


Homo sapiens single-minded homolog l (Drosophila) (SIM I), mRNA 


NM 005067 


Homo sapiens seven m absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma bmding protein 2 (RBBP2), mRNA 


MM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


NM.005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-hke 1 (S. cerevisiae) 

/XTTTTnT 1\ T1\TA 

(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM_004788 


Homo sapiens ubiquinnation factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM_004607 


Homo sapiens tubulm-specific chaperone a (TBCA), mRNA 


NM_004602 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginme/senne-nch 10 (transformer 2 homolog, 
Drosophila) (SFRS10), mRNA 


"XT* a~ f\/\ Aryny 

NM 004206 


Homo sapiens vesicle trafficking protem (SEC22C), transcript variant 2, mRNA 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylsenne binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_J)04587 


Homo sapiens nbosome bmdmg protem 1 homolog 180kD (dog) (RRBP1), 
mRNA 


XTA/T fiA/l 1 {LA 

JN1V1 UU4104 


Homo sapiens retinol Dinamg protem z, cellular (KBrz;, mKiNA 


NM 004584 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NMJ)04813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1 12-like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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NM 004561 


Homo sapiens ovo-like l(Drosophila) (OVOL1), mRNA 


NM_004l53 


Homo sapiens origin recognition complex, subunit 1-hke (yeast) (ORC1L), 
mRNA 


NM 004557 


Homo sapiens Notch homolog 4 (Drosophila) (NOTCH4), mRNA 


NM 004808 


Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA 


XTTV K A A /111 A 

NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


xnv k nr\ a 1 a >-i 

NM_004147 


Homo sapiens developmentally regulated GTP binding protein 1 (DRG1), 
mRNA 


XTX x r\r\ /on 

MM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


NM 004533 


Homo sapiens myosin binding protein C, fast type (MYBPC2), mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (tnthorax homolog, 
Drosophila); translocated to, 3 (MLLT3), mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NMJ)04526 


Homo sapiens MCM2 mmichromosome mamtenance deficient 2, mitotm (S. 
cerevisiae) (MCM2), mRNA 


NM_004829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


XTX/T C\(\AHAA 

JNM_U04/44 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine— retinol O- 
acyltransterase; (JLKAl ), mKJNA ; 




riomo sapiens letnai giant larvae nomoiog z (Jjrosopniiaj (LiAxLZ), mKJNA 


JNM 004 14U 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA 


xnv k r\r\ a c\ r y r s 

NM_004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 
mKJNA 


NM 004508 


Homo sapiens isopentenyl-diphosphate delta isomerase (IDI1), mRNA 


NM 004507 


Homo sapiens HUSl checkpoint homolog (S. pombe) (HUSl), mRNA 


NM 004262 


Homo sapiens airway trypsin-like protease (HAT), mRNA 


NM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


XIX K r\f\ A A T7 

NM 004477 


Homo sapiens FSHD region gene 1 (FRG1), mRNA 


NM 004463 


Homo sapiens faciogenital dysplasia (Aarskog-Scott syndrome) (FGD1), mRNA 


NM_004106 


Homo sapiens Fc fragment of IgE, high ailimty I, receptor for; gamma 
polypeptide (rCERlu), mRNA 


NM 004456 


Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2), mRNA 


NM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


NM_004448 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


NM 004445 


Homo sapiens EphB6 (EPHB6), mRNA 


NM 004436 


Homo sapiens endosulfine alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 

^_ _ t>\ /T7T A X TT 0\ „_T> XT A 

antigen B) (ELAVL2), mRNA 


NM_004230 


Homo sapiens endothelial difierentiation, sphingohpid G-protein-coupled 
receptor, 5 (EDCj5j, mKJNA 


NM 004421 


T T ■ J • _1 11 _ J J „V. 1^ 1 ^ _ 1 /T~\ — 1_J1_\ /T\17T 1 \ tixt i 

Homo sapiens dishevelled, dsn nomoiog I (Drosophila) (DVL1), mRNA 


XTR K AAyl'lAA 

NM_004399 


T T * T"VT7 A T\ /TT / A ^ 1 . _ A 1 — A rtTl ~\ 1_ __, _ 1 i • J _ 1 •« //—it tT 1 1*1 _ _ 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-hke 
neiicase nomoiog, o. cerevisiaej (Ijjjai ij, transcript variant 2, mKJNA 


1N1VA UU'tJ / o 


t-T/-\YYi r\ cqt**i^tic r*#»lliilQT TAfiTir\ir* QfiH ViinHinor TiT > /*»tP't'rT 1 ^"l^T? AT^T^I^ mP\f A 

riuinu bapicnb uciiuidi rciuiuiv^ duiu uijiu.ixig pruicin 1 ^v^xv/\_C5x i j 9 nuxiN/\ 


NM 004898 


Homo sapiens clock homolog (mouse) (CLOCK), mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA ! 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA 


1NJYL UU4Jjo 


xiomo sapiens cnromosome io open reaamg irame i ^loorii^, rruviN/Y 


xnv/r oo/i79< 

1\1V1_UU4 /ZD 


Jtiomo sapiens x5UJt>j Duaaing uninniDiiea oy Dcnz.iniiu«izuies ^ nomoiog ^yeasij 
roifR^ mi? at a 


MM* 004H6 


TTnmn cnmAn o "RTFR1 huH/lincr uninfnhifpH \wi APTi'7'i'miA , H l 7Alpc 1 V>r»mnl r\cr fvpflcit^ 
numu oapiciio dud i uuuuiiig ujiiiuuuiicu. uy ucuziuuiuaAUico i liumunjg ^ycoot/ 

(BUB 1), mRNA 


ATM 004^1 


numu oapicno D\j>LjZ>I aUCIU/VIX uo XjIXj 1 -/l\_L/ til lfc-1 acting piULClIl ^-DINUT JL^j y 
mRNA 


MM 004198 


Hatha cnnipnc PP<s1-HVp (\rms\\ fRC^IT ^ mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA 


jNjvi uu4o4y 


xiomo sapiens AJrLO auiopnagy j-iiKe ^o. cerevisidey y/\r\jji^), nuviN/\ 


TvTA/f A A/1 £7/1 

JNM_UU40 /4 


Jtiomo sapiens asnz ^aDseni, sman, or nomeoucj-iiKe ^JL/rosopnna^ ^aojcizju^, 


ATM 00411/S 


Wnmn cam'pnc ar»Viaf»fp-cr , n , tp f»nmnlpY_HVp 1 rPiTAQAAVlilii^ ^ ASf^T 1^ ml^M^A 


ATM 004707 


TTattia cqtiiVtic APfrl ? nntAnnacrv 19-1ilrp rerpvt<5iae^ f APf"r19T ^ tyiRMA 


NM_004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 

TVAQAnhilnY tranclAratpH to 10 fMT T T1 0^ mRNA 


MM 004101 


Hnmn QanipnQ R AFS^ ^RAFS^A^ mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


ATM 001£<;£ 
JNJVI UUjODO 


nomo sapiens caiciuni/caimoQuiiiiHiepenueni prtnem KJiidbc i ^^aivijvi j 9 iiuvln-tv 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


XTTV/f AAA/1 C£ 


womo sapiens suiiite oxiaase (oUUAj, nuciear gene encoamg miiocnonanai 
protem, mtviN/v 


ATM 00041 <J 
JNiVi UUU4JD 


xiomo sapiens iNOicn nomoiog j ^jL/robopiiiia^ yrsKjiK^rijj, iiu\nj\ 


ATM 000951 


xiomo sapiens rnuto nomcjiog z, ouiun Ldiii^ci, noiipuiypubis xypc i wuiy 


NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 

fMT H1^ mRNA 


ATM OO0910 
JNlvx vUUZ Jl U 


\Xf\-mr\ ocmipno infAiYrin o 1t\V» o A i THTlrA n i -rnT? AJ A 

nomo bdpiciib micgnn, dipua o ^iivjayu/, iiixvin^v 


NM 001537 


Homo sapiens heat shock factor binding protem 1 (HSBP1), mRNA 


atm aai/igq 


xiomo sapiens vjjujgi 1vLn/\ expon mcuiaior-iiKe ^yeasiy \\jl-,xz. iiuvln/^ 


NM 001458 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), rnRNA 


"KTA T A A A A A A 

JNM_UU1444 


rlomo sapiens latty aciu omamg protein d (psoriasis -associateaj {r ajdx'j j, 
mRNA 


ATM AA1/110 

JNJVI UUI4JZ 


juomo sapiens epiregunn ^jDrvii\jj, niKiNA 


NM_00l388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 

i-«DATA 

mtsJNA ( 


NMJKH340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 

*v»T>AT A 
mivlN/V 


NM_00l326 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 

(to 1 Jr d mtUNA 


XT\ K A A 

JNM_U01J2j 


xiomo sapiens cleavage stimulation iactor, j pre-iviN/\, suounix z, 04ku 
(CSTF2), mRNA 


XTN if A A 111/1 

NM_001324 


Homo sapiens cleavage stimulation iactor, j pre-xviNA, suDunit i, duku 
(CSTF1), mRNA 


ATM 0019<^ 


XT/vm a canipnq PDP90 pp11 HiviciATi rvrlp 90 Viomoloff cerevi^iae^ iT , DP20^ 

mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 

* — ■ 



NM 003409 



NM_003680 



NM_003390 
NM_003565 
NMJW3345 

NMJ)03344 

NMJ)03343 



Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37), mRNA 



Homo sapien s zinc finger protein 161 homolog (mouse) (ZFP161). mRNA 



Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 



Homo sapiens unc-5l-Iike kinase I (C. elegans) (ULKl), mRNA 

Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog, yeast) 
T> >E2I) ) mRNA 



NM_003340 
NM_003338 
NM 003968 



Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 
(UBE2H), mRNA ' 

Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UBE2G2), mRNA 



Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog yeast) 
(UBE2D3), mRNA 



Homo sapiens ubiquitin-conjugating enzyme E2D l (UBC4/5 homolog veast) 
n r SE2Dl), mRNA ' OJ ~ J 



Homo sapiens ubiquitin-activating enzyme EIC (UBA3 homolog, yeast) 
(UBEIC), mRNA ° 



NM_003320 I Homo sapiens tubby homolog (mouse) (TUB), mRNA 
NM_003278 j Homo sapiens tetranectin (plasminogen binding protein 



J A), mRNA 



NM_003260 I Homo sapiens transducin-Iike enhancer of split 2 (E(spl ) homolog, Drosophila) 

' (TLE2), mRNA 



NM_. 003920 I Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 
NMJ)0325 1 | ^^ sa P iens toy 1 ™** hormone responsive (SPOT14 homolog, rat) (THRSP), 



NM 003250 I Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 

erb-a) oncogene homolog, avian) (THRA), mRN A 



NMJJ03223 I Homo sapiens transcription factor AP-4 (activating enhancer binding protein 4) 

' (TFAP4), mRNA P 



NMJW3222 I Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 

protein 2 gamma) (TFAP2C), mRNA 



NM_00322 1 I Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 

1 2 beta) (TFAP2B), mRNA ^ 



NM_003220 I Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 

1 protein 2 alpha) (TFAP2A), mRNA 



NM_000458 I Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 

factor (TCF2), transcript variant a, mRNA 



NM^0Q3 181 I Homo sapiens T, brachyury homolog (mouse) (T), mRNA 



NMJ)03 173 I Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 

' (SUV39H1), mRNA ~ x ~ 



NM ,003171 I Homo sapi ens suppressor of varl, 3-like 1 (S. cer evisiae^ fSIJFV3T.n mttNTA 
xnvr nm 1 &q u~~,~ _„ ^ ; — ^ . . ' v ■ ^ 1 — 



NM J)03 169 1 Homo sapiens suppressor of Ty 5 homolog (S . cerevisiae) fSUPT5m mKNA 
xnvr nrniAs u««« r - ; : — : ,~ . . . f . ■■ _ n 



NMJ)03168 I Homo sapie ns suppressor of Ty 4 homolog 1 (S. c erevisiaeUSIJPT4Hn nVRNA 
xta/t nm^oo ir A • : ^ m ~ „ ~z t-t — — . r v " 



NM. 003599 I Homo sapi ens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 



NM003 1 62 I Homo sapiens striatic calmodulin b inding protein (STRNY mRNA 
xt\/t nmioyi tt : ; rr. . ^ ? V. _ — - — » " -i 



NM - 003 134 I Homo sapiens signal recognition particle 1 4kD (homologous Alu RNA binding 

1 protein) (SRP14), mRNA 



NMJW3088 I Homo sapiens singed-like (fascin homolog, sea urchin) (Drosophila) (SNL), 

1 mRNA 1 J " ' 
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xtm nn^fiftt 


nomo sapiens oxioi4-iiKe l (p. cerevisiaej (oxiv^i4J_,i j, tnKINA 


xtm nnooQ'i 


riomo sapiens small induciDie cytokine aj (ot x ajj, niKJNA 


NM 002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 


NM 009QR1 


nonio sapiens small lnauciDie cyiOKine ai, i-juy (oLYAI j, mKiNA 


NM 003864 


Homo sapiens sin3 -associated polypeptide, 30kD (SAP30), mRNA 


xjm nnoo/;o 


Homo sapiens oiou calcium binding protein Aj (MUUA5), mRNA 


NM 002960 


Homo sapiens SI 00 calcium binding protein A3 (SI 00 A3), mRNA 


jlNM_UUzyoo 


Homo sapiens SI 00 calcium binding protein A10 (annexin II hgand, calpachn I, 
light polypeptide (pi i.)) (olOUAlOj, mKNA 


XTTVyf AYVl*7fV7 


Homo sapiens KuvH-liKe 1 (b. coll) (RU VBL1), mKNA 


i\ivi_uuzy44 


Homo sapiens v-ros UKz sarcoma virus oncogene homolog 1 (avian) (ROS1), 
mRNA 


xjm 0/19041 


xiomo sapiens rounaaDout, axon guidance receptor, nomolog 1 (Drosopnilaj 
i^rudu i ), rniviNA 


1N1V1 UvUjiU 


nomo sapiens rennaiaenyue uincnng protem i yjyL,t>r l ) y mKJN A 


NM 002930 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (REN), mRNA 


"MM AA^Q^I 


Homo sapiens rhomboid, veinlet-hke 1 (Drosophila) (RHBDL), mRNA 


XTM AAOQIO 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 

rD'DA/'lT ^ ml? XT A 
{ixj^yjL,), mKJN A 


NM 002900 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


XTM ClftORQA 


Homo sapiens rennooiastoma binding protem o (KUjiJroJ, mKNA 


iNM_UUZooo 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 

^ivAJ\JKJClol ), mtvlNA 


NM 009R7Q 


T-TrtTnr* rQmpne "I? AT*^^T9 Vl nrrt /A 1 ^ f> { O fa-rat rl ci-ina\ f\j A F\CO\ «viD\T A 

xiomo sapiens jv/yudz nomoiog ^o. cerevisiae^ ^JvAJL/jzj, nruviNA 


NTM ftft?R7R 


nomo sapiens jkajlo i-iiKe j cerevisiaej ^KAiJjiLrJj, mKJN A 


NM flft?R7^ 


nomo sapiens jkaud \ nomoiog ^KecA nomoiog, n. conj ^o. cerevisiae) 

ro Anc i \ mT? XT A 
^i\/VL/J 1 J, mtvlN J\ 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


nm nrnR^ 


Homo sapiens kaiji nomoiog (o. pombej (KA1J1), mKNA 


xtm nn9R7^ 


Homo sapiens kaui / nomoiog (6. pombe; (KADI /), mKNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


XTM nM7^8 
1NJYL UUJ / JO 


Homo sapiens patched homolog I (Drosophila) (r I CH2), mKNA 


xtm nn.7£i£ 

1NJYL UL/ZOJLO 


Homo sapiens period homolog 1 (Drosophila) (rbKl), mRNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
ounce nomoiog, Drosophila) (rDhr4rij, mKJN A 


NM 002568 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 




Homo sapiens suppression or tumongemcity 13 (colon carcinoma) (Hsp/0 
mteractrng protein) (o 1 1 j), mKNA 


XTM flA771^ 
1N1VL W J /ID 


Homo sapiens vesicle docking protem pi 15 (rl 15), mRNA 


NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (0RC5L), 

•mPXTA 
mtvlNA 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAPl), mRNA 


NM 009499 


rToTnO WniPnc ■npncr^'ifn Virkmr»lr»rr 1 ^r»V\ir»V/»rt^ ^Xj Infll ^ -rv»T?XTA 
ixuinu &apicnb IlCUgCIlin uumoiog 1 ^CniCKCuy ^INH^l ), mixINA 


NMJX>2484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 
mRNA 


NM.003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NMJW2466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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NM 002448 ' 


| Homo sapiens msh homeo box homoloe 1 (Drosophila) (MSXH. mRNA 


NM_003576 


1 Homo sapiens serme/threonine kinase 24 (STE20 homolog, yeast) (STK24), 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSI1), mRNA 


NM 002441 


| Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


NM 002440 


1 Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


NM 002439 


| Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 002405 


1 Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


1 Homo sapiens mesoderm specific transcript homoloe (moused fMESTl mRNA 


NMJ)02398 


I Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEIS1), mRNA 


NMJ)02393 


1 Homo sapiens Mdm4, transformed 3T3 ceil double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NMJ)02392 


1 Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NM_003906 


1 Homo sapiens MCM3 minichromosome maintenance deficient 3 rerevi^iap 1 * 
associated protein (MCM3 AP), mRNA 


NM_002360 


1 Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homoloe K 
(avian) (MAFK), mRNA 


NMJ)02359 


I Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


NM 003550 


Homo sapiens MAD1 mitotic arrest deficient-like 1 (yeast) (MAD1L1), mRNA 


NM 003937 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


NM 002269 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRJKX1 mRNA 


NM_002202 


Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1), 
mRNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (TRAK2) mRNA 


NM_003866 ; 


Homo sapiens inositol polyphosphate-4-phosphatase, type H, 105kD (INPP4B), 
mRNA 


NM_001536 


Homo sapiens HMT1 hnRNP methvltransferase-like 2 CS cerevi^iae^ 
(HRMT1L2), mRNA 


NM 001535 


Homo sapiens HMT1 hnRNP methvltransferase-like 1 (S. cerevisiae'i 
(HRMT1L1), mRNA 


NM_003806 


Homo sapiens harakiri, BCL2 interactine protein ^contains onlv BH3 domain^ ! 
(HRK), mRNA 


NM 002152 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


NM_002114 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HIVEP1), mRNA 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPESfTl), mRNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NM 002077 


Homo sapiens eolei autoantieen, eolein subfamilv a, 1 (GOLGA1) mRNA 


NMJ)03878 


Homo sapiens gamma-elutamvl hvdrolase fconiuease. folvlnolveammaaliitamvl 
hydrolase) (GGH), mRNA 


NM_J)01488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L), 
mRNA 


NMJ)01487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 TGATA3 > > mRNA 


• NM 002050 


Homo sapiens GATA binding protein 2 (GATA2). mRNA 


NM 002049 


Homo sapiens GATA bindine protein 1 (elobin transcription factor 11 f GAT AH 
mRNA 


NM_002040 


Homo sapiens GA bindine protein transcription factor, aloha subunit f60kD1 
(GABPA), mRNA 1 


NM 002039 


Homo sapiens GRB2-associated bindine protein 1 (GABD. mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA | 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7) mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA | 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA | 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1). mRNA ! 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA ! 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA j 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF) mRNA 1 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA | 


NM 001456 


Homo sapiens filamin A, alpha (actin bindine protein 280 ) CFLNA^ mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLU), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homoloe 1 (Dro^onhila^ fF7Tff 1 ^ mEWA ! 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eves absent homo! op 1 (T)rn<:nnlri1fl^ /T^YAI^ mPTsTA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), ! 
mRNA J 


NM 001982 

« ■*■ ■ m± V mm mm 


Homo Sapiens V-erb-b2 ervthrobla^ric Ipillrpmta viral nnrnapnp hf\mr\]t\cr ^ I 

(avian) (ERBB3), mRNA 


NM 003584 


Homo sapiens dual specificity phosphatase 1 1 (RNA/RNP complex 1- 
mteractmR) (DUSP1 1), mRNA 


NM 003859 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic j 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adirKiTri (XW\ mRNA 1 


NM 003649 


Homo sapiens D-asoartate oxidase TDDO^ transcrint variant 1 mPlMA 

* avxxav uu^/ivuu uupui luvw UA1UUOV ^1 — 'iy V UCUlOwilpl Vdl it-Lilt lj 1 J 1 1 v_l 1 1\ f 


NM_001343 


Homo sapiens disabled homoloc 2 mitoeen-resnonsive nVin^nhnnrntpin ^ 
(Drosophila) (DAB2), mRNA 


NMJXH913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) CCUTLD ! 
mRNA | 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1 -like (veast) CCSE1L1 mRNA \ 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA j 


NM 003909 


Homo sapiens copine HI (CPNE3), mRNA | 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA j 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 Cmacronhaae^ fPNR2^ mRNA 


NM 001280 


Homo sapiens cold inducible RNA bin dine nrntein /'PTRRP^ mPTJA ! 


NM 001274 


Homo sapiens CHK1 checkpoint homolog ('S riomhe^ (CWVTC 1 ^ mP"NTA I 


NMJ)01806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 1 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), j 
mRNA J 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA | 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA| 


NMJ)00715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA) j 
mRNA 8 | 


NM 001726 | Homo sapiens bromodomain, testis-specific (BRDT), mRNA 1 
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NM„001205 


Homo sapiens BCL2/adenovirus E1B 19kD interacting orotem 1 fBNIPl^ 
transcript variant BNIP1, mRNA 


NM 001714 


Homo sapiens Bicaudal D homolos 1 (Drosophila) (BICD1). mRNA 


NMJ)03766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECN1), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 001189 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) fBAPXIV mRNA 


NMJ)01698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJ)01672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


NM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor interacting protein (AIP), mRNA 


NM_001138 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 1, mRNA 


NMJJ58246 


Homo sapiens DnaJ (Hsp40) homoloe, subfamily B. member 6 (DNAJBtfl 
mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


NM 058165 


Homo sapiens diacvlglvcerol acvltransferase 2-like (DGAT2-like) mRNA 


NM_001861 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 TCOX4in nuclear 
gene encoding mitochondrial protein, mRNA 


NM 014491 


Homo sapiens forkhead box P2 (FOXP2), mRNA 


NM_054110 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM„020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


NM 052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-ribosyltransferase 5 (ARTS), mRNA 


NM 052999 


Homo sapiens chemokine-like factor-like protein CKLFH1 (CKLFH1), mRNA 


NMJ)52881 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apolipoprotein A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo sapiens pannexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 052947 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC16491 (MGC16491), mRNA 


NM 052941 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM 052935 


Homo sapiens hypothetical protein MGC20781 (MGC20781), mRNA 


NM 052890 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM 052885 


Homo sapiens solute carrier family 2 ( facilitated elucose transoorteri member 1 3 
(SLC2A13), mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-like lectin 1 1 (SIGLEC1 1), mRNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC 17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NMJ)52873 


Homo sapiens MGC16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC16028),mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA * " ~" I 


NM 052858 


Homo sapiens similar to RJKEN cDNA 1810006A16 gene (LOC91862), mRNA 1 


NM 052855 


Homo sapiens hypothetical protein MGC 1 5396 (MGC1 5396V mRNA ! 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 AVIGC20486Y mRNA 1 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556) mRNA 1 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 1271 mRNA 1 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-BV mRNA 1 


NMJB3544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) fMGC14386) i 
mRNA | 


NM 033515 


Homo sapiens MacGAP protein (MacGAP). mRNA 1 


[NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf). mRNA 1 


|NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM_032231 


Homo sapiens hypothetical protein FLJ22875 fFLJ22875). mRNA 1 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 TCGB2) mRNA ! 


NM 033377 


Homo sapiens chorionic gonadotropin beta oolvoeDtide 1 f PGH 1 ) mRTsr A 1 


NM 033448 


Homo sapiens keratin 6 irs (TCRT6IRS) mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN CARDIAC MUSCT F ! 
ALPHA ISOFORM (MYHC -ALPHA) (M. musculus) (LOC9277 1 ), mRNA 


NM 033445 


Homo sapiens similar to H2A histone familv member A (H saniensl > 
(MGC3 165), mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 1 


NM_033438 


Homo sapiens CD84-H1 precursor (CD84-H1) mRNA ! 


NM 033423 

| 


Homo sapiens similar to granzyme B ( eranzvme 2 cytotoxic T-lvmnhocvte- i 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA ! 


NM 03341 1 


Homo sapiens hypothetical protein MGC13523 (MGC13523) mRNA i 


NMJ)33416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795 3 IN 
CHROMOSOME IV (MGC 1 9606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309V mRNA 


NM_033410 


Homo sapiens hypothetical protein MGC13138 (MGC13138) mRNA f 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753) mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA [ 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 CCGB5) mRNA i 


NM 031451 


Homo sapiens hypothetical protein MGC4766 similar to testis snecific nrotein 1 
TES101RP(MGC4766),mRNA 1 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8^ mRNA ! 


NM 020443 


Homo sapiens hypothetical protein MGC14961 fMGC14961V mRNA 1 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NMJ)33318 


Homo sapiens hypothetical gene supported by AL449243 CLOC9 16891 mRNA 1 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA | 


NMJ)33315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA | 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM 033296 


Homo sapiens T-cell activation protein (PGR1), mRNA | 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA | 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (EL sapiens) (LOC91 120), mRNA 


1 NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA | 
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NM 033261 


Homo sapiens diphosphate dimethvlallvl diphosphate isomerase 2 fIDI2) mRNA 


NM 033254 


Homo sapiens brother of CDO (BOO. mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 fDKFZn5 7010 164) mRNA 


NM 033259 


Homo sapiens CaM-KII inhibitory protein ( CAM-KIIN) mRNA 


NM 032597 


Homo sapiens testes develoDment-relatedNYD-SP21 fNTYT)-SP?1) mRNA 


NMJ)33212 


Homo sapiens hypothetical gene supported by BC004307; BC008285 
(MGC 10992), mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homoloe-like CLOC91 1 5 1) mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like fLDHL) mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein fDKFZP434F122) mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 fLABHl) mRNA 


NMJ)32133 


Homo sapiens hypothetical protein DKFZp434N14 15 (DKFZP434N1415"! 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035). mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338). mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 fMGC5356^ mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK fMST4^ mRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related nrotein (RGPR> mRNA 


NM 033128 


Homo sapiens scinderin (SCIN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29). mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC 1 67 1 4 (MGC 1 67 1 4^ mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27^ mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2) mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein nsrYD-SP28) mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 fMYD-SP26^ mRNA 


NM 033114 


Homo sapiens MADP-1 protein (MADP-1), mRNA 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


NM 033087 


Homo sapiens hypothetical protein FLJ145 1 1 fFLJ145 11^ mRNA 


NM 024512 


Homo sapiens leucine-rich reoeat-containine 2 fLRRC^ mRNA 


NM 006029 


Homo sapiens paraneoDlastic antieen MAI fPNMAH mRNA 

v ^ -w V JT^ *W MIA VV^/ll*V V4 V UMfiVJl I'll L 1 ^JL 1 > J.TJL1 1. JL Jy 1 1 11 V 1 il 


NM 033025 


Homo sapiens hypothetical protein FLJ1351 1 C7h3^ mRNA 


NMJH5169 


Homo sapiens homoloe of veast ribosome biogenesis retmlatnrv nrntein TJR^I 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FU 14779 fFLJ 14779^ mRNA 

* w 1^ w w A 1*^ Will 1. IhW A iff JWv X i / / |j 11 Jl X^J, « JTX 


NM 032206 


Homo sapiens hypothetical protein FLJ21709 (^021709^ mRNA 


NM 032797 


Homo sapiens hypothetical protein FLJ14497 (TLJ14497) rnRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase fcvclophilinVlike 3 fPPIL3} mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NM_032577 


Homo sapiens melanoma-associated chondroitin sulfate nroteoelvcan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC1 1386 fMGCl 1386) mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 rMGC14793) mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC 14 141 (MGC 14 141) mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC1 3 159 fMGCl 3 1 59) mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 fMGCl 5737). mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC15875 (MGC15875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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NM 032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 
(PPPlR16A),mRNA 


NM 032901 


Homo sapiens hypothetical protein MGC14288 (MGC14288), mRNA 


NM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC14436 (MGC14436), mRNA 


NM 032896 


Homo sapiens hypothetical protein MGC14388 (MGC14388), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC14161 (MGC14161), mRNA 


NM 032891 


Homo sapiens hypothetical protein MGC12928 (MGC12928), mRNA 


NM 032890 


Homo sapiens hypothetical protein MGC13 130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protein MGC16037 (MGC16037), mRNA 


NM 032885 


Homo sapiens hypothetical protein MGC 15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protein MGC15827 (MGC15827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protein LSM10 (LSM10), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC15730 (MGC15730), mRNA 


NM 032878 


Homo sapiens hypothetical protein MGC15677 (MGC15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC15437 (MGC15437), mRNA 


NM 032867 


Homo sapiens hypothetical protein FLJ14966 (FLJ14966), mRNA 


NM 032865 


Homo sapiens hypothetical protein FLJ14950 (FLJ14950), mRNA 


NM 032861 


Homo sapiens hypothetical protein FU14917 (FLJ14917), mRNA 


NM 032859 


Homo sapiens hypothetical protein FU14906 (FLJ14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein FLJ14888 (FLJ14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protein (HSH2), mRNA 


NM 032854 


Homo sapiens hypothetical protein FLJ14871 (FLJ14871), mRNA 


NM 032850 


Homo sapiens hypothetical protein FIJ14840 (FLJ14840), mRNA 


NM 032849 


Homo sapiens hypothetical protein FLJ14834 (FLJ14834) mRNA 


NM 032847 


Homo sapiens hypothetical protein FLJ14825 (FLJ14825), mRNA 


NM 032846 


Homo sapiens hypothetical protein FLJ14824 (FLJ14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FLJ14813 (FLJ14813), mRNA 


NM 032843 


Homo sapiens hypothetical protein FLJ14810 (FLJ14810), mRNA 


NM 032842 


Homo sapiens hypothetical protein FLJ14803 (FLJ14803), mRNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FLJ14775 (FLJ14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


NM 032834 


Homo sapiens hypothetical protein FLJ14751 (FU14751), mRNA 


NM__032833 


Homo sapiens protein phosphatase 1, regulatory f inhibitor) subunit 15B 
(PPPlR15B),mRNA * 


NM 032832 


Homo sapiens hypothetical protein FLJ14735 (FLJ14735), mRNA i 


NMJB2831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FU14728 (FLJ14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLJ14721 (FLJ14721), mRNA 


NM 032828 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protein FLJ14708 (FLJ14708), mRNA 


NM 032826 


Homo sapiens hypothetical protein FLJ14697 (FLJ14697), mRNA 


NM 032825 


Homo sapiens hypothetical protein FLJ14686 (FLJ14686), mRNA 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM 03281 1 Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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NM 032810 


Homo sapiens hypothetical protein FLJ14600 (FLF14600), mRNA 


MM 032809 


Homo sapiens hypothetical protein FU14596 (FLT14596), mRNA 


NM 032808 


Homo sapiens hypothetical protein FU14594 (TLJ14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FU14590 (FIJ14590). mRNA 


NM 032806 


Homo sapiens hypothetical protein FUl 45 66 (FIJI 45 66) mRNA 


NM 032805 


Homo sapiens hypothetical protein FIJI 4549 fFLJ 14549^ mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ14540 (TLJ14540^ mRNA 


NM 032799 

' F» ■ F"» ^F^ 9 *r mr 


Homo sapiens hypothetical protein FUl 4524 fFLJ 14524^ mRNA 


NM 032796 


Homo sapiens reserved CSYAP1\ mRNA 


NM 032792 


Homo sapiens hypothetical protein FIJI 4486 CFU144E6) mRNA 


NM 032790 


Homo sapiens hypothetical protein FLJ14466 CFU 14466) mRNA 


NM 032788 


Homo sapiens hypothetical protein FLJ14457 fFLJ 1445 7") mRNA 


NM 032787 


Homo sapiens hvDothetical protein FL J 14454 CFU 14454^ mRNA 


NM 032786 


Homo sapiens hypothetical protein FIJI 4451 (TU 14451). mRNA 


NM 032785 


Homo sapiens hypothetical protein FLJ14442 (FLJ14442), mRNA 


NM 032781 


Homo sapiens hypothetical protein FLJ14427 fFLJ14427 , ) mRNA 


NM 032780 


Homo sapiens hypothetical protein FLJ14399 (PLJ14399) mRNA 


NM 032779 


Homo sapiens hypothetical protein FIJ14397 fFLJ14397\ mRNA 


NM 032778 


Homo sapiens hypothetical protein FLJ14393 (TLJ14393) mRNA 


NM 032775 


Homo sapiens hypothetical Drotein FLJ14360 (FIJI 43 60) mRNA 

f* A XfT fAAW W%*^f*XWXJ>v JJ VMlV^iVMA k/1 VVVill JL X^v X 1 ^/ Vf V/ I Jl, XVy VV 1 1 1 1 \ 1 1 * « 


NM 032773 


Homo sapiens hypothetical protein MGC4126 (MGC4126) mRNA 


NM 032772 


Homo saoiens hvnothetical nrotein MGC2555 (MGC2555) mRNA 


NM 032771 


Homo saoiens hypothetical nrotein MGC 1 22 1 7 (MGC1 22 1 7) mRNA 


NM 032770 


Homo sapiens hypothetical nrotein MGC 16291 (MGC 16291) mRNA 

JLvJLW JULJIXfT UUL/AW11U Vl Will ITIVJW lUXf/ A ^1V1\J W 1 1 * 1 1 ■ V 1 H fl 


NM 032765 


Homo sapiens hypothetical nrotein MGC16175 (MGC16175) mRNA 


NM 032764 


Homo sapiens hypothetical protein MGC 16153 (MGC 16153) mRNA 


NM 032762 


Homo sapiens hypothetical protein MGC1 6 121 fMGC16121) mRNA 

^ ^f' w^^^f 7 * ™f * A *s,F ■* ■* ^ * » * V* ^ *f> JL 4- LVJX X JiFX V ■* Jk X Xf JL ^^TX%f ^^f* X X XW X y j X X * V 1 ^ X JV 


NM 032761 


Homo sapiens hypothetical protein MGC 16075 (MGC 16075) mRNA 


NM 032759 


Homo sapiens hvoothetical nrotein FLJ1 1328 (FLJ1 1328) mRNA 


NM 032758 


Homo sapiens hypothetical protein MGC 1346 (MGC 1346) mRNA 


NM 032757 


Homo saoiens hvoothetical nrotein MGC 15 705 nVTGCl ^705) mRNA 


NM 032755 


Homo sapiens hvoothetical nrotein MGC15634 (MGC15634) mRNA 

-*■ v in* / **J X^ Ak7 XX^J L/Vf Ulv LlVUl L»/X V/ bvlli 1TX\J W X ^ V/*f/ i ^XTJLNJ 1 fcy \J+J y ^ AJ. XX VX. ^ aX. 


NM 032751 


Homo sapiens hvpothetical nrotein MGC 15504 HvIGCl 5504) mRNA 


NM 032750 


Homo sapiens hvoothetical protein MGC 15429 HVIGC 15429) mRNA 


NM 032747 


Homo sapiens hvpothetical protein MGC 14697 fMGC 14697) mRNA 


NM 032746 


Homo sapiens hvpothetical protein MGC12538 (MGC12538) mRNA 


NM 032740 


Homo sapiens hypothetical protein MGC5391 (MGC5391) mRNA 


NM 032739 


Homo sapiens hypothetical protein MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC 13 168) mRNA 

Jk Jfc * kf^FV^F" X V11U J w " v VAVi*l X^ fc*F*XXX 1.TXVI X mm/ X \^ XJ yl"X\J X X X/^/ yj XX XX. VX 14 It 


NM 032733 


Homo sapiens hvoothetical protein MGC 12679 (MGC 12679) mRNA 


NM 032732 

•A T A » Jk %F M » 


Homo saniens hvoothetical nrotein MGC1076^ (MGC\016Vi mRNA 

A \*S1X±\J uaj^lVllk? lljr |J\/LllV^Ll\/ai JJ1 VI Lwlll 1T1VJ V/ 1 V / UJ yiVAVJ X \f 1 V/«/^j 1 i i-LVi. U\ 


NM 032731 


Homo sapiens hvnothetical nrotein MGC141S3 (lVfGPM^S^) mRNA 

AAV/lllv/ OCljjl V/Alo UjpvUivUvul LylUVv/111 IVIMV/ITJ J J yiTlVJVuiltJ J J ^ 1 1 U vi. 'I fl 


NM 032730 


Homo saniens NOGO-interactinP' mitochonHrial nrotpin rMTN/TP^ mR*NJA 


NM 032727 


Homo saoiens intemexin npurnnal intermpHiafp filampnt nrntpin alnfin /TKTA^ 

■*-m.\ji±l\j oupiVilO ^iitv>iiioyvjLll li^/Ui \JLI<X1 111 LVfllll^VllwtV' J.liCUlIv'llL ^JL\J\.K>llly tXl^JLla. 1 AIN/TLlj 

mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC 13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC 13275 (MGC 13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 
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1 NM 032717 


1 Homo sapiens hvoothetical Drotein MGC1 1324 fMGC 113241 mRNA 


NM 032714 


1 Homo saoiens hvoothetical Drotein MGC 13251 fMfSPI 3951^ tyiRXTA 


1 NM_032710 


1 Homo sapiens hvoothetical orotein MGC13053 (MGP13053^ nVRNA 


NM 032709 


1 Homo sapiens hvoothetical protein MGC 13047 fMGd 30471 mlWA 


NM 032701 


1 Homo sapiens hvoothetical protein MGC2705 (MGP9705^ mPNA 


NM 032691 


Homo saoiens hvoothetical orotein MGP1 1089 fA/T(rP1 105W\ mPNA 


NM 032690 


1 Homo sapiens hvoothetical orotein MGC1 3 1 98 nvfOPI 3 1 081 ttYRTsja i 


NM 032687 


1 Homo saoiens hvoothetical Drotein MGP1 301 0 fMTJPI 301 m mPMA 


(NM 032683 


1 Homo sapiens hvoothetical orotein MGC 12972 fMGP 199771 mPNA 


NM_032680 


1 Homo saoiens hvnothetical nrotein MGP49fifi rx/frsp/l?^^ -mPMA 


NM 032679 


! Homo saoiens hvoothetical orotein MGC4400 CkAC\OAAC\(X\ tyiT?>ja 


NM 032676 


1 Homo saniens hvnothetical nrntpin MGP 1095*5 ^Vf^P1^Q^ < ^^ m p\rA 


PNM 032673 


1 Homo saoiens hvoothetical orotein MGC1 0889 HVfGPI 08 89^ mPWA 


NM 032671 


1 Homo sapiens hvoothetical orotein MGC 1 08 1 4 fivffJPl 08 1 A\ mPMA 


NM_032664 


1 Homo sapiens hvoothetical Drotein MGC1 1 141 flVTGPl 1 1411 mPNA 


NM 032663 


1 Homo sapiens hvoothetical orotein MGC10702 fiVTfrPI 07091 mRMA i 


NM_032658 


I Homo sapiens hypothetical protein MGC 10701 fMPJP! 07011 mRNA 


NM 032654 


1 Homo sapiens hvoothetical orotein MGC 10981 fMGP 10981^ nVRNA 


NM 032653 


I Homo sapiens hvoothetical orotein MGC 10960 (MGP1 09601 mPTJA 


NM 032648 


1 Homo saoiens hvoothetical Drotein MGP10890 fM"ftP1 0890^ mi?"MA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo saniens hvnnthpfinal nrntfin A/ffrP94^9 ^^/^^^P'7A^'5^ m"DXTA 


NM 032641 


Hnmn <?amVn<i livnAtT^pfirnl nrntpi-n A/fnP9^ 1 O /TV/f/lPO^ 1 0^ m D\TA 
AAUiAiu aapj&ii^ iiypuuicilUal piuiciil IVIUTL^Z J 1 y ^IVaOv_/Zj iyj, nXKJN/V 


NM 032638 


AA.U1ALV/ oapi&AAd liy puiilCUOai pruiCUl IVJvJ^ZjUO ^lVIVjrv>ZjUO mJKJNA. 


NM 032633 


Homo sanien«? hvnnthpfiral nrfitpin A/fr^P^4^7 rN/mP^/l^T^ twDxrA 


NM 032632 


Homo sam"en<? Tivnothptiral nrnfpin \A f?P^ 378 ^^/fnP^'i'7Q^ *mD\ta 


NM 032630 


Homo saoiens TTpT nvr.lin-Hpnpn^pnt Vina c/^ 9 mtprap-finrr //"TTvton 

i--i-viii\/ oo-piviiD ixvixi Ujr^'lALl-U.vpvllUClAl AJlid.bC x, UlLCAdCXing prOiein ( v-»JL£Na 1| 

mRNA 


NM 032627 


Homo saoiens hvoothetical nrotein MGP3 181 HV/f HP3 1 8 n mP\r A 


NM 032626 


Homo saoiens hvoothetical brain nrotein mv038 ^^/^V^38^ mPXTA 


NM 032624 


Homo saoiens hvoothetical brain nrotein mvOSO rN/TVO^n^ mPXTA 

v4*av Duyivud "Jr ui. qui pAv/iv/Ali iiijfvJv/ ^iVJl X v Jl/ K IIAavJLN/\ 


NM 032623 


Homo saoiens ovarv-snecifte ariHtr nrnfpin ^OQAP^ mPMA 


NM 032622 

1 ^ * I** \# mm VMM 1 


Homo SaDiens multi-PD7-domain-rnntniTiincr rvmtpiTi fT XTYA mPMA 

AAViiiv guj/iviio ilium x xjzj vivlliaui^/WliLaAliUJlg pi L/lCIXi ^ A^JNyv / 4 H1|\JINA 


NM 032620 1 


Homo saniens mitonbonHrial frTP binHina nrotpin /'^i'TPPn'^^ mPMA 


NM_018622 


Homo saoiens oresenilins associated rhomhoi H-HVp nrntpin rPAPT ^ mPTJA 


NM 032498 


Homo saoiens homeobox nrotein from AT S90S96 f'T ^P8ll < ^98^ ml? ma 


NM 032600 


Homo sapiens testes develoDment-related NYD-SP1 7 rNTYH-^PI 7^ m^TvTA 


NM 032599 


Homo sapiens testes development-related NYD-SP18 (NYD-SP18), mRNA 


NM 032594 


Homo saoiens insulinoma-ass:omatpd nrotpin TA-fi ^'T^J < ?^A9^ m"R>JA 

•J^I-'iV'iikj iiiouiiiiv/iiiu uooUvluLLU pivtt/Ill lf\ U ^AANOlVx^^j III fx. | >j /\ 


NM 032585 


Homo Saoiens testis-sneci fio transrrint V-linVpd (\ CVYWf*\ tv»P XT A 

AV1U1J »***|^i^iio ivcLio op^l<llll> LICUloWJpt) A HliJVCU. v/ ^ A A X X \J)y ITiAvLN/V 


NM 032575 


Homo Saoiens Krtinnel-lilce n'nr finaer nrotpin PrT TQ9 ff"3T TQ9\ m*DXTA 


NM 032573 


Homo saoiens testis-sneeifir nrotein TSP-NV rr^P-TSJVi ml? XT A 

j.i.viiiu ou|yiV/llO ^OUo op^vlAJV/ piV/LWlil A OA 1 1 A ^ 1 OA "JN A Jy lllt\SSJ\ 


NM 032572 


Homo saoiens ribonuclease 7 fRNASF7 , i m"R>JA 


NM 032568 


HomO SaoienS CtAT3 A^ rPPPnto-m nCCnniat^ nrntpin Mire* 1 (CI A D A "D AT>T 1\ 

mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1\ mRNA 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


! NM 032562 


Homo sapiens group XEI secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 1 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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(MGC1 1303), mRNA 



NM 032490 I Homo sapiens PNAS-127 protein fPNAS-127), mRNA 



NM_03248 8 J Homo sapiens protein related with psoriasis (LOC845 1 8), mRNA 

NMJ)32471 I Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB) 

1 mRNA 



NM 032292 I Homo sapiens hypothetical protein FLJ202Q3 (FLJ2Q203), mRNA 

NM-032263 I Ho™ sapiens hypothetical protein DKFZp434B227 (DKFZp434 B227) mRNA 

NM 015178 J Homo sapiens KIAA0717 protein (KIAA0717\ mRNA 

NM_032410 Homo sapiens hook3 protein (HOOK3), mRNA 



NM__032108 I Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 

domain, (semaphorin) 6B (SEMA6B), mRNA 



NM JH5636 Homo sapiens DKFZP586J01 19 protein (DKFZP586J0 1 1 9), mRNA 
NM 015701 I Homo sapiens hypothetical protein (CL25Q84), mRN A 

NM_015224 Homo sapiens KJAA1 105 protein (RAP140), mRNA 

NM_032390 Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 

1 (NIFK), mRNA 



NM_032388 Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 
NM 032383 I Homo sapiens Hermansky-Pudlak syndrome 3 fHPS3^ mRNA °~~ 

XTlViT AOOOTO TT ' • ^ ^ ~. : ^ 



NM Q32378 Homo sapiens hypothetical protein FLJ20897 (7020897^ mRNA 

"MA/f mnin/z I tt - i "... ,i , ~. — ^ ^ \ — — 



NM 032376 J Homo sapiens hypothetical protein MGC425 1 (MGC425 1 ), mRNA 
NMJ)32375 I Homo sapiens hypothetical protein MGC2865 (MGC2865), mRN A 

iV I IV n f\ r O ITT * 1 . t . * * '_ M ■ ■ 



NM_ 032373 j Homo sapiens hypothetical protein MGC16202 (MGC16202), mRNA 
NM_ 032370 I Homo sapiens hypothetical protein MGC15716 (MGC15716), mRNA 



NM 03236 9 I Homo sapiens hypothetical protein MGC15619 (MGC15619), mRNA 

NM_Q32368 I Homo sapiens hypothetical protein MGC15436 (MGC15436), mRNA 

NM_032374 J Homo sapiens hypothetical protein MGC2562 (MGC2562), mRNA 

NM_032364 I Homo sapiens hypothetical protein MGC14726 (MGC14726), mRNA 

NM_032362 J Homo sapiens HEIL1 protein (HEIL1), mRNA 



NM_ 03236 1 I Homo sapiens hypothetical protein MGC5469 (MGC5469X mRNA 



NMJ)32360 I Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 

NM ,032359 I Homo sapiens hypothetical protein MGC4308 (MGC43Q8), mRNA 

NM_032358 1 Homo sapiens hypothetical protein MGC13 183 (MGC13 183), mRNA 

NM_Q32357 I Homo sapiens hypothetical protein MGC12981 (MGC12981)! mRNA 



NMJ)32356 I Homo sapiens hypothetical protein MGC14151 (MGC14151X mRNA 

NMJ)3235 5 I Homo sapiens hypothetical protein MGC13272 (MGC13272)' mRNA 

NM ,032352 I Homo sapiens hypothetical protein MGC1 1296 (MGC1 1296), mRNA 

NMJ)32350 I Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257), mRNA 

NM 032349 I Homo sapiens hypothetical protein MGC1 1275 (MGC1 1275), mRNA 

NM_032348 1 Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 

NM JQ2346 J Homo sapiens hypothetical protein MGC13096 (MGC13096), mRNA 

[ 032345 Homo saniens hvnnthptinal nmf^in \AOrn\ic\CA r\xnr*iif\£A\ —ti-kta 



v/^^ tw xiuinvj aapiciia irypumciicai protein MvjvJlJUyo (MUU 130^6), mRNA 

NM_032345 J Homo sapiens hypothetical protein MGC 1 3064 (MGC1 3064), mRNA 

NM 032343 I Homo sapiens hypothetical protein MGC13016 (MGC13016), mRNA 

NM 032341 I Homo sapiens hypothetical protein MGC14844 (MGC14844), mRNA 

NM 032339 Homo saniens hvnothefrV.al nrn+^m rjiariAQii ayfnri/ici^ «tjxta 



A.\jiix\j oa^uo AijrpwtiiGu^m piuicm J.vnjri/iqoqq jftlljl 1^544;, mKJN A 

NM_ 03233 9 I Homo sapiens hypothetical protein MGC14832 (MGC14832), mRNA 

NM 03233 6 J Homo sapiens hypothetical protein MGC14799 (MGC14799), mRNA 

NM, 032334 I Homo sapiens hypothetical protein MGC14595 (MGC14595), mRNA 

NM 032332 J Homo sapiens hypothetical protein MGC4238 (MGC4238), mRNA 

NM_ ,03233 1 I Homo sapiens hypothetical protein MGC24Q8 (MGC2408), mRNA 

NM_032328 I Homo sapiens hypothetical protein MGC12458 (MGC12458), mRJs 

NM 032377 Mnmn c^inipnc Wa^^^I onnnA^i a/nnnn/is 



NM 032321 



NM 032319 



Homo sapiens hypothetical protein MGC13Q61 (MGC13061), mRNA 



Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 



Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 


Homo saoiens hvnothetical nrntein MGP4399 flVTGCVttQQ i mRNA 

1XUI11V oup/xviiO Xljr LJVJUX^lXwcxx yxxuivXll 1V1\Jv»tJ/7 ^AtxVJV^*tJ^^ Ij 1 1 XX\-1 l /». 


NM 032314 


Homo saoiens hvnothetical nrotein MGC4767 (MGC4767 i mRNA 


NM 032313 


Homo saoiens hvoothetical orotein MGC3232 (MGC3232 1 mRNA 


NM 032312 


Homo saoiens hvoothetical orotein MGC 11 061 (MGC110611 mRNA 


NM 032310 


Homo saoiens hvoothetical orotein MGC1 1115 flVTGCl 1 1 1 5 j mRNA 


NM 032307 


Homo saoiens hvoothetical nrotein MGP1 0999 fMGd0999 i mRNA 

iiuiuv ouljivijlo ixjr}7v/ixxi'kxvcxx ^ji\j\,\sxxi i y x i vyy y ^Atjlvjv^x \jy?yj y 1 1 JLivl 1 A 


NM 032303 


Homo saoiens hvoothetical nrntein MGP1 0940 nVTGP10940 1 mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA 


XNXVX UJjCjUI 


Hnmn caniens hvnnthetiral nrotein MGPinS70 CMClC'MtRKW mPMA 

XIAJIXAU oapxClla IiypUlxICllCaX piULCill 1VJ.VJV> 1 WO /U ^xVlVJV^ / v^ 9 IIliVL 


NM 032300 


Homo sapiens hypothetical protein MGC10854 (MGC10854), mRNA 




xiomo sapiens nypoineucai proxem uisjrz^p /oiuijz ^JL/ivr z>p / oiwijZj, mKiN/\ ' 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


INiVJL UjZzi/O 


xiomo sapiens nypouiencai proiem ijjsj: zjp i o i j\ 1 3 z ^jjJSJr z*p / 0 1 a 1 5 /.), mKJN A 


NM_032295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624), 

mPNA 
nit\JLNr\ 


NM ftt99Qd 


nomo sapiens nypouiencai protein JL/JSJrz^p/oixVxuHZj ^xJiSJr z^p i § iivxvhZj ) y 
mRNA 


Nlvf 0^9980 
in ivi^vjzzo y 


xiomo sapiens nypoineucai proiem ij]sJrZjpiOLD\Jj m \UL\JrZJp /oid\jd ItJ, 
mRNA 


NM fR99R7 

X>)XVX UJZ,LO / 


Hnmn ^arnVriQ IwnnfhHiral nrnt^in TifCW7rslf\l 01 7191 (T\W7r\l^ Ol 71 9 1% 
JXUIllU dapiCIla XiypOlxlCLl^al prUlCUl i-/XVT Zjp /OlUl / 1Z1 ^J_/ISJr Z^p /OIL/1 / 1Z1 j, 

mRNA 

1 1 ix vx i ji. 


NM 032280 


Homo ^anienq hvnnthetiral nrotein DKF7n761 T1 39 /T)KF7n7fi1 T1 39^ mRNA 


NM 032278 


Homo qanien*; hvnothetical nrotein T>'K'P7n < 547P089 miCF7nS47Pn89^ mRNA 


NM 032274 


Homo <?anien<5 hvnnthetiral nrntein DTlCF7nS47F079 nDTCF7nS47F079 > i mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp5 861021 (DKFZp5 861021), mRNA 


NM 032270 


Homo saniens hvnothetiral nrotein DKF7n58fiT1 1 19 iDKF7nSRfiT1 1 19^ mRNA I 
xxvixxu oaLyx^/iio xxypuui^ixuai jjiuiciu x>rivi ^opjouj i i xy ^iJivrZjpjouj x X xy) y xlX£\_LN/\ 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DKFZp434I099), mRNA 


NM 03996^ 

INXY1 VjiZUU 


Urtmn carvipnc "h^mrktViptiVal r»rr»tpir» riVF7rL41xiri1 1 8 fnTfEVrwll^nil 1 m p\IA 

jauixxu oapiciio nypumciicdi proiem ljiss^ /^,\jhjh\j i 1 o ^i_/ jsjt t^pHJ fui i o^, nixviN/v j 


NM fl^99A^ 
iNlYl UJZZOJ 


riomo sapiens nypoineucai protein iJJsJrZyp^jHiNiz/ ^JUJvrZ/p4J4xNiz/j, niKJNA 


NM A199£9 
INxVI UJZZOZ 


xiomo sapiens nypouiencai protein iJivrZ/p4j4iNuj j (iJxvrz J p4j4iNU3D > ;, mKiNA 


NMJB2257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 

mPNA 
niJtvLN/V 


"MM A199^£ 
XNiVx__U J ZZJ O 


riomo sapiens nypoineucai protein jJi\j < z J p4j4ivz4jD ^JuJM < z»p4j4is k z4jjj, 

mRNA 

IXXXvXN/\ 


NM fH995S 


nomo sapiens nypoineticai protein Jjisjrz.p4j4iiyji/ ^Jjivrz»p4j4iiyjuj, mKiNA 


NM 0329^4 


Homo canienc nvnntfiptiral r>rntpin TflC 1 P7r\A'\AV\ AO /T)T^F7r»xn£lF1 49^ mT?NA 


NM 032247 


Unmn <3ariif*nc l^^mntVlpH^•a1 nrnfpi'n T\lCV7r\A'XAVC\^ 1 0 rni^ F 7-nA r KAVCi ^ 1 
X1U1IXU bapiCllo liypULXlCllUal prUlClll lJx\T £jpHjHxj\JJ xy /^yHDHS2\fj 

mRNA 

XJl XX VX. T Jl 


NM 032242 


Homo <3anienQ hvnnthetiral nrntein DW^n^fid A 1 lf\ C\iY.V7r\' : \f\Ak 1 7^ mRNA 

AXVXIxvl oaLJlbXlo Ixy LyUlXlCUvaX pIULCIXl X^xSJ. £-i\JJ U*T/i. X /U ^L/XVX7 Z-i^J <J \J^rt\ X l\J)y IIXXVXNxA. 


NM 032238 


Homo QanienQ hvnnthetiral nrntein FT T9^41fi fPX T9^41 G\ mPNA 

-livXliv oaUiC/Xlo Xiy JJUUXClXWaX JpxUlClXl X^XvJZr«J*tXU \X:X-tJ^D t ^x\J)y XXXCVXN/\ 


NM 032235 


Homo sapiens hypothetical protein FLJ23138 (FLJ23138), mRNA 


NM 032234 


Hnmn caniern; hwinthptiral nrntein FT T9^0S0 (VI T9^n^0'i mPN A 

X1UXI1U octpiCXXo XiypUlilCLlOal pxOlClIx C UZJUJ7 ^FLjJZjUJ^j IIlXviN/V 


NM 032233 


Hnmn cn-ni^nc hT/nrkth*»tirQl nrntein FT T9^097 /FT T9^fi97^ mPNA 
XXUIllvJ od.pxCXla IiypUlXICUUal piUlClil X7i_yJZJUZ/ ^Tl^JZJUZ / J, IIXxvIN/tl 


NM 032999 


TTnmn cnnipnc h\mri+hp»tir»?il T^rr»t<*in FT T9977A /FT T9977^ rr»P "MA 

nuxiiu bdpicnb nypoineucai proiem rx^jzz / /*f ^rx-jzz / /4j, mivxNiv 


NM 032221 


Hnmn camVnc h-\mrkth/arif»a1 nrntein FT T991AQ (VX T99^/\Q^ mPN A 
±x\JllL\J od.pi CI 15 IiypOLIlClXOal piUlClil PX^JZZ JO" \T 1_>JZZ 3\jy) y IIlxviN A. 


NM 032213 


Homo saoiens hvoothetical nrotein FLJ21977 (FU2 19771 mRNA 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase 1(135 WDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLT20940 (FLJ20940), mRNA 



278 



WO 03/074654 PCT/US03/05028 



NM 032191 


Homo sapiens hypothetical protein FLJ14326 (FLJ14326> mPNA 


NM 032187 


Homo sapiens hvoothetical protein FIJI 4026 fFLJ14026^ mRNA 


NM 032186 


Homo sapiens hypothetical protein FLJ13964 (TLJ13964 > ) mRNA i 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 fFLJ13391 , > mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542 , 1 mRNA ! 


NM 032178 


Homo sapiens hypothetical protein FTJ 13291 fFLJ13291 > > mRNA ! 


NM 032175 


Homo sapiens hvnothetieal nrotein FT T1 9787 fFT T1 9787^ mRNA I 


NM 032174 


Homo sapiens hypothetical protein FT T1 2770 fFT J12770^ mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ12592 (FLJ12592), mRNA 


NM 032164 


Homo sapiens hvoothetical nrotein FT T1 9298 fFT T1 9908^ mRNA 


NM 032162 


Homo sapiens hypothetical protein FLJ1 1952 (FIJI 1952), mRNA 


NM 032155 


Homo saniens hvnothetiral nrotHn "DTc r F7 , n^47Tn04. rTY(CTi7'n^AlTCiQA\ mPXTA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo «5jmif*nQ fivnotVif»tif nl -nrntpin T^Tf TTyriZllzlfifi^O rTiVVVDAIAdnn^ *viPXTA i 


NM 032147 


mRNA 


NM 039146 


noiiio bd.picub nj'poineiiC/di proiein Ajjvrz.p'f o^i^i i/j similar to mouse Ario | 
(DKFZP434L1 123), mRNA 


NM 03914^ 


xiomo sapiens nypoineucai proiein JUJvrZ/p4JHt5i /z/ ^iJisa , Zvr^434i5l IZI), \ 
mRNA 


NM 032142 


numu bdpicixis nypoineut'ai proiein rJLJiUjDZ ^rl^JlUjjZ^, mKiNA [ 


NMJB2141 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 
mRNA 


NMJ)32140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NM 032135 


Homo <?am>n<! hvnothptiral rn-rrfpin riT^F7nzl^4T71 01 7 fT\irV7T>A1ATn 01 7^ 

mRNA 


NM 0321 34 


iauiiiu oapiciib iiypuiiiciivai protein ^jpHJHrvj 10 ^lJlvriLiA 4.54a UjIO), 
mRNA 1 


NMJB2131 


Homo sapiens hypothetical protein DKFZp434P0714 (DKFZP434P0714), 

mRNA 


NM 032130 


xAuiiiu adpiciib nypuiiiciiuai proiein iJi\Jrzjp L tj L +jvi id ^jL-'JSwxZ^Jl 4J4JU 1 1 JJ, niKJNA. j 


NMJ)32129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 
mRNA 1 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NM 032127 


xiuiiiu scipicjiis iiypuuicLKsd.1 proLCin iJrkJ7Z-pjOOiYiii/HO ^AylSJ < ^xDOOiYLlU40), \ 

mRNA 


NM 039196 


TTomo cnnipnc V\vr»ntV»ptipo1 -nrr^tpin TWT77Vt^f£zl TO/17 nT^WTV^^A 1(\AH\ r«DMA 1 

nuniu bapicnt> nypoineucai protein L/ssjr/jpDO^jyj^/ ^JJis^z*r j04jv4/J, mKJNA j 


NM 012174 


nuniu cxipicnb nypouiencai proiein uivr /jpj ohlj i j /o ^JJjsJrZ/lrDo4L/l j / oK I 
mRNA 


NM 019171 


nuniu bdpicnb nypoineucai proiein i^isjrz,pjo*fAvi*fz similar to implantation** 

nQQorintpH nmtpin fVl\CV>7r\S6AV 1 rvVDTsJA f 
dbbUOJclLCLl piutclll ^a^jVTZjPJO'tXvI'+Z^, ITUvLN/V j 


NM 012118 


nuiuu odpiciib jiyputncticdi protein r lj x/.yoo bimiiar 10 ivius museums JJJJVim^e 
rFTJ129S3» mRNA 


NM 032117 


Homo sapiens OA T nrotein TO A ft mRNA 1 


NMJ)32116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43) ? mRNA \ 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1 536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA | 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA | 
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NM 018385 



Homo sapiens hypothetical protein FLJ1 1301 (FU1 1301), mRNA 



NM 018064 



Homo sapiens hypothetical protein FLJ10342 (HJ10342), mRNA 



NM 017607 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPP1R12C), mRNA 



NM 015645 



Homo sapiens DKFZP586B0621 protein (CTRP5), mRNA 



NM 015528 



Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 



NM 015512 



Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 



NM 015426 



Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 



NM 015292 



Homo sapiens KIAA0747 protein (KIAA0747), mRNA 



NM 015236 



Homo sapiens KIAA0768 protein (LEC3), mRNA 



NM 015196 



Homo sapiens KIAA0922 protein (KIAA0922), mRNA 



NM 015112 



Homo sapiens KIAA0807 protein (MAST205), mRNA 



NM 015070 



Homo sapiens KIAA0853 protein (KIAA0853), mRNA 



NM 032308 



Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 



NM 004801 



Homo sapiens neurexin 1 (NRXN1), mRNA 



NM 001221 



Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
delta (CAMK2D), mRNA 



NM 015208 



Homo sapiens KIAA0874 protein (KIAAQ874), mRNA 



NM 032043 



Homo sapiens BRCA1 -interacting protein 1 (BRIP1), mRNA 



NM 032040 



Homo sapiens hypothetical protein DKPZp564K0322 (DKFZP564K0322), 
mRNA 



NM 032037 



Homo sapiens serine/threonine protein kinase SSTK (SSTK) a mRNA 



NM 032033 



Homo sapiens FKSG43 (FKSG43), mRNA 



NM 032032 



Homo sapiens FKSG42 (FKSG42), mRNA 



NM 032031 



Homo sapiens FKSG17 (FKSG17), mRNA 



NM 032029 



Homo sapiens FKSG87 protein (FKSG87), mRNA 



NM 032026 



Homo sapiens CDA1 1 protein (CDA1 1), mRNA 



NM 032024 



Homo sapiens CDA017 protein (CDA017), mRNA 
Homo sapiens AD037 protein (AD037), mRNA 

Hrnnn snnipnc AHn^fi nrntPi'n anO^ mT?>JA 



NM 032023 



nomo sapiens auuj / protein / j, mKJNA 

Homo sapiens AD036 protein (AD036), mRNA 

Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 



NM 032022 



NM 031956 



NM 031954 



Homo sapiens MSTP028 protein (MSTP028), mRNA 



NM 031953 



Homo sapiens MSTP043 protein (MSTP043), mRNA 



NM 031936 



Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 



NM 031934 



Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 



NM 031933 



Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 1, mRNA 



(WNT8A), transcript variant 1, mRNA 

Homo sapiens testis transcript Y 14 (TTY14), mRNA 
Homo sapiens testis transcript Y 13 (TTY13), mRNA 
Homo sapiens testis transcript Y 12 (TTY12), mRNA 



NM 031932 



NM 031931 



Homo sapiens testis transcript Y 12 (TTY12), mRNA 
Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 
Homo sapiens testis transcript Y 9 (TTY9), mRNA 

T T * . * * . *m ■*> mm ■ » ■ ■ ■ w - 



NM 031930 



NM 031929 



NM 031927 



Homo sapiens testis transcript Y 9 (TTY9), mRNA 

Homo sapiens testis transcript Y 7 (TTY7), mRNA 

Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPIT), mRNA 



NM 031926 



NM 031925 



NM 031924 



Homo sapiens radial spoke protein 3 (RSP3), mRNA 



NM 031917 



mi 031948 



NM 031908 



Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 
Homo sapiens marapsin (MPN), mRNA 



Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 



NM 031905 



NM 031889 



Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 
Homo sapiens enamelin (ENAM), mRNA 
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NM 079447 


xioino sapiens topoisomerase-Teiatea iuncuon protein **~z ^iivr^-z^, mrviNA 




xiomo sapiens giuianiaie ncn wu repeal protein vjxvyvj-/ ^urxs. wuy, iuiviNrv 


NM 031484 


Homo sapiens hypothetical protein MGC44 15 (MGC4415), mRNA 


NM 0T147Q 


xiomo sapiens nypotnencai protein JYiAjv^fOjo v.iVivjL/fOjo ), mKJNA 


NM 031474 


xiomo sapiens nypotnencai protein UisJr z,p /oiuiyij vUlsJr z«r /o l (j l y 1 3 


*MM 031466 


xiomo sapiens isuaaiooz protein ^iviuri_>T /j / mKlNA 


NM 03146*1 


Mnmrt cambric V»T/v\/\fV»e»tir»a1 r\-r/\+tt-i-»-i A/f/^lOl f\A 1 'JOfi/l^ wi'DXTA 

xiomo sapiens nypotnencai protein MvjOI 3zU4 v.mocij/U4J, mKJNA 


NM 031 464 


xioino sapiens nypoinencai proiem imljui izo / similar to noosomai proteni oo 
kinase flVIGC 11287^ mRNA 


NM 031459 


Homn <?am'pn<; <;^<dTin 9 ^SF5I9^ nVRNA 
xxyjixiKj oa^xviio ov^ouiii z. yvjiZAj^jj 1 1 irviN / v 


NM 031455 


Hnmo <?anien«? hvnnthetiral nrntpin DTirF7n7/ : 51 F941 frVK" F7P7fi1P94n mPTvTA 


NM 031453 


Hnmo 9ar>ien9 hvnnthefiral nrntpin MOPI 1 014 ^MOP1 1 01 4^ mPMA 


NM 031452 


ITnmo <;anien<? Tivrinthptiral nrntpin MfirP9S60 rMHP9 < i^n^ mPMA 


NM 031449 


Homo <5flnien<3 KTA A 1 r>rntpin /Tj'K'F7P761 T9 1 91^ mRNA 


NM 031447 


AAUlllU oapiCllt* IiypuiilCliV/dl piUieili IVAvJ^I jujj ^IVlVJv^l jUjj y, nilviN/v 


NM 031446 


norao sapiens nypoinencai protein riN/vo-iji ^JtiNAo-IjI niKJNA 


NM 031437 


Homo sapiens hypothetical protein MGC10823 (MGC10823), mRNA 


NM 031436 

IN 1VI U J 1 HJ o 


norao sapiens nypotnencai protein mvjUIUoiz (MvjLyiUoizjj mKJNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP5 6410422), mRNA 


NM 031430 


nomo sapiens rao mteracong lysosomal protein v KJLLr j, mKNA 


NM 03149^ 


xiomo sapiens nypotnencai protem jviLjdUolz (M(jCIUo12), mKlNA 


NM 031493 


xiomo sapiens nypotnencai protein jnu rzK. ^iNUrzJvj, mKlNA 


NM 031471 


xiomo sapiens nypotnencai protein uisJrZ/p*f DHrlKjl ij ^JUJSJrZ*r4o4rlUl 1 j) 7 
mRNA 


NM 031419 


nomo sapiens u/vda^aj receptor-associatea protem HKe l ^UAi5AJKAr.Ll J, 
mRNA 


MN/f 004637 


xiomo sapiens kajd /, memoer KAo oncogene tamily (KAd7), mKNA 


1N1V1 yjJlZoJ 


xiomo sapiens xiMu-oox transcnption iactor 1 Cr-3 (TCF-3), mRNA 


NM 031307 


xiomo sapiens nypotnencai protein rxvoLroz (rivo^jJzj, mKJNA 


NM 031305 


Homo sapiens hypothetical protein DKFZp564Bl 162 (DKFZP564B1 162), 

mRTSl A 


NM 031301 


xiomo sapiens nypotnencai protein A^JsJ H Z*pjo4jJU3 1 L ( k JJJsJ*z.rjo4DUj 

1 1 11 vl N IrL 


NM 031 90S 


xiomo sapiens nypotnencai protem mLrv^zyo j ^MOCZyoj ), niKiN A 


NM 031293 


Homo sapiens hypothetical protein DKFZp434G131 (DKFZP434G131), mRNA 


NM 0319Q9 


xiomo sapiens nypotnencai protein i^ivrAp4J4\jri4i j (iyisJ H /,r4i4Lri4ljj, 

iiirvi n r\ 


NM fill 988 


xiomo sapiens rAr-i Dinning protein (rArA-i ), mKJNA 




xiomo sapiens nypotnencai protein JL/JSJrZvp4j4x5iyj ^AJx^Zx4j4x5iyD j ;, niKJNA 


NM 030Q7? 


nomo sapiens nypotnencai protem jvivj^jjo4 ^JVivjODjony, mxvJNA 


NM 030Q01 


xiomo sapiens onactory receptor, iamiiy /, suDiamuy A, member l / (UK/A1 /), 
mRNA 

1A1AVA ^1 A 


NM 017990 


l-Tf>mo «nnii*n« Vivnntlif»fipa1 nrntpin T7T 11(1070 H7T 1100*70^ mPXTA 
AAwiiiv/ oupiciia iiypouiciiLai proiem jtjuj 1UV//7 ^x^j-rj L\J\j / y mxsJLNA 


NM 031219 


AAuiuu oapiciib iiypoLiiciiuai proiem \vi\j\-' L jLyv^T 1 lvxvjv^ 1 /.yxJH ), mxvJNA 


NM 031218 


Homo sapiens hvoothetical nrotein FUT 12488 (FLJ12488 1 mRNA 


NM 031214 


Homo sapiens hypothetical protein AF3 1 1 304 (AF3 1 1 304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit 5 (MGC3038), mRNA 


NMJJ30971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7 2) 
mRNA ' 


NMJ)30965 


Homo sapiens similar to sialvltransferase 7 (falnha-N-arptv1npnrami'rr»ri o i 

betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E 
(MGC3 1 84), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACAll mRNA 


NM_030958 


Homo sapiens organic anion transnorter polvnentidp-rplatpH Timtpin A 
(OATPRP4), mRNA 


|NM_030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037) mRNA 


|NMJ)30940 


Homo sapiens hypothetical protein MGC4276 similar to PG81 OR (Mnnd0i6\ 
mRNA ' 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso fHCLA-IS<T> mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28') mRNA 


|NM 030921 


Homo sapiens hypothetical protein DC42 (DC42) mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZd586K0717 (DKFTPSKfiKfm 7^ 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZd5 66 J091 (DKFZPS^TnQn ™rna 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668Y mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC 10731 fMGC1073n mRNA 


NM 030895 


Homo sapiens hypothetical protein HJ14129 (FLJ14129), mRNA 


NM .030891 


Homo sapiens leucine-rich repeat-containine 3 CLRRC3^ mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containine (TXNDr^ mRNA 


NM 030819 


Homo sapiens hypothetical protein MGC1 1335 fMGCl 1 33T> mRNA 


NM_ 030814 


Homo sapiens hypothetical protein GL012 (GL012^ mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3 178 fMGC3 1 7itt mRNA 


NMJ)30804 


Homo sapiens hypothetical protein DKFZr»434E2135 iDKF7P434F / mVi 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FU21007 (^021007^ mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 fNRBF-2^ mRNA 


NM 030795 


Homo sapiens stathmin-like 4 f STMN4). mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548") rnRNA 


NMJH8023 


Homo sapiens hypothetical protein FU10201 (TLJ1020n mRNA 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase suh^tratp 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 fPR02389"> mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 rPRO2730^ mRNA 


NM 025170 


Homo sapiens hypothetical protein FLJ12987 (FIJI 29871 mRNA 


NM 024681 


Homo sapiens hypothetical protein FU12242 fFLJ12242 , l mRNA } 


NMJ)24928 


Homo sapiens hypothetical protein FU22559 (FLJ22559) mRNA 


NM_0 17578 


Homo sapiens AKAP-bindine SDerm nrotein ronnorin rDKF7n4^4Rl 9?^ 
mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 ( APOL5), mRNA 


NM_024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCO 11 mRNA 

r v»**^» v A 4v\* Vvll WvAAAUll A wYs -IX 114- AAA-AAA £2 X V^yV^/ X Jy J IaXxINax 


NM 030621 


Homo sapiens helicase-moi (TCIAA0928) mRNA 


NM 030641 


Homo sapiens apolipoprotein L, 6 (APOL6), mRNA 


NM 025190 


Homo sapiens KIAA1641 protein (KIAA1641), mRNA 


"NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FU21603), mRNA 
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1 NM 024329 


Homo saniens hvnnthertefll nrnfpin \AC\C y A*kA'} Cl<AClC % A'\A'y\ mPNA 


NM 024087 


Homo saniens DTCF7PS64T 0869 nrntpin fnifFyPS^T ftRfvJ \ mPNA 


NM 030594 


Homo saniens cvtonlasmic nnlvarlpnvlfition plpmpnt Vymfhno' r\rntp»in fr^PlTRI i 

xxvynxv ija^i^uij wjr i\jyia.oill±\j ^j\jiy aLlClljf laLlx/Jx vl&lll&UL UiliUliig UIULCII1 lv/f 1j J_> 1 K 

mRNA 


NM 025084 


Homo sat)iens hvoothetical orotein FU22795 CFJ J22795^ m"RNA 


NM 025090 


Homo sapiens KIAA1453 Drotein (TCIAA1453^ mRNA 


NM 024939 


Homo sapiens hvnothetical orotein F02 1918 (FT T2 1 91 Jtt mRNA 


NM 024903 


Homo sapiens hypothetical orotein FIJI 4297 fFLJl 42971 mRNA 


NM_024793 


Homo sapiens KIAA0643 orotein (1CIAA06431 mRNA 


NM 024718 


Homo sapiens hypothetical orotein FLJ10101 TFLJ10101 1 mRNA 


NM 015652 


Homo sapiens DKFZP564P1916 protein (DKFZP564P19161 mRNA 


rNM_025189 


Homo sapiens hypothetical protein FLJ13659 (FLJ13659), mRNA 


NM 025021 


Homo sapiens KIAA06 1 6 orotein (KIAA06 1 6) mRNA 


NM 025010 


Homo sapiens KIAA0795 orotein (XIAA07951 mRNA 


NM 024894 


Homo sapiens hypothetical protein FLJ14075 (FT Jl 407^1 mRNA 


NM 024840 


Homo sapiens hypothetical protein FLJ1 3590 (FT T1 ^S901 mRNA 


NM 022782 


Homo sapiens M-phase phosohoorotein 9 (MPHOSPH9 1 mRNA 


NM 017558 


Homo sapiens hypothetical protein DKF7n434T 0850 (DK'F7n414T 0R5M 
mRNA 


NM 030580 


Homo sapiens hypothetical protein MGC1 0520 (TUfin 0S90^ mRNA 


NM 025195 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hvnothetical orotein FT Tl 9970 (FT T19970^ mPNA 


NM 030577 


Homo sapiens hvnothetical orotein MHPl ft99^ (A/fnPinOQ^^ -mPNA 


NM 030576 


Homo «?anienQ Vivnntfiptipnl nrntpi-n A/fr5P1 OQS^ rNyfnrM OOS^ *«PXTA 


NM 030575 


Homo sanieni hvnothptirnl -nrntpin AyfrJPI O^^il fK/fnC^I (\11A\ mPXTA 


NM 030572 


Homo sanierK hvnothetical nrntpin lvf(tP1 0QAf% rkAClCI (\QAfi\ mPM A 


NM 030571 

I X i XT JL. w V *S / x. 


Homo Sflniens hvnothetical nrntpin A/f(rP1 009J. c-imilnr fr» "hi-n/lin/T 

protein 5 (MGC1 0924) mRNA 


NM 030569 


Homo sapiens hypothetical protein MGC10848 (MGC1084Ri mRNA 


NM 030568 


Homo sapiens hypothetical orotein MGC1081 8 (MGC1 081 8 1 mRNA 


NM 030567 


Homo sapiens hypothetical protein MGC 10772 (MGC10772i mRNA 


NM_025164 


Homo sapiens KIAA0999 protein (KIAA0999), mRNA 


NM 025132 


Homo sapiens KIAA1638 protein (KTAA1638^ mRNA 


NM 024668 


Homo sapiens hvnothetical orotein FT T909RR (FT T909RS^ mPNA 


NM 024547 

1 X vx* •■✓f / 


Homo sapiens KTAA0467 orotein (TCTAA04fi7i mPNA 


NM 018418 


Homo saoiens hvnothetical nrotein (TTSry-3 1 i mPNA 


NM 025182 


Homo saniens hvnothetical nrotein FT T1 1 ^60 (FT T1 1 S^ft i mPNA 


NM 025168 


Homo saniens T AP (lencine-rirh renpntQ anrl PFi7 1 nnH r»r\ PTi7 nrrtfpin /T ATJOi 

mRNA 


NM 025081 


Homo sapiens KIAA1305 protein (KTAA1305 1 mRNA 


NM 024750 


Homo sapiens leucine-rich reneat-containine 2 (I.RRC? i mRNA 


NM 025266 


Homo sapiens hypothetical protein MGC2780 (MGP2780 1 mRNA 


NM 025265 


Homo sapiens hvnothetical nrotein MClCJllfi (A/T(rP97'7 fC\ mPNA 


NM 025264 


Homo sapiens hvnothetical nrotein A/TGP94S4 (M(rP9dS4 1 mPNA 


NM 025247 

X 1 » \f -mm +m mm I / 


Homo sani ens hvnothetical nrotein KirrPS^OI (MTJP^601i mPNA 


NM 025246 


Homo sapiens hypothetical protein MGC3295 (MGC3295), mRNA 


NM 025234 


Homo sapiens recombination protein REC14 (REC14), mRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 



283 



WO 03/074654 



PCT/US03/05028 



NM 025197 


Homo saoiens hvoothetical nrntpin FT T1 "\(\fS\ similar tr» PiTR^ anrivatrM\.VimHina 

protein C53 CFLJ13660, mRNA I 


NM 025187 


1 Homo sapiens hypothetical orotein FLJ12076 (FLJ12076i mRNA 1 


NM 025184 


1 Homo sapiens hvDothetical nrotein FLJ22843 fFLT2284^^ mRNA 


NM 025181 


1 Homo sapiens hvoothetical orotein FLJ22004 (FT J22004 • mRNA ' 


NM 025163 


1 Homo sapiens hypothetical Drotein FIJI 2768 TFT T1 2768^ m PNA 


NM 025159 


1 Homo sapiens hypothetical orotein FLJ1 1 577 (FIJI 1 S77^ mPNA i 


NM 025157 


1 Homo sapiens hvoothetical orotein FLJ23042 (FT J23042 i mRNA 


NM 025155 


1 Homo sapiens hvoothetical orotein FIJI 1848 fFT Jl 1 84 $\ mRNA ! 


NM 025152 


1 Homo sapiens hypothetical orotein FLJ12660 fFT Tl 2660^ mRNA 1 


NM 025150 


I Homo sapiens hypothetical orotein FLJ1 2528 (FT J 12528^ mRNA 


NM 025147 


1 Homo sapiens hypothetical orotein FLJ13448 (FT Tl 34481 mRNA 


NM 025146 


1 Homo sapiens hypothetical orotein FLJ13 1 94 (FT Tl 3 1 94 1 mRNA 1 


NM 025145 


1 Homo sapiens hypothetical orotein FLJ22944 fFT T229441 mRNA f 


NM 025143 


1 Homo sapiens hypothetical orotein FLJ20856 (FIJ208S61 mRNA \ 


NM 025140 


1 Homo sapiens hypothetical orotein FLJ22471 (FLJ22471 1 mRNA 


NM 025139 


I Homo sapiens hypothetical orotein FLJ12584 (FLJ12584i mRNA I 


NM 025134 


1 Homo sapiens hypothetical orotein FLJ1 2 1 78 (FIJI 2 1 78 • mRNA 1 


NM 025133 


1 Homo sapiens hypothetical orotein FLJ12673 (FU12673 1 mRNA ! 


NM 025130 


1 Homo sapiens hypothetical protein FLJ22761 (FLJ22761i mRNA i 


NM 025129 


1 Homo sapiens hvoothetical orotein FT T27688 (FT T226R8i mRNA " 1 


NM 025118 


1 Homo sapiens hvoothetical orotein FLU 3310 (FT Tl 33 1 0 1 mRNA 1 


NM 025115 


1 Homo saoiens hvoothetical orotein FT T23263 (FT T73263 1 mPNA ii 


NM 025113 


1 Homo saoiens hvoothetical orotein FT T?1 S62 (FT T9 1 Sfi? 1 ™vrna I 


NM 025112 


Homo saoiens hvoothetical orotein MOP1 1 ^4Q (A/rnr 1 ! 1^4.0 1 mPWA ! 


NM_025108 


Homo saoiens hvoothetical orotein FT Tl ^QftQ (F7 T1 ^OOOi mPNA I 


NM 025107 


Homo sapiens hvoothetical orotein FLJ2 1 269 (FT T7 1 26Q i mRNA 


NM 025105 


Homo sapiens hvoothetical orotein FT T1 2409 (FT T1 2400 1 m"RNA \ 


NM 025104 


Homo sapiens hypothetical orotein FT Jl 3087 (FT Tl 30R7 • mRNA i 


NM 025103 


Homo saoiens caoillarv momhopenp^'*; nmtpin 1 CPMnn mT?NA I 


NM 025100 


Homo sapiens hypothetical orotein FLJ12294 (FT Tl 2294 1 mRNA 1 


NM 025093 


Homo sapiens hvoothetical orotein FLJ1 1 827 (FT Jl 1 8771 mRNA 1 


NM 025092 


Homo sapiens hvpothetical orotein FLJ22635 (FT T7263S i mRNA 1 


NM 025088 


Homo sapiens hypothetical orotein FLJ13241 (FLJ1 3241 1 mRNA ! 


NM 025087 


Homo sapiens hypothetical orotein FTJ2151 1 (FT T21 SI 1 1 mRNA I 


NM_025082 


Homo sapiens hypothetical protein FIJI 3111 (FLJ1 3 1 1 1 1 mRNA 


NM 025075 


Homo sapiens hypothetical protein FLJ23445 (FLJ23445 # mRNA 1 


NM_025074 


Homo sapiens hypothetical orotein FO2203 1 (FLJ2203 1 1 mRNA 


NM 025073 


Homo sapiens hypothetical protein FLJ2 1 1 68 (FLJ2 1 1 68 1 mRNA ' 


NM 025071 


Homo sapiens hypothetical protein FL Jl 2190 (FLJ 1 2 1 90 1 mRNA ' 


NM 025069 


Homo sapiens hypothetical orotein FLJ14299 (FT T14299i mRNA 

'Vr *" wvwt l^xv^ivxix x JjJi*tJ«7y XfJ K | J 1 fx 1 N /A j 


NM 025067 I 


Homo saoiens hvnothftiftfll nrntf»in FT T141 0/> (FT T1410^ mP XI A j 


NM_ 025064 


Homo sapiens hvoothetical orotein FT T23604 (FT T93604 : i mRNA 


NM 025063 


Homo sapiens hvoothetical orotein FT T23S^O (FT T93SS0i mRNA 


NM 025059 


Homo sapiens hypothetical protein FLJ23305 (FLJ23305), mRNA i 


NM 025057 


Homo sapiens hypothetical protein FLJ23 1 89 (FLJ23 1 89), mRNA 


NM 025056 


Homo sapiens hypothetical protein FLJ23 1 85 (FLJ23 1 85), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 | 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA | 
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XTA/f A9<A4^ 
INJYL UZ J U4D 


TT-,^^ nnm'onc liirr\rt+1<»<a-f*/»»»1 «rA+ai*» TTT T9 O C Q 9 /TTT T99 Q9^ m D\TA 

nomo sapiens nypotneucai protein pJLJZZjoZ (Jtljzzdozj, mKNA 


INJVl UZOUJ1 


nomo sapiens nypotneucai protein jtjljziu/j (rLJZiu/jj, uikjNA 


lNiVl \JZJ\Jj\) 


TTnntn vnnionp l*nrr-w^+l-»<a+tr»/»1 nmtaiM T?T T9AA99 ACT T9AQ99\ m T)\TA 

Homo sapiens nypotneucai protein rLJZuy /z (rLJZuy /zj, mKJNA 


INlVl UZ3UZ0 


TJT/\*v»rv CQm'onc Viim/\tVkoftoo1 •v-im+aiv* T7T T1 /I 1 AT /TTT T1 A 1 A9\ iy»D\TA 

Homo sapiens nypotnencai protein rLJ I4iu / (rJ-j i4iu f) 9 niKjNA 


XTA/T A9<A9C 


TT ~ nnnian r» V«t Mftilialin/il + _ T?T T1 A 1 AA /T7T T1 A 1 AA\ __T> XT A 

Homo sapiens nypotneticaj protein JrLJ 141 UU (rLS 14100}, rnKNA 


XTN/f A9<:A9/i 

JNiYl UZjUZ4 


Homo sapiens nypotnencai protein rJU 140oz (JbLJ 140oz), mRNA 


xta/f A9^A9Q 

INiVL UZJUZ3 


Homo sapiens hypothetical protem rU l4Uoy (rLJ 14U69), mKNA 




Homo sapiens HKeiy ortnoiog 01 mouse tubulin alpna 4 (rLJ 1 jy4U), niKINA 


INlVl UZJulZ 


Ur»TV\ft nnntann \ll m f Vl Q +1" o 1 «rA+ai'n TjT Tl *2*7/CA /ITT T1 IT/I^ __T> XT A 

Homo sapiens nypotnencai protein rJLJio /oy (rLi l J /oyj, mKJNA 


"vn\/f a9<^aao 

INlVl VZDVVy 


Homo sapiens nypotnencai protein rLJl JoZl (rUlJozl), mKJNA 


XTA/T A9<AAQ 


Homo sapiens nypotnetical protein rU 13 !>44 (rU 13544), mKNA 


xnvr no^nn^ 

iNlVl 


Homo sapiens nypotnencai protem jpj-J 13 j /3 ^ru 1 33 /3), mKJNA 




T-TrkTi-ir* eonipne V»t7«rkt'hc» final i-kr-rv+oi-n TTT T1 lOl ^ ACT Tl 101 £\ v^DXT A 

Homo sapiens nypoinencai protem jtjlj 13ZIj (pJ-J13Z1 j ) f mKJNA 


xtim no^nni 


xiomo sapiens nypotnencai protem r lj 13100 (rui3iooj, mKJNA 


J.NJ.Y1 V/ZJV/uZ 


TJnmn cani/>nc Vi\motVi^ftpol rvr/^tp»-in TnT Till f\0 ATT T1 11 /^9^ -n-»T>XT A 

xiumo j>dpienb nypuujeut/di proiem rLij lj ioz ^jtjUJ i j ioz^, mJKiNA 




TJrt m A conionc Vt-\rr>rvtV^£»fir>al r\rrt+am TTT T1 11 Hs ATT T1 Q 1 AC\ w»T>"\TA 

nomo sapiens nypomencai protem fl,j id iuj (ru 13 iid 7, mKJNA 


1/N1Y1 V/ZJUvU 


xiomo bdpiens nypouieucai proiem rJLJ 1 jvjyo yri^j l juyoj, mKiNA 


MM 094007 

INJVl V/ZH-y^ / 


T-Tr\rr»n conipnc Vn/nf\tl-»<*tir»ol -r»t*r»t<»'i-n TTT Tl ATT T19/^AQ\ rv»T?XTA 

xiomo sapiens nypotnencai protem flj izooo v.r.LJ izooo mKJNA 


iNivi vzHyyj 


Homo sapiens nypotneucai protein rU izooo (rJU iz^ooy, mKJNA 


xiA/f no/iooo 
injvi uz4yyz 


Homo sapiens nypotnencai protein rLJlzM/ (rUlZD4/), mKNA 


MM A9i4G80 


Homo sapiens nypotnencai protem rJLJiz3 / / (rJU 1Z3 / /), mKiNA 


JNM Uz4yoo 


Homo sapiens nypotnetical protem FU 123 5 5 (FIJI 235 5), rnRNA 


XTTV/f AO/IOQ/C 

JNM UZ4yoO 


UAmn nnniaHn liimn^tm^nnl ■ ■ ■• .-■ -f-i-> ■ ■ ■ TTT T1 Oil 1 /TTT T 1 OTO IN „"OXTA 

Homo sapiens nypotnetical protein rJLJ 12331 (JbU 12331), mKNA 


XTA/f A9/1AQA 


TT nnntivnn ltirv>y\lti/v^iAn1 m«*vs.«-a.I«« TTT T1 01 11 /TTT T111T)\ T)XT A 

Homo sapiens nypotnetical protein rl_Jlzl3z (rUlzl3z), mKNA 


XTA/f A9/iQ9Q 


TTArttA r>fyr^i^r>n l^mAiVtafinnl _ TTT TlOtT) ATT T1 O 1 00\ — ,T>XTA 

Homo sapiens nypotnencai protem riiJizizz (rUlzizz), mKJNA 


XTA/f A9/1Q9S? 
JNJVl UZ4y/o 


Homo sapiens nypotnetical protem rLJIZlZl (rUlzlzl), mKJNA 


ATM A9AQ71 
1NW1 UZ*f y / 1 


Homo sapiens nypotneucai protem ri_j 1 1 /zo (JrLJ 1 1 /zoj, mKJNA 


MM mAQlft 


T-T/vmrk ooniono V\Tn-»/\fV»<»fir»ol Y-«T-/^f TTT Tl 1*799 ATT T 1 1 999\ rnD\T A 

Homo sapiens nypotnencai protem rLJ 1 1 /zz (rL,j 1 1 /zzj, mKJNA 




Uatvia nmiA-nn l«mA+Ua^n«l ——^f TTT T1 1 9A1 ATT T1 1 '7A'3\ _,T>\TA 

Homo sapiens nypotnencai protein rLJ 1 1 /03 (rU 1 1703), mKJNA 


INJVl uz4yoo 


Uawia nnm'nvin lii m A+linflnnl _ _ _ TTT T1 1 COO /TTT Tl 1 CflO\ ■ ■ , T? XT A 

Homo sapiens nypotnencai protem rJUi ljyo (rU 1 l^yo), mKNA 


XTA/T A9/1Q/C1 


TT „ t., — 4-1*— 4J«_1 TTT T1 1 /TTT T1 1'5'7A\ _^.T-> XT A 

Homo sapiens nypotnetical protem rU 113/0 (rJLJ 1 1370), mKNA 


XTA/f A9/1Q<A 

JNM UZ4yjy 


Homo sapiens nypotnetical protein rUzzz33 (rJLJz2z33), mKNA 


XTA/f A9/1AC'7 

INJVl UZ4y!>/ 


TT _„ _ 1__ _ _4.l. __1 TTT TTI^O/T /TTT TOO /I O O XT A 

Homo sapiens nypotnencai protein ^LJzzooo (rLJzzooo), mKNA 


XJM A9AG5^ 


TT ntvln onv%iAnr> ViimA+liafionl „ „ „. f ... " „ TTT T90 099 ACT T9'2'3 99\ — «T> XT A 

Homo sapiens nypotnencai protein rJLJZ33ZZ \rLjJ.552.i) > mKJNA 


XTA/f A9/1Q<T/1 
INM UZ4i04 


Uavma Wi«-».i-i+l-» ««1 «Mfai«i TTT T1 1 OAT /TTT T1 1 OA7N _-T>XT A 

Homo sapiens nypotnencai protem rLJ 1 1 oU / (rLJ 1 1 o0 /), mKJNA 


XJM CiOAO^O 


UArVlA Plrtianc l-iir»-v*-v+T-t£»4~!oo1 TM-Afoin ITT TO ADCH ATT T9HO^A\ ^v»"D XT A 

Homo sapiens nypotnencai protem rLJZuyjU (rLJZuyDU), mivJNA 


XJM O/mqca 


nomo sapiens nypotnencai protein ri^j izoy l (rU izoy l ) 7 mjtviNA 


XJM A9A04Q 


Untnn ponifln er Itin'wvtl-iA'h'/s'il rifAtam TTT T99A9Q ATT T99A9Q'\ mT?XTA 

Homo sapiens nypotnencai protein rLJZZUzy {rLJZZVZy), mKJNA 


MM 09idQ4R 


Homo sapiens nypotneucai protein rLJ i jjy / \tlj 133^ / ), mivtNA 


XJM CilAQAZ 


T-T/vt-rir» onniotin V»1 rv\s\4- V* r\n 1 a+qi'« TTT T9 1 7AA ATT T91TQQ\ ♦v-i'DXTA 

Homo sapiens nypotnencai protein rLJZi /yy (rLJZi /yy), mKiNA 


XJM H9/1Q2K 


TJfVmrk Ponionc Vii r»-\/^fVi r>o 1 ni*/\fam TTT T19QQ0 ACT T 1 9 Q Q Q\ -mTJXTA 

Homo sapiens nypotnencai protem rLJizooo (rLJ izooo), mKJNA 


XTA/f A9/1Q/11 
INIVL UZ4y4i 


Homo sapiens nypotneucai protem rLJ23z35 (rLJ23z3D) } mKJNA 


XTA/f AO /I CM A 
JNM UZ4i/4v/ 


TJ_„ _ _ _ ' _ »-«.^4.'L, y-w*~I TTT TO 1 AO A /TTT T0 1 AT /1\ __T) XT A 

Homo sapiens nypotnetical protein rLJZ1034 (rLJ 21 034), mKNA 


XTA/f AO/ion 
INM UZ4y3/ 


TT A -Mrx <->n- M ^a.. M n V.- « n.4-V. A 4-I MM 1 M .»4 n ^ TTT T10HOA /TTT T10AOAN m T)\TA 

Homo sapiens nypotneucai protein FLJ 12929 (FLJ 12929), mKJNA 


MM 024Q^6 




NM 024929 


Homo sapiens hypothetical protein FLJ23 1 12 (FLJ23 1 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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NM 024916 


| Homo sapiens hypothetical protein FLJ22814 (FIJ22814). mRNA 


NM 024915 


| Homo sapiens hypothetical protein FLJ13782 (TU13782\ mRNA 


NM 024913 


| Homo sapiens hypothetical protein FLJ21986 (FLJ21986). mRNA 


NM 024912 


| Homo sapiens hypothetical protein FLJ14327 (FLJ14327). mRNA 


NM 024910 


Homo sapiens hypothetical protein FLJ12700 (FLJ12700), mRNA 


NM 024902 


j Homo sapiens hypothetical protein FU13236 (FLJ13236), mRNA 


NM 024901 


| Homo sapiens hypothetical protein FLJ22457 (FLJ22457), mRNA 


NM 024899 


1 Homo sapiens hypothetical protein FU12542 (FLJ12542), mRNA 


NM 024895 


1 Homo sapiens hypothetical protein FLJ23209 (FLJ23209), mRNA 


NM 024892 


1 Homo sapiens hypothetical protein FIJI 1700 (FUl 1700), mRNA 


NM 024891 


1 Homo sapiens hypothetical protein FIJI 1783 (FIJI 1783), mRNA 


NM 024888 


J Homo sapiens hypothetical protein FIJI 1535 (FLJ1 1535), mRNA 


NM 024887 


| Homo sapiens hypothetical protem FLJ13102 (FLJ13102). mRNA 


NM 024884 


1 Homo sapiens hypothetical protem FLJ12618 CFU12618). mRNA 


NM 024883 


1 Homo sapiens hypothetical protem FLJ22202 (FLJ22202), mRNA 


NM 024881 


1 Homo sapiens hypothetical protem FLJ14251 (FU14251), mRNA 


NM 024876 


I Homo sapiens hypothetical protein FU12229 (FU12229), mRNA 


NM 024875 


Homo sapiens hypothetical protem FLJ12921 (FLJ12921), mRNA 


NM 024872 


1 Homo sapiens hypothetical protem FLJ22570 (FLJ22570). mRNA 


NM 024871 


Homo sapiens hypothetical protein FU12748 (FIJI 2748) mRNA 


NM 024869 


I Homo sapiens hypothetical protein FLJ14050 (FU14050), mRNA 


NM 024868 


| Homo sapiens hypothetical protein FLJ14124 (FLJ14124V mRNA 


NM 024866 


Homo sapiens hypothetical protem FU21 135 (FU21 135), mRNA 


NM 024865 


Homo sapiens hypothetical protem FLJ12581 (FLJ12581). mRNA 


NM 024863 


i Homo sapiens hypothetical protein FLJ21 174 (FLJ21 1 74^ mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FLJ13962) mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 


NM 024855 


Homo sapiens hypothetical protein FU12785 (FLJ12785). mRNA 


NM 024854 


Homo sapiens hypothetical protem FLJ22028 (FLJ22028) mRNA 


NM 024852 


Homo sapiens hypothetical protein FLJ12765 (FLJ12765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458) mRNA 


NM_024849 I 


Homo sapiens hypothetical protein FU14126 (FLJ1412tf> mRNA 


NM 024846 1 


Homo sapiens hypothetical protein FLJ1 1710 (FIJI 1710), mRNA 


NM 024845 


Homo sapiens hypothetical protein FLJ14154 (FLJ14154), mRNA 


NM 024844 


Homo sapiens hypothetical protein FLJ12549 (FLJ12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FU234621 mRNA 


NM_024838 


Homo sapiens hypothetical protein FU22002 (FLJ22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FLJ13081 (FLJ13081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FU23506), mRNA 


NM 024830 | 


Homo sapiens hypothetical protein FLJ12443 (FLJ12443 > > mRNA 


NM 024829 | 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM_024828 


Homo sapiens hypothetical protein FLJ13657 (FLJ1365T* mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237) mRNA 


NM 024826 


Homo sapiens hypothetical protem FLJ21 159 (FLJ21 159), mRNA 


NM 024825 ) 


Homo sapiens hypothetical protein FLJ23447 (FLJ23447) mRNA 


Mvf 024824 


Homo sapiens hypothetical protein FLJ1 1 806 (FLJ1 1 806) mRNA 


NM_024823 


Homo sapiens hypothetical protein FLJ21596 (FU21596) mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349) mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 1 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710) mRNA 
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XT> K AO A O 1 A 

INM 0248 14 


TT — .^.« * V 1 1 »• -1 . • T">T TOO 1 Of* /TIT TOO "1 Art\ ri\T A 

Homo sapiens hypothetical protem FLJ23109 (FLJ23109), mRNA 


JNM U248U2 


TT_ * V_ . m * . t i. _ * l <f 1 y/\ /TT TO * O T"*"VT A 

Homo sapiens hypothetical protein FU21369 (FLJ21369), mRNA 


JNM U24o01 


TT ' 1__ if i ' I i <if TO 1 ^ ^ 1 XI*'!' TO "1 f £• 1 "\ T\\T 4 

Homo sapiens hypothetical protein FU21551 (FLJ21551), mRNA 


JNM U24ouU 


Homo sapiens hypothetical protein FLJ23495 (FLJ23495), mRNA 


XTAyf AO /I TOO 

JNM Uz4/y8 


TT 1- _ il i • 1 i • T">T T< O fl^O HOAfO\ T\ "VTA 

Homo sapiens hypothetical protein FLJ13952 (FIJI 3 952), mRNA 


TvTrVvT AOv1*7A>l 

iNM 1)24794 


TT- _ J _ 1__ _ _ a.1— i * "1 _ A_ * FT TOO j4 /\ O /TT'T TO O >t O 0\ TV "XT* 

Homo sapiens hypothetical protein FLJ22408 (FLJ22408), mRNA 


JNM U24/yz 


Homo sapiens hypothetical protem FLJ22282 (FLJ22282), mRNA 


XTK It AO /I OA 1 

NM U24/91 


Homo sapiens hypothetical protein FLJ22756 (FLJ22756), mRNA 




TJT — - j ^» 1-, -. . . 1 1 i * ,-, 1 j. _ ? T?T TOO /IAA /T?T TAA /I AA\ ~k t A 

Homo sapiens hypothetical protein FU22490 (FU22490), mRNA 


"MTV/T AO/IOOO 

JNM U24/00 


Homo sapiens hypothetical protein FLJ21062 (FU21062), mRNA 


XT*. K AOvlOOO 

NM 024787 


Homo sapiens hypothetical protein FLJ12526 (FLJ12526), mRNA 


XTN/f AO/tOO/C 

IMM 024/00 


Homo sapiens hypothetical protein FLJ13 153 (FLJ13153), mRNA 


INM 024/O j 


Homo sapiens hypothetical protein FLJ22746 (FLJ22746), mRNA 


XTTV/f AOvlOQQ 

JNM 024 /oi 


Homo sapiens hypothetical protem FU23 598 (FLJ23598), mRNA 


JNM 024 /o2 


TT _ „ " 1. . . . A"L A. 1 ^ T _.. j ■ T"*T T 1 O 1 /\ /T~*T T i O y 1 /> V t» "v t a 

Homo sapiens hypothetical protem FLU 2610 (FLJ12610), mRNA 


xnv/f AO/1001 
iNM 024/cl 


Homo sapiens hypothetical protem FU23594 (FLJ23594), mRNA 


XTA/f AO/IOOO 

INM 024 //y 


Homo sapiens hypothetical protem FU22055 (FLJ22055), mRNA 


INM UZ4//0 


tlAtMA t>« mn4'L«ijn«1 -- J. - ' . . T?Y TO O £. 1 O /T7T TO O ^ 1 O \ T»\T A 

Homo sapiens hypothetical protein FJLJ22612 (FLJ22612), mRNA 


XTA/T AO/100£ 

INM 024 //0 


T T , ■ , , ,-, 1 -i-t- - m' _ -1 » _ * T?T TO 1 1 A f\ ft ' * I' TO 1 "1 jl /\\ T"k "VTA 

Homo sapiens hypothetical protein FU21 140 (FU21 140), mRNA 


JNM 024 //4 


TT AW , ~ — . , * _ T_ _ ^ A"L* — aJ ». a1 A— T7T TO 1 Alii /TT*T TO "f OO A \ T\ "VTA 

Homo sapiens hypothetical protem FU21924 (FU21924), mRNA 


XTA/T AO/IOOA 

JNM 024 //0 


TT r , i i ,-. _ - i.L —±1 _ _ *1 A_^„ T7T T1 1 f\ Ci A /T^T T 1 O /\ O A \ T* "VTA 

Homo sapiens hypothetical protem FU13984 (FIJI 3984), mRNA 


NM 024/00 


Homo sapiens hypothetical protem FU12057 (FLJ12057), mRNA 


"XTA /T AO /! HUC 

NM 024766 


Homo sapiens hypothetical protem FLJ23451 (FLJ23451), mRNA 


NM 024765 


Homo sapiens hypothetical protem FU12401 (FLJ12401), mRNA 


NM 024764 


Homo sapiens hypothetical protem FLF14298 (FLJ14298), mRNA 


NM 024/61 


Homo sapiens hypothetical protein FLJ13204 (FLJ13204), mRNA 


XTTV/f AO/fOCfl 

NM U24/59 


Homo sapiens hypothetical protein FU13955 (FLJ13955), mRNA 


X7Tv>r AO/loco 
NM 024757 


Homo sapiens hypothetical protem FLJ12879 (FLJ12879), mRNA 


XTN /f AO/IOC/T 

NM 024/56 


Homo sapiens hypothetical protem FIJI 3465 (FIJI 3465), mRNA 


NM 024755 


Homo sapiens hypothetical protem FLJ13213 (FLJ13213), mRNA 


xnv yf ao An 
NM 024/53 


f T in in n i-i ? — 1 ,/* < j • T'T Y1 1 AC*n /TOT Tl *t A ^^T\ »\VT A 

Homo sapiens hypothetical protein FIJI 1457 (FLJ1 1457), mRNA 


NM 024751 


Homo sapiens hypothetical protem FU13273 (FLJ13273), mRNA 


NM 024 /4o 


TT n in i-> ? — 1- _ - _ Al_ - - — . — 1 l ' TIT V 1 1 O f\ /*T"^T T 1 < ^ O ON ~V T A 

Homo sapiens hypothetical protein FLJ 1 1539 (FLJ1 1539), mRNA 


NM 024/4/ 


T_T r-i ■ ■» -» ^ n a 1 a» T_ il _ j • 1 . • T»T TO O ^ /\ /TPT TO O f t\ 1 \ T» "VTA 

Homo sapiens hypothetical protem FU22501 (FLJ22501), mRNA 


XTA/f AO/IO/K 

NM 024/45 


Homo sapiens hypothetical protein FLJ22009 (FLJ22009), mRNA 


XTA/f AO/IOvil 

NM 024/43 


Homo sapiens hypothetical protein FU21934 (FLJ21934), mRNA 


XTA/f AOvlOlO 

NM 024 /3o 


Homo sapiens hypothetical protein FU21415 (FLJ21415), mRNA 


NM 024/36 


TT n ■ ■ n >^ _ _ J _ ^_ 1_ _ i"l _ j* *| j ■ ■yT T 1 O 1 C i\ S\ ^T T 1 O -t ^/\\ T** "V T A 

Homo sapiens hypothetical protein FU12150 (FLJ12150), mRNA 


NM 024/35 


TT.n in « f-i 1«« r i i — — A~I A 1 _ J " T~?T TO O A TT /T^T TO O A TT\ TTf "V T A 

Homo sapiens hypothetical protein FU22477 (FLJ22477), mRNA 


XTA/T AO/fO*5/1 

NM 024/34 


Homo sapiens calponin like transmembrane domain protein (calmin), mRNA 


NM 024733 


Homo sapiens hypothetical protein FLJ14345 (FLJ14345), mRNA 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


xnvjf Ao>non 

NM 024729 


TT — — _ " »_ _ _ ll A • 1 . « 1^1 ^ ft ft nl /f 1 ■ T1 ^1 ft ft 41 X -^"nk "V T 1 

Homo sapiens hypothetical protein FUl 3 881 (FLJ13881), mRNA 


NM 024728 


Homo sapiens hypothetical protein FIJI 1 808 (FLJ1 1 808), mRNA 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


■v TK K AO A *"JO A 

NM 024724 


Homo sapiens hypothetical protein FLJ22332 (FLJ22332), mRNA 


NM_024721 


Homo sapiens likely ortholog of mouse zinc finger homeodomain 4 (FLJ20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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NM 024710 


1 Homo sapiens hypothetical protein FLJ23469 (FLJ23469) mRNA 


NM 024708 


| Homo sapiens hypothetical protein FU22551 (FLJ22551V mRNA 


NM 024707 


1 Homo sapiens hypothetical protein FU13956 (FLJ13956) mRNA 


NM 024706 


| Homo sapiens hypothetical protein FIJI 3479 (FIJI 3479V mRNA 


NM 024704 


1 Homo sapiens hypothetical protein FLJ23045 (FLJ23045) mRNA 


NM 024702 


1 Homo sapiens hypothetical protein FLJ13841 (FU13841) mRNA 


NM 024699 


I Homo sapiens hypothetical protein FLJ14007 (FIJI 4007) mRNA 


NM 024697 


1 Homo sapiens hypothetical protein FU22419 (FU22419) mRNA 


NM 024696 


1 Homo sapiens hypothetical protein FLJ23058 (FU23058) mRNA 


NM 024694 


1 Homo sapiens hypothetical protein FLJ23 121 (FLJ23121) mRNA i 

I i » * * w f v «*aav*»aw»aa pi vivin x JUv J 1 a< 1 yX J— S*/ AW -J X *£* A J y x 1 JJLX^L 1 Ax. 1 


NM 024691 


1 Homo sapiens hypothetical protein FLJ23233 (FLJ23233) mRNA i 


NM 024685 


1 Homo sapiens hypothetical protein FLJ23560 (FLJ23560) mRNA ! 


NM 024682 


1 Homo sapiens hypothetical protein FIJ12168 (FLJ12168) mRNA 


NM 024680 


| Homo sapiens hypothetical protein FU23311 (FLJ2331 1) mRNA 


NM 024679 


| Homo sapiens hypothetical protein FIJI 1 939 (FUl 1 939) mRNA 1 


NM 024677 


1 Homo sapiens hypothetical protein FLJ 1 400 1 (FLJ 1 400 1 ), mRNA | 


NM 024676 


1 Homo sapiens hypothetical protein FLJ2293 8 (FU2293 8) mRNA 1 


NM 024674 


1 Homo sapiens hypothetical protein FU12457 (FUl 2457) mRNA 1 

1 -m. - m - m -J f ^ «»*a-w wm. |WA V WAAA A A^|l A M^k/ / ^X JjJ 1 / J J A A XX\-X > il | 


NM 024671 


1 Homo sapiens hypothetical protein FLJ23436 (FU23436) mRNA t 


NM 024669 


1 Homo sapiens hypothetical protein FIJI 1795 (FIJI 1795) mRNA 1 


NM 024667 


I Homo sapiens hypothetical protein FLJ 12750 (FU 12750) mRNA 


NMJ)24665 


1 Homo sapiens nuclear receptor co-reDressor/HDAC3 corrmley ^nhimit 
(FU12894), mRNA | 


NM 024664 


1 Homo sapiens hypothetical protein FUl 1 838 (FIJI 1 838) mRNA 


NM 024661 


Homo sapiens hypothetical protein FLJ12436 (FU12436) mRNA 1 


NM 024660 


Homo sapiens hypothetical protein FLJ22573 (FU22573) mRNA 1 


NM 024659 


Homo sapiens hypothetical protein FL Jl 1 753 (FLJ1 1 753) mRNA 1 

A J fa m,^^~mw- m f A V WW AAA -A. Ulf A, A, / *S ^/ ^X Xwv XX/**/ mmJ J y III |\X liL 1 


NM 024658 


Homo sapiens hypothetical protein FLJ23338 (FLJ23338^ mRNA 

J ^ A**mr ~*A W*A |k^A V VW XXX -L XVtf AW ^/ ^/ ^/ U X— Am*-*/ mJ *m* \J J - III 1 V 1 ^1 A ft 


NM 024657 


Homo sapiens hypothetical protein FLJ 1 1565 (FUl 1 565^ mRNA 1 


NM 024656 


Homo sapiens hypothetical protein FLJ22329 (FLJ2232Q^ mRNA 


NM 024653 


Homo sapiens hypothetical protein FIJI 3 902 (FLJ13902^ mRNA 1 


NM 024652 


Homo sapiens hypothetical protein FLJ23 119 (FLJ23 1 1 9^ mRNA 


NM 024645 


Homo sapiens hypothetical protein FIJI 3 842 (FIJI 3 842^ mRNA ! 


NM 024644 


Homo sapiens hypothetical protein FLJ21802 (FU21802^ mRNA 


NM 024643 


Homo sapiens hypothetical protein FLJ23093 (FLJ23093> mRNA 


NM 024642 


Homo sapiens hypothetical protein FLJ21212 (FLJ21212} mRNA ? 


NM 024639 


Homo sapiens hypothetical protein FLJ23393 (FLJ23393^ mRNA 


NM_024638 


Homo sapiens hypothetical protein FUl 2960 (FLJ 12960) mRNA ! 


NM 024635 


Homo sapiens hypothetical protein FLJ22643 (FLJ22643) mRNA 1 


NM 024633 


Homo sapiens hypothetical protein FLJ21276 (FLJ21276) mRNA 

Jf m/ X^ V W JJW A V Wlli A Ammtmf Art* A Art / ^# V XW X Art / I j £ 1 ll\ 1 T| ^^Y. ' 


NM 024632 


Homo sapiens hypothetical protein FLJ1 1526 (FUl 1526) mRNA ! 


NM 024631 


Homo sapiens hypothetical protein FU23342 (FU23342) mRNA 


NM 024630 


Homo sapiens hypothetical protein FU20984 (FU20984) mRNA 


NM 024629 


Homo sapiens hypothetical protein FLJ23468 (FLJ23468) mRNA i 


NM 024623 


Homo sapiens hypothetical protein FLJ13491 (FLJ13491), mRNA | 


NM 024620 


Homo sapiens hypothetical protein FU12586 (FLJ12586), mRNA | 


NM 024619 


Homo sapiens hypothetical protein FUl 2171 (FLJ1 2 171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ2 1478 (FU2 1478), mRNA | 


NM 024614 


Homo sapiens hypothetical protein FUl 3 1 97 (FLJ1 3 1 97), mRNA | 


NM 024612 


Homo sapiens hypothetical protein FU22060 (FLJ22060), mRNA | 


NM 024608 


Homo sapiens hypothetical protein FU22402 (FLJ22402), mRNA | 
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NM 024607 


I Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 3B 

1 (PPP1R3B), mRNA I 


NM 024604 


| Homo sapiens hypothetical protein FU2 1 908 (FU2 1908), mRNA ! 


NM 024603 


1 Homo sapiens hypothetical protein FUl 1588 (FLJ1 1 588), mRNA 1 


NM 024599 


Homo sapiens hypothetical protein FU22341 (FU22341), mRNA 


NM 024598 


Homo sapiens hypothetical protein FLJ13154 (FLJ13154), mRNA 


NM 024597 


t Homo sapiens hypothetical protein FLJ12649 (TU12649). mRNA 1 


NM 024596 


| Homo sapiens hypothetical protein FU12847 (FLJ12847). mRNA 1 


NM 024594 


| Homo sapiens hypothetical protein FU12899 (FLJ12899). mRNA 1 


NM 024593 


I Homo sapiens hypothetical protein FUl 1 767 (FUl 1 767), mRNA 


NM 024592 


1 Homo sapiens hypothetical protein FU13352 (FU133521 mRNA ! 


NM 024590 


| Homo sapiens hypothetical protein FLJ23548 (FLJ23548). mRNA 1 


NM 024589 


1 Homo sapiens hypothetical protein FLJ22386 (FLJ22386), mRNA 


NM 024588 


1 Homo sapiens hypothetical protein FLJ23584 (FU23584). mRNA 1 


NM 024587 


| Homo sapiens hypothetical protein FLJ22353 (FU22353). mRNA i 


NM 024583 


| Homo sapiens hypothetical protein FLJ23 142 (FLJ23 142), mRNA 1 


NM 024582 


| Homo sapiens hypothetical protein FLJ23056 (FLJ23056), mRNA i 


NM 024581 


| Homo sapiens hypothetical protein FU13942 (FU13942). mRNA 1 


NM 024579 


| Homo sapiens hypothetical protein FLJ23221 (FU23221). mRNA 1 


NM 024578 


1 Homo sapiens hypothetical protein FLJ22709 (FU22709), mRNA 


NM 024577 


Homo sapiens hypothetical protein FIJI 3605 (FU13605), mRNA i 


NM 024576 


I Homo sapiens hypothetical protein FLJ2 1 079 (FLJ2 1 079), mRNA 


NM 024575 


Homo sapiens hypothetical protein FU23467 (FLJ23467), mRNA ! 


NM 024574 


| Homo sapiens hypothetical protein FLJ23 1 9 1 (FLJ23 191), mRNA 


NM 024573 


Homo sapiens hypothetical protein FLJ12910 (FLJ12910), mRNA 


NM_024572 


Homo sapiens hypothetical protein FLJ12691 (FLJ12691), mRNA 


NM 024569 


Homo sapiens hypothetical protein FU21047 (FLJ21047), mRNA 


NM 024567 


Homo sapiens hypothetical protein FLJ2 1616 (FL J2 1616), mRNA | 


NM 024564 


Homo sapiens hypothetical protein FIJI 1715 (FUl 1715). mRNA \ 


NM 024563 


Homo sapiens hypothetical protein FLJ14054 (FU14054). mRNA 1 


NM 024560 


Homo sapiens hypothetical protein FLJ2 1 963 (FU2 1 963 ). mRNA ! 


NM 024558 


Homo sapiens hypothetical protein FUl 3920 (FUl 3920). mRNA I 


NM_024557 


Homo sapiens hypothetical protein FUl 1608 (FUl 1 608), mRNA | 


NM 024554 


Homo sapiens hypothetical protein FUl 1413 (FUl 1413), mRNA 


NM 024548 


Homo sapiens hypothetical protein FU23047 (FU23047), mRNA 


NM 024545 


Homo sapiens hypothetical protein FU12761 CFLJ12761). mRNA ! 


NM 024544 


Homo sapiens hypothetical protein FU12875 (FU12875), mRNA 


NM_024541 


Homo sapiens hypothetical protein FUl 3 1 14 (FUl 3114), mRNA 


NM 024539 


Homo sapiens hypothetical protein FU235 16 (FLJ235 16), mRNA 


NM_024537 


Homo sapiens hypothetical protein FU121 1 8 (FU12 1 1 8), mRNA 


NM 024536 


Homo sapiens hypothetical protein FU22678 (FU22678). mRNA 1 


NM_024535 


Homo sapiens hypothetical protein FU2202 1 (FU2202 1 ). mRNA 1 


NM_024533 


Homo sapiens hypothetical protein FU22 1 67 (FU22 1 67), mRNA 


NM 024531 


Homo sapiens hypothetical protein FUl 1 856 (FUl 1 856), mRNA | 


NM 024530 


Homo sapiens hypothetical protein FU23306 (FU23306), mRNA 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FU22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FUl 1743 (FUl 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FU22584 (FLJ22584), mRNA | 


NM_024524 


Homo sapiens hypothetical protein FU20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FU21459 (FLJ21459), mRNA 


NM 024520 | 


Homo sapiens hypothetical protein FU22555 (FU22555), mRNA | 
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PNM 024519 


I Homo sapiens hypothetical protein FLJ13725 (FLJ13725), mRNA 


MNM 024509 


Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 


LNM 024506 


Homo sapiens hypothetical protein MGC 10771 (MGC10771), mRNA 


|NMJ)22893 


Homo sapiens B-cell CLL/lymphoma 1 1A (zinc finger protein) (BCL11A), 
mRNA 


NM 015113 


Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


NM 015545 


Homo sapiens KIAA0632 protein (KIAA0632), mRNA 


NM 020299 


I Homo sapiens aldo-keto reductase family L member BIO (aldose reductase) 
1 (AKR1B10), mRNA 


NM 003308 


| Homo sapiens testis specific protein, Y-linked fTSPYl mRNA 


NM 024339 


| Homo sapiens hypothetical protein MGC2655 (MGC26551 mRNA 


NM 024334 


1 Homo sapiens hypothetical protein MGC3222 (MGC3222), mRNA 


j NM 024328 


1 Homo sapiens hypothetical protein MGC2652 (MGC26521 mRNA 


NM 024327 


1 Homo sapiens hypothetical protein MGC2508 (MGC2508). mRNA 


NM 024323 


1 Homo sapiens hypothetical protein MGC11271 (MGC1 12711 mRNA 


NM_024322 


1 Homo sapiens hypothetical protein MGC1 1266 (MGC1 1266), mRNA 


NM 024320 


1 Homo sapiens hypothetical protein MGC1 1242 (MGC1 1242V mRNA 


NM 024319 


1 Homo sapiens hypothetical protein MGC4174 (MGC4174), mRNA 


NM 024314 


Homo sapiens hypothetical protein MGC4294 (MGC4294), mRNA 


NM 024313 


I Homo sapiens hypothetical protein MGC373 1 (MGC373 1), mRNA 


NM 024310 


| Homo sapiens hypothetical protein MGC4090 (MGC4090Y mRNA 


NM 024303 


| Homo sapiens hypothetical protein MGC4161 (MGC41611 mRNA 


NM 024297 


1 Homo sapiens hypothetical protein MGC2941 (MGC2941), mRNA 


NM 024293 


Homo sapiens hypothetical protein MGC3035 (MGC30351 mRNA 


NM_023003 


I Homo sapiens transmembrane 6 superfamily member 1 fIM6SFll mRNA 


NM 015254 


1 Homo sapiens kinesin family member 13B (KJDF13B), mRNA 


NM 015127 


Homo sapiens Mid-1 -related chloride channel 1 (KIAA0761), mRNA 


NM_024033 


Homo sapiens hypothetical protein MGC5242 flV[GC5242\ mRNA 


NM 024122 ! 


Homo sapiens hypothetical protein MGC4825 (MGC4825), mRNA 


NM 024121 


Homo sapiens hypothetical protein FLJ20979 (FLJ209791 mRNA 


NM 024119 


Homo sapiens hypothetical protein FLJ1 1354 (TLJ1 13541 mRNA 


NM_024117 


Homo sapiens hypothetical protein MGC2745 (MGC27451 mRNA 


NM 024115 


Homo sapiens hypothetical protein MGC4309 (MGC4309), mRNA 


NM 024111 


Homo sapiens hypothetical protein MGC4504 (MGC4504), mRNA 


NM 024109 


Homo sapiens hypothetical protein MGC2654 (MGC2654), mRNA 


NM 024108 


Homo sapiens hypothetical protein MGC2650 (MGC26501 mRNA 


NM_024107 


Homo sapiens hypothetical protein MGC3123 (MGC3123), mRNA 


NM_024106 


Homo sapiens hypothetical protein MGC2663 (MGC2663), mRNA 


NM 024104 


Homo sapiens hypothetical protein MGC2747 (MGC27471 mRNA 


NM_024102 


Homo sapiens hypothetical protein MGC2722 (MGC2722), mRNA 


NM 024097 


Homo sapiens hypothetical protein MGC955 (MGC955), mRNA 


NM 024094 


Homo sapiens hypothetical protein MGC5528 (MGC5528), mRNA 


NM 024093 


Homo sapiens hypothetical protein MGC5509 (MGC5509), mRNA 


NM_024090 


Homo sapiens hypothetical protein MGC5487 (LCE\ mRNA 


NM 024086 


Homo sapiens hypothetical protein MGC3329 (MGC33291 mRNA 


NM 024085 


Homo sapiens hypothetical protein FLJ22169 (FLJ22169), mRNA 


NM 024080 


Homo sapiens hypothetical protein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 | 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sapiens hvnothetical protein MGC273 1 rMGC273 1 1 mRNA 


NM 024065 


Homo saoiens hvnothetical protein MGC3062 fMGC3062 1 mRNA 


NM 024061 


Homo saoiens hvnothetical nrotein MGPSS21 fMGP5521 1 mRNA 


NM 024058 


Homo saoiens hvnothetical nrotein MGC5590 (MOT'S 590 1 mRNA 

OUpiVllu JULY L/U Uiw LX Veil LfL \J l\*Xll -ITJLVJ V>w/ *J S \J \XVX\J\*rJ J S\J J y lLLX\X^ix\ 


NM 024057 

A1ATJL V/AV i V/fc/ / 


Homo saniens hvnnthptiral nrntpin A/TGP55R5 (N/Tnr^KS^ mRNA 

xxuiuu oajJXW'lia XXJr LJULXXwlXl/aX LJXULGX1X xYxvJv^JJOJ ^xYJtVJv-'./JOJ^, IXliVLN/T. 


NM 024053 


Homo saniens hvnnthptiral nrntpin "MY*PR£1 (A/fflPfln'I'i mPXTA 
xxuxxxu oaxyxwXXo XXjX/UUXClXvaX pxutClXX iViVJV^OOl ^xVxVj^'Oux Jy lxiiVli.rx. 


NM 024050 


Homo saniens hvnnthptipal nrntpin MCrCO^QA /A/mPO^OA^ mUMA 

xxwxxxv/ oaLjiwiio ujf LJUliX^lil/Cll UXUICXXX lVlvJ\»yA ^IVxvJV/^Jf •/> XIXXvX > /x 


NM 024049 


Homo saniens hvnnthptirnl nrntpin A/IPP^^/^A ^MHr^^ mPKTA 


NM 024048 


Homo saoiens hvnothptiml -nrntpi-n l\zTGP?n90 rM"GP^090^ mRNA 


NM 024046 

A T A r JL Art f \^ V x«/ 


Homo saijien 5 ? hvnothetiral nrotpm A/1GPR407 rbACrORACil} mRNA 1 


NM 024045 

A 1 A FA VAi 1 \^ I 


Homo saoien<; nnclpolar nrofpin GTT7 TGTT9^ mRNA 


NM 024041 

A till VA< 1 V/ 1 X 


Homo sanienq hvnothetical nrotein MGP^l 80 nvrGP^I 80^ mRNA 


NM 024039 


Homo sapiens hypothetical protein MGC2488 (MGC2488), mRNA 


NM 024038 


Homo <;anipn<; hvnothpfiral nrntpin MGP980^ / r M'riP?S0^^ tttRMA 


NM 024037 


xiUXIlU octpiCIla iiypuUlCLivval pruivlll 1V1VJV./ZOI/0 ^IVIvJV^ZOUj )y niKJNA 


NM fl?4fn? 

X>ilVX Ul*tU J £* 


nuuiu adpicns nypoinencai protein ivioL/j j. o\j ^ivivjOjijUy, niKJNA 


NM 094031 

1 llVl V/lTUJ X 


UAmn ci>r»ipnc Vnrrwth#» final i-irrtt^t-ri 1 0 1 /TV/1^/^ , 'J 1 0 1 \ *v»*DXTA 

xxUiiiu bctpieub nypomeocai protein iVxvjvoizi \Ly1\j\^dizl ) 9 niKJNA 


NM 024028 


Homo ^nni'pnQ hvnnthptipfll ■nrntpin \AClC l 'M^\^, /TV/fPP^O/^^^ mPXTA 


NM 024027 


Homn QanipTiQ hvnntriptiral nrntpin A/frrP^97Q cimilor rn nri11*>r»tinc /T\4^/^J/^ l Q y 5'70\ 
iiLFinu oapidio iiypuiIlCLiUal pxULClil IVIvjv^jZ/7 ollllllai tO COIieCunS (xVlvJv^ j/ / " J 3 

mRNA 

111AY1 1 A A> 


NM 024025 


Homo saoiens hvnothetical nrotein MGP1 1 36 fMGP1 1 mRNA 


NM 024006 


Homo saniens hvnothetira] nrotein TMAGF14^S?0fl riMAnF^4SS?nn^ mRNA 


NM 015653 


Homo sapiens DKFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo saniens KTAA0582 nrotein HCTA A0S8?^ mRNA 

xxwuiw oujpxwixo iVuulv J OA ^Jx \J \.\slxl ^I\Jiul\/J Jy IlllvxNxx 


NM 016481 

1^1 XYX UlVTOl 


Homn ^am'priQ hvnntViptiral nrntpin rWQPP91CA mPMA 
xx\Jiii\J odjJicxio xiy fJUUXClXUaX piUtClxx ^JxOx \~>JL. 1 s)y nixvlN/\ 


NM 023940 


Homo sanipn<; hvnnthptiral nrntpin \\AC±C1S01 ^^/^^P9897^ mPNA 

XX\Jxll\j daLJl&iXo XXjr pUlllvllVvaX pXULCXIX Xvi\JV/Z.OZ/ ^IVIVj v^^O^ / XXix\J.N/\ 


NM 023938 

XNXrl V/^-JJ7^0 


Wnmn canipnc nvnntnptiral r\rritpin lV/fPP9749 fM'f*P'>'749\ mP\TA 
xxUXXXU oapxcxio XiypuiilCULal protein xVl\JV/Z/*+Z ^XV1VJL/Z /Hz,)y rniviN/v 


NM 023931 


Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NM 01 S517 


xiuiixu bdpiens ivlouz ^meinyi-vjpo-Dinaing protem^-interacting zinc linger 

nrotpin riVfT7Fi mRNA 
jjxvjicxii ^iviizjx J y llu\±vr\. 


NM 015540 


Homo saniens D1CF7P797M1 1 1 nrntpin /TiK'F7P7 < >7M1 ti\ mPNA 
axuixxw aaiyx&xxa jJXvrxjT / A /ivix x X piUtCXxl \±Jk\J? £*,x 1 JL /lYll 11J, IIlXvLN/\. 


NM 015043 

XNXYX \/XJV/^J 


Wnmn canipnc IfTA A 0^76 nrntpin HfTA AOA7/C\ mPMA 
xxUXXXU bdpxcilb JSJLrvrlUU / O protein ^xSJL/VrVUO lOjy rrii\iNA 


NM 023934 


Homo sapiens hypothetical protein MGC2495 (MGC2495), mRNA 


NM 023928 

1N1V1 VliJ710 


iiuiriu bdpienb nypotneucai proiem x*x-j iz joy similar to acetoacetyi-uoA 

svnthptacp fPT 119^80^ mRNA 
oyxiixict<i5C ^Fivj L&joyjy iixxviN/v 


NM 023926 

XXXVX \Jx^J V j^\J 


Hnmn canipnc hvnntnptinul nrntpin T?T TIORQ^ /T?T T1'?RQ < \^ mPXTA 
xiuxxxu bdpxciib xiyputnctiudi protein jfjlj izo^j ^ri-J l zoyj ) s ixixviNA 


NM 023924 


Hnmn Qanipnc hvnntnptipol nrntpin TtT T1^4zll /TTT TI^Azl^ nVDXTA 
aauxiiu oaUXCxxo XiyputiX&tXL/aX pxUtCLQ V J-J Ij441 ^rivj I jtHI J f lxxlvLNrV 


NM 020239 


rTnmn ennipne cmc»11 nrntpin pffan+rxr 1 nt*Pf1r»A7 ^QT>T?r^^ ml? XT A 
hvjxxhj oaLJXCXXa oJxlaXX pxUlClit CxXCUtUx 1 OI v^QC^tZ ^ox xlV^l ) } ITlx\_LN/\ 


NM 012069 


Homn QanipnQ ATPacp fNn+^/K'-l- tranennrtiner Kpta 4 nnlvnpnti^lf* /" AT'TJI 
aavjxxxvj oapxcxxo AXxdaC, ^INa • AT Uallapurung, DCld *t pOiypcptlUC I x 1 13*+/, 

mRNA 


NM 023112 

A * A * -A V Arf A & M 


Homo saniens hvnnthetiral nrotein FT T? 1 01 f% fFT T91 Q1 f\\ mRNA 

ixuuiu oapiuiio xi ljulxxIs iiu> ai L7XV/i\>iJi x X_/J xv x\j yjr x\*J A X ✓ 1 UJj IXXx\xN/\ 


NM 015324 


Homo saniens KIAA0409 nrotein fFCTAA040Q > i mRNA 


NM 023079 


Homo saoiens hvoothetical nrotein FLJ13855 CF1 Jl 3855^ mRNA 


NM 023077 


Homo sapiens hypothetical jprotein FLJ12439 (FLJ12439), mRNA 


NM 023075 


Homo QanipnQ hvnntnptipal nrntpin FT Tl 1^8^ /T7T Tl 1 mPXTA 
xxuxxxu aapxexia ixypuuxctlv/ai piuicxii ru i x Jo J ^x-iJ 1 lOoO ) t nxxvlN/V 


NM 023074 


Homo sapiens hvoothetical protein FLJ 12644 rFLJ12644Y mRNA 


NM 023073 


Homo sapiens hypothetical protein FLJ13231 (FU13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ13117 (FLJ13117), mRNA 


NM 012319 


Homo sapiens L1V-1 protein, estrogen regulated (LIV-1), mRNA 


NMJJ23012 


Homo sapiens hypothetical protein FIJI 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


1 NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FU12949), mRNA 
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NM 023007 


1 Homo sapiens hypothetical protein FIJI 25 17 (FIJI 25 17), mRNA 


NM 022918 


Homo sapiens hypothetical protein FLJ22104 (FU22104), mRNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 022912 


1 Homo sapiens hypothetical protein FU131 10 (FLJ13110Y mRNA 


NM 022907 


| Homo sapiens hypothetical protein FLJ23053 fFLJ23053^ mRNA 


NM 022905 


j Homo sapiens hypothetical protein FLJ12572 (FU12572Y mRNA 


NM 022901 


| Homo sapiens hypothetical protein FU21302 (TLJ21302Y mRNA 


NM_022898 


1 Homo sapiens B-cell CLL/lymphoma 1 IB (zinc finger protein) CBCL1 IB) 
mRNA 


NM 022841 


| Homo sapiens hypothetical protein FLJ 12994 AFLJ12994Y mRNA 


NM 022840 


| Homo sapiens hypothetical protein FLJ23017 (FLJ23017). mRNA 


NM 022834 


| Homo sapiens hypothetical protein FLJ22215 (TLJ22215Y mRNA 


NM 022832 


1 Homo sapiens hypothetical protein FLJ12552 (FLJ12552), mRNA 


NM 022827 


| Homo sapiens hypothetical protein FLJ21347 fFLJ21347Y mRNA 


NM 022826 


| Homo sapiens axotrophin (AXOTY mRNA 


NM 022823 


| Homo sapiens hypothetical protein FLJ22362 {TU22362Y mRNA 


NM 022781 


| Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NM 022780 


1 Homo sapiens hypothetical protein FU13910 (FU13910), mRNA 


NMJ)22778 


Homo sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L01 17), 
mRNA 


NM 022777 


I Homo sapiens hypothetical protein FU141 17 (FLJ14117), mRNA 


NM 022771 


1 Homo sapiens hypothetical protein FLJ12085 (FLJ12085Y mRNA 


NM_022770 Homo sapiens hypothetical protein FLJ13912 (FLJ13912), mRNA 


NM_ 022769 1 Homo sapiens hypothetical protein FLJ2 1 868 (FLJ2 1 868), mRNA 


NM 022767 I Homo sapiens hypothetical protein FLJ12484 (FLJ12484), mRNA 


NM_022766 Homo sapiens hypothetical protein FLJ23239 (FLJ23239) mRNA 


NM 022763 


Homo sapiens hypothetical protein FLJ23399 (FLJ23399), mRNA 


NMJJ22762 


Homo sapiens hypothetical protein FLJ22318 (FLJ22318), mRNA 


NM 022759 
NM 022754 


Homo sapiens hypothetical protein FLJ21865 (FIJ21865), mRNA 


Homo sapiens hypothetical protein FLJ12876 (FU12876), mRNA 


NM 022752 


Homo sapiens hypothetical protein FLJ22059 (FU22059), mRNA 


NM 022751 


Homo sapiens hypothetical protein FLJ21610 (FU21610), mRNA 


NM 022750 


Homo sapiens hypothetical protein FLJ22693 (FU22693), mRNA 


NM 022747 


Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FIJI 3 868 (FIJI 3 868), mRNA 


NM_ 022743 


Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


NM 022741 
NM 022736 


Homo sapiens hypothetical protein FIJI 1 850 (FIJI 1 850), mRNA 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


NMJ)22734 


Homo sapiens hypothetical protein FU20859 (FLJ20859), mRNA 


NM_022731 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 
mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NMJH2197 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FIJI 1500) mRNA 


NMJ>22571 


Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPEY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3) 
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~" — 


mRNA 


NM 022445 


Homo sapiens thiamin pyrophosphokinase 1 (TPK1), mRNA 


NM 022495 


TTnmn <;nrnen<; hvnnthpfiral rrrntpin FT T1 9799 fFT T1 9799 1 ttTRTvTA 


NM 022494 


TTnmn <;ar>ipnQ hvnnthpHpal nrnfpin FT T91 9S9 CFT T91 QS9 1 mPMA 


NM 022492 


Unmn QanipnQ hvnntVipfirnl nrnfp-in FT T1 97R5? fFT T1 97RPA m*P"NTA 


NM 022488 


Homo sapiens PC3-96 protein (PC3-96), mRNA 


NM 022480 


TTnmn ^anipnQ "hvnnfhptipal Tvmtpin FT T1 9^R7 fFT T19SR7i mP"MA 


NM 022474 

X 11"! \J &***^T / *^ 


TTnmn Ranipn*! VivrwlTipripsiJ Tvrntpin FT T1 9^1 S Qimilnr ic\ iriPTYiHranp nrn+pin 

palmitoylated 3 (MAGUKpSS subfamily member 5) (FLJ12615), mRNA 


NM 022455 


Homo 'iJiTiipn*? anHrn0"pn TPnpntnr-aQQnpiatpH p.nrp on1 a tnr Off! f AP A9^»7^ mPMA 


NM 022452 


Homo <jarnen<? hvnothptipal nrnfpin FT Til 61 8 fFT 71 1 61 P. i mPNA 


NM 022448 


TTomn <;ar>ipnQ hvnnthptipal nrnfpin FT T9 1 R1 7 cimilnr tn Phmr»9 H7T T91 81 7^ 

mRNA 


NM 022373 


Homo sapiens hypothetical protein FLJ223 1 3 (FLJ223 1 3), mRNA 


NM_022370 


Homo sapiens hypothetical protein FLJ21044 similar to Rbigl (FLI21044), 
mRNA 


NM 022368 


Homo sapiens praja 1 (PJA1), mRNA 


NM 022366 


Homo sapiens hypothetical protein FLJ23182 (FLJ23182), mRNA 


NM 022361 | Homo sapiens popeye protein 3 (POP3), mRNA 


xNiVx UZZjOU 


nomo sapiens numan epiaiciymis-speciiic d oeta \tuij-DsiiJ\) 9 mKJNA 


NM 022342 


Homo sapiens kinesin family member 9 (KIF9), mRNA 


JNJVl \jLLdIL 


xiomo sapiens kj protein oeta suounit-nKe [kjdL), mKJN A 


JNM UzzlDo 


Homo sapiens fructosamine-3 -kinase (FN3K), mRNA 


JNM UzzlJ/ 


Homo sapiens secreted modular calcium-binding protein 1 (SMOC1), mRNA 


XTTV A AT) 110 

lNM_Uzzllo 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 

niKJNA 


NM 022116 


TTnmn QflmpnQ fiHcrpHn-lilrp 1 fPTfirNFT 1 1 mPMA 


NM 022103 


Homo sapiens hypothetical zinc finger protein FLJ1401 1 (FLJ1401 1), mRNA 


NM 022070 


Homo sapiens hypothetical protein FLJ22087 (FLJ22087), mRNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


NM_021970 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 
(MAP2K1P1), mRNA 


NM 019081 


Homo sapiens KIAA0430 gene product (KIAA0430), mRNA 


NM 021981 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


NM_020121 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), 
mRNA 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HE3-ALPHA), mRNA 


NM 006077 


Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA 


NM 021934 


Homo sapiens hypothetical protein FLJ1 1773 (FU1 1773), mRNA 


NM 021933 


Homo sapiens hypothetical protein FLJ12438 (FLJ12438), mRNA 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


NMJ)21929 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
healing related protein (FLJ21613), mRNA 


NM 007272 


Homo sapiens chymotrypsin C (caldecrin) (CTRC), mRNA 


NM 004237 


Homo sapiens thyroid hormone receptor interactor 13 (TRP13), mRNA 


NMJ)03849 


Homo sapiens succinate-CoA ligase, GDP-forming, alpha subunit (SUCLG1), 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


nuiiiu 5dpicii6 iiypuineucai protein rxDjyj {rrjjyjjy mJKINA j 


NM 021730 


numo bapicns nypoineucai protein rJr JU44 (Jrr 1U44^ ? 111KJNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


nomo sapiens synaptic nuclei expressed gene z (IS YlMJb-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA 


NM 021629 


nomo sapiens guanine nucleotide omding protein beta subumt 4 (GNB4), 
mRNA 


NM 021627 




NM 021626 


j iTAvinw a<ipic;ji2> iiKciy noinoiog oi rat ana mouse retinoia-inauciDie serine \ 
carboxvoeritidase rRT55P^ m"RNA 


NMJ)21622 


1 Homo sapiens pleckstrin homology domain-containing, family A 

1 frillOSOhoinO^ltldf* Hinrlina Qr»f»f»i*fir»^ m^mK^r 1 rpT TtXYXJ A 1 \ ♦v»l>VrA 

J vP 1AVO H A1WAllv ' dlLl,JC ' i/Aiiuuig opcL>iiicj meniDcr i [r i^£JSxLr\.l7, H1KJNA | 


NM 012408 


HomO SflniPTIQ "nrot^m In'nae** C* JtinHirnY r\rr»fo-i-n 1 /TJt> V (^TH T> 1 \ M 1)\TA 1 

xiuxiiu oapiuia piuLcixi fLiiidbC OUlQlUg protein I yrisjSXsiir l), mKJNA j 


NM 021252 


&aiju*u& jvrxjjio, iiicxuuci Ario oncogene iamiiy (KAni kl mKIN/V 


NM 020806 


I Homo ^anipn<5 crpnfivnn ^rrPTTKH ml? XT A i 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA | 


NM 021235 


numu bdpicnt> epiaermai growtn iactor receptor substrate brM5K (hroljR), ! 
mRNA j 


NM 021204 


AAuiiiu &dpicii& xv- 1 enzyme ^ivla.o/\j, mKJNA j 


NM 021191 


xiumu bdpicns neurogemc amerentiation 4 (JNliUKUJJ4j > mRNA | 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA | 


NM 021 1?7 


nomo sapiens pnorDoi-iz-myristate-13-acetate-induced protein 1 (PMAIP1), 


NM 021 1 14 

1 X >1VA \J lilt 


nomo sapiens serine protease inniDitor, Kazal type, 2 (acrosin-trypsin inhibitor) 1 
(SPINK2), mRNA 


NM 021103 


T-Tomo Qanipric tVivrmrtcin Kp»fo 10 m^/fQTil (\\ *viD\T A 1 
j..njmu aapiciid lliyillObin, DC Id l\J {xxVIod l\J) t ITIKJNA * 


NM 006435 


xauiuu ^dpierib mteneron inaucea transmemDrane protein z (1-oD) (lrlIM2) 
mRNA 4 


NM 021073 


HomO SPmPTI Q HoTIP TnnmrinffpnptiP TM-rv1-/»-ti-» /TJA/f OC\ -__T) XT A 

Aj.uiiiu oapx&no uuiic inurpnogenenc protein j ^JDivjx D ), mKJNA [ 


NM 003142 


Homo Saoicn<J SllOcrrPtl Q\rn Hrrvm f» «-nticrp»n T4 /'Qiitno-nfinpn T o\ fCCT^ ^BXT A 1 

oapn-nd ojugicii ayiiuiuiiic aijugcn jd ^autoantigen i^aj ^ooJoj, mKJNA i 


NMJKB888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1A2), 
mRNA 


NM 013234 


Homo SJiniPTiQ thiiqpIp onprifip o-php* /TV/fQ^ ty-iT?XTA 1 

Aiviuv oapiv/ixo lllUo^lO opCvlllL> gClIC ^IVAJ' IlllVlN/x j 


1 NM 021067 i 

1 -*~ ^ A. Y-»- %/ A* A W / | 


Homo <jani'pn«; liTTA AOlft/^ o-*>ma -«rrt/1nr»t fVTA Amo/^\ «*d\ta i 

Axuiuu &d(jiciib jvi/ilmuiod gene product ^jviaauIoOJ, mKJNA t 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 


NM 021025 1 


Homo QflniPnQ rinmpn Knv 1 1 litr^» 0 /TTPkYI IT 0\ *v*T>XTA 1 

xiuuiu &apiciii> iiuraeo doa 1 i-UKe z ^xlvJA. J ii^z J, rnKJNA | 


NM 021003 1 


xiumu &apiciii> proiem pnospnatase i a {iormeny Z\^) 9 magnesium-dependent, 

aloha i<?oform rPPA/TI A^ mPlsTA 


NM 020674 


Homo Qnnipn Q pvtrirlirnmp PA^fl mnnrtnvtmpn<icp /'PVD TVyf\ «»D\TA 

numu oapiciia uyLuviuuiiic rtju iiiunouAYgenase \\^> xr -ivl), mjvlNA J 


NM 019612 1 

1 A ' X.TJL V X — «^ W A XW 


Homo ^anipnQ livnntHpfipal nrn+pin "R^flQ^ 1 /TJIOQ^Q 1^ +v,T>XTA 1 
I1U1UU oapicii& nypuuicuodi proiem ivjuyjj I ^KJUyD^ JJ, mKJNA | 


NM 020904 


xxviiiv tsayiaib picL*i\buiu nomoiogy Gomam-contammg, iamiiy a j 

iDnOSnhoino^ltlHp TrinHrncr cripp^■f1r*^ mpmnpr A fT>T WU A /1\ w t>XTA 1 
^pnwo|jixuunjoiu.uc UillUIilg opCLlilUy IIlCIIlDCr H yjr JjjLiJvrlA4^, mKJNA 1 


NM 020686 


Homo sanien<! ^JPDODO nrntpin rMPfiOOQi ml? XT A 1 


NM 020684 


Homo sanierm NPD007 nrnfpfn ^^^P^)^^7^ mPXTA ! 


NM 020683 


Homo sanipn^ ADfi?fi nm+pin ^ATifi9^ mPXTA 1 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


NM 020677 


Homo sapiens HSCARG protein (HSCARG), mRNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM_020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM_019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 1 3kDa differentiation-associated protein (DAP 1 3), mRNA | 
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"MTV/f f\"\ QA1A 

1N1VI U1o4j4 


Homo sapiens gohath protein (GP), mRNA 




Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168), 

ITiKJNA 


INIVI UZU»)Z*t 


Homo sapiens Hematopoietic PBX-interactmg protein (HPIP), mRNA 


1N1VJL U 1 OOJ 0 


nomo sapiens emanoiamme Kinase (JbisJ.1 j, mJKiNA 


INIYI V/ 1 0 JZO 


nomo sapiens cnemoKine-JiKe tactor 1 (CKLrl), mKJNA 


INIVI U A 0" J 1 


xiomo sapiens cnemoKine-Jiice tactor 1 (OKLr 1), rnKJNA 


INIYI V/Zv_*T_* 


nomo sapiens puiatacive zo KJJa protein (LUuj oy uz^, mKJNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


1N1V1 UZu X ZZ 


nomo sapiens potassium cnannel moauiatory iactor (JrUJvlr), mRNA 


INIVL Uxoohj 


Homo sapiens mitocnonanal earner iamily protein (MCrP), mRNA 


NM 018840 


Homo sapiens putative Rab5-interacting protein (RIP5), mRNA 


JNJvl UIOjUj 


Homo sapiens ppzl nomolog (LOC51 186), mRNA 


XNJVl UlOJUU 


Homo sapiens cyclic AMr-regulated pnospnoprotem, 21 kD (ARPP-21), mRNA 


XTAyf f_1 


Homo sapiens likely ortnolog ot mouse neat shock protem, 70 kDa 4 

(l^UUDl loZj, mKJNA 


INIVI UUZDV 


Jtiomo sapiens neuronal protem (iNrzj;, mKNA 


IN1VI_UUjUo4 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 

^oL/ 1 J, rriKJN A 


INIVI vlJZOU 


nomo sapiens transcriptional regulator protein (HCJNCjr), mKNA 


INJV1 uZU4jj 


Homo sapiens nypotneucal protein LUC57158 (LOC57158), mRNA 


"MA/f AO A/1 1 A 
INIVI UZU41U 


Homo sapiens uCjI- 1 jz protem (CCj1-15z), mRNA 


XIA/T AO A/1 A 1 


Homo sapiens nuclear pore complex protein (N UP 107), rnRNA 


INIVI UZU*fUU 


nomo sapiens o protem-couplea receptor 9z (CjjfKyz), mRNA 


INIVI UZi/jy/ 


nomo sapiens camJs_i-iiKe protein lonase (LUU571 1 o), mRNA 


INIVI UZlOoo 


nomo sapiens laja-1j protein (L-AIA-oj, rnKlNA 


INIVI UZUjOO 


nomo sapiens JtiivAo-iiKe suppressor ^iiKAoi^o ), mKJN A 


INIVI UZIOOI 


nomo sapiens caruoxypepiiuase r> precursor (Ur ahj, rnKJNA 


INIVI \jZ\JDJ 1 


Homo sapiens PJbol -containing nuclear protein (penp), mRNA 


AJA/f AOA^-K 
INIVI VZUJhO 


riomo sapiens 1-kappa-b -interacting Kas-like protem 1 (J<U3RAol), rnRNA 


INIVI UZI/30U 


nomo sapiens pnospnoiipid scramolase 3 (PLoCKJ j, mKJNA 


INIVI UzUJ4o 


riomo sapiens cyclin Ml (^CNJNMlJj mKNA 


AJA/T AAASQQ 
INIVI UUUooo 


Jtiomo sapiens mtegnn, beta o (llOHoj, mKJNA 


AJA/T A9A1Q1 
INIVI UZU 1 0 1 


nomo sapiens myeim proteoiipia protem-iike protem (PLPL), mKJNA 


INiVI l/ZU I H** 


nomo sapiens poiy(_Ay polymerase oeta (testis speciiicj (PAJrULH), mKJNA 


NM 020202 


Homo sapiens Nit protein 2 (NIT2), mRNA 


AJA/f 0707^0 
INIVI vZUZDU 


nomo sapiens iviuo i z protein (MUo l z), mKJNA 


NM 020237 


Homo sapiens MOST-1 protein (MOST-1), mRNA 


AvTA/f AO ATI A 

JNJVl UzUz_>4 


TT j-i .r_-i__ i-inn.n— in — r (~\f\ C\ — * ._ /"» j| INfinft PlN __Tl"VT A 

Homo sapiens x UUy protem (MDSOOy), mRNA 


TVT\/f AOA1O0 

JNM UzUlzo 


Homo sapiens nuclear protein double minute 1 (MDMl), mRNA 


JNM OzOloy 


Homo sapiens latexm protem (LXN), mRNA 


NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta), 

TJ\T A 

mRNA 


inM_U2Uz41 


T T __. _._ _. _k. M __, J — . — _ — - — __ _J . * j ¥ ¥ " ^^P-Tl at\ i_i m 

Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semapnonnj oJ3 (bbMAoB), mRNA 


MM 0701^ 

INIVI vZVJ 1 0 J 


nomo sapiens semapnonn semz (LUojoyzUy, mKJNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FU10595), mRNA 
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NM 0201 19 


xiumo sapiens nypoinencai protein rxJb>o4Zl (tJUdo^ZIJ, niKiNA 


NM 020162 

XixVX 


nomo sapiens un/\u/ti ^Asp-olu-Ala-Asp/jiisJ box polypeptide 33 (DDX33), 
mRNA 

liXXvX^Y*. 


NM 020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


riuinu bdpiciib nypoinencai protein xJxSJ*z,pD4/xU14 (UxvrZ,pj4/10I4j, mKJNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 0901R6 


nomo sapiens uv^i i protein {ia^i i )> rriKJNA | 


NM 020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), j 
mi\iN/\ I 


NM 019887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), j 
mxviN/\ j 


"NTN/f 010R09 
xniv±__ij 1 yoyz. 


nomo sapiens pnospnanayimositol (4,:>j bispnospnate 5-phospnatase homolog; 

piiudpiiduuymiuaiuji ysjiy yiivbyiiaic j -pnospnatase type IV ^xrJrxDx 1VJ, mKiNA j 


NM 01988S 


xxuijiu bdpicnb uyioonroine rHjv retinoiQ metaooiizing protein {Jr 4jUJKAx-Z), 
mRNA 1 


NM 019845 


xxuiiivi oajjiciii iraiiLuudic ixicLUdLui ui Liic pj j -dependent uZ arrest ( k m r k i iviv j k 
mRNA 


NM 019853 


TTr>mn QaTiiprni ■nrrit^in "nVincnfiJitncf* A rf» mtlaf rkr\/ cnKnnit 1 ^D'D"D/1^?0^ ■rvi'DXTA i 
xxv^iiivj oapi^iio piuiuxii piiuopiidiaoC *t ICgUlalUry SUDUmt Z ^xx x*fxxZ^, mivlNA | 


NM 013301 


Wnmn Qani^n^ nrntpin nrprlir'tpH Vx\/ r'lo-np* O^RJ29 /TTQTT'7Q'2/i'3\ •rvt'DXTA ! 
xx\jiiiu oapiwiio jpi uici ji picui^icu uy viuilc ZjOoZ ^xx^U /yj\)j ) t rnJtvlN/V j 


NM 013300 

X 1 XYX V/1J JUv 


aauxiiu oaL^ic-ixb piuiciii picui^LCU Dy Clone Zj / jj ^xloU /yz/^fj, niKJNA j 


NM 013296 




NM 013293 

X^XYX ul JL/J 


nuiiiu sdpicijb udiibxoiiiicr-z aipna ^ntra-z aipnaj ^rioU DJZUyj, iriKiNA 1 


NM 013310 


xxuiirj oapiciio nypuuic Lit/di pruiCUl ^rVTUJ o 1 oy / s mivlN/V 1 


NM 018975 


Homo sapiens TRP2-interacting telomeric RAP1 protein (RAP 1), mRNA j 


NM 019082 

X^IXtX vl7V/Oi 


xxuuiu bdpiCilb putative llUC/lCUidT x\JLN/\ neilCaSe ^xNL/xlOl ) y rTLtviN/V j 


NM 019020 

X 1 XtX Vy -L _x \J \J 


xxumu 2>dpicji& iiypuiiicuuai proiein ^J/x-jzu/h-oj, rniviNA | 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FU20500), mRNA 


NM 0190S6 

X > 1VX V X 7UJ U 


xionju sdpiens neuronal protein i / .j ^x i / .jJ, rixxviNA | 


"NM 019042 

X ^XVX \J X s \Jt-£* 


ixumu bdpieub nyputnencai protem ^pJLJZU^tojJ, mKJNA j 


NM 019061 

li±YX__V/ 1 7WU X 


nomo sapiens pnospnanayimositol- j pnospnate J-pnospnatase adaptor subumt 1 

H-PAPi mRNA 

yJ r r\JT J, lIJxVLN/A. j 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA | 


NM 019034 


xiomo sapiens ras nomoiog gene iarmiy, memoer r (.in nlopodiaj (AKHrJ, 
mRNA 


NM 019062 

XilYX vl/uvL 


nuino sapiens nypoinencai protein ^rjLJ zuzzd^, rnKJNA I 


NM 019038 


Homo sapiens hypothetical protein (FLJ1 1045), mRNA 1 


NM 019044 

X »XYX ui7 U*T*T 


xiomo sapiens nypomeucai protein {rLJ luyyoj, rriKJNA i 


NM 015*180 


nomo sapiens ucj\u/x± (Asp-Ulu-Ala-Asp/liis) box polypeptiae 32 (DDX32), 

nVRTsJA ^ 1 


NM 01902R 


riomo sapiens nypometical protein similar to anKynn repeat-containing pnotein \ 

AK"R1 ^PTT1^8 < ^7^ mPMA 

/\XVJX1 ^fU lUOJZj, IIll\J.N/\ | 


NM 019014 


xiuniu sapiens biiruiar to uiNA-airectea xviN/i polymerase l ^l jd KUaj ^xvpol-Z^, j 

mRTsTA j 

iliXVLN/A. | 


NM 019023 


Homo sapiens hypothetical nrotein fFLJ 10640) mRNA 1 


NM 018162 


Homo sapiens hypothetical protein FIJI 0633 (FU1 0633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FL J 10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FIJI 0404), mRNA | 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) j 
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NM 018700 



NM 018547 



(HSA243396), mRNA 

(TRIM36), 



Homo sapiens hypothetical protein PRQ2964 (PRQ2964), mRNA 



NM -° 1 85 ^ I Homo sapiens hypothetical protein PRQ2958 ( PRQ2958^ mRNA 
NM 018544 " " i , - . ■ a 



NM 018634 



NM 018543 



NM 018542 



NM 018538 



NM 018534 



Homo sapiens hypothetical protein PRQ2949 (PRQ2949), mRNA 



Homo sapiens hypothetical protein PRQ 2893 (PR02893) mRNA 



Homo sapiens hypothetical protein PRQ2859 (PRQ2859), mRNA 
Homo sapiens hypothetical protein PRQ2834 (PRQ2834),' mRNA 



Homo sapiens erythroblast membrane-associated protein (ERMAP), m RNA 



NM 018530 



NM 018627 



NM 018523 



NM 018519 



NM 018517 



NM 018621 



NM 018619 



NM 018618 



NM 018616 



NM 018512 



NM 018610 



NM 018510 



NM 018507 



NM 018606 



NM 018589 
NM 018587 



NM 018503 



NM 018586 



Homo sapiens hypothetical protein PR02714 (PRQ2714), mRNA 



Homo sapiens hypothetical protein PR02521 (PRQ2521 1 mRNA 



Homo sapiens hypothetical protein PRO2405 (PRO2405X mRNA 
Homo sapiens hypothetical protein PRQ2325 (PR02325)! mRNA 



Homo sapiens hypothetical protein PRQ2266 (PRQ2266), mRNA 



Homo sapiens hypothetical protein PRQ2214 (PRQ2214). m RNA 



Homo sapiens hypothetical protein PRQ2198 (PRQ2198 ), mRNA 



Homo sapiens hypothetical protein PRQ2133 (PRQ2133), mRNA 



Homo sapiens hypothetical protein PRQ2121 (PRQ2121), mRNA 
Homo sapiens hypothetical protein PRO2037 (PRO2037)[ mRNA 



Homo sapiens hypothetical protein PRQ2015 (PRO2015), mRNA 

~ ■ -i Til , : . _ . — " 



Homo sapiens hypothetical protein PRO 1942 (PRO 1942), mRNA 



Homo sapiens hypothetical protein PRQ1866 (PRQ1866), mRNA 



Homo sapiens hypothetical protein PRO 1 843 (PRO 1 843), mRNA 



Homo sapiens hypothetical protein PRO 1 787 (PRO 1 787), mRNA 



Homo sapiens hypothetical protein PRQ1635 (PRQ1635), mRNA 
Homo sapiens hypothetical protein PRQ1617 (PRQ1617). mRNA 

Ua«mm — ^ — 1 1 1 j • 1 ^ — ^ ■ 



Homo sapiens hypothetical protein PRQ1598 (PRQ1598), mRNA 



NMJH8502 
NM 018603 



NM 018584 



NM 018582 



NM^O 18602 



NM 018578 



NM 0 18576 



NM 018497 



Homo sapiens hypothetical protein PRQ1584 (PRQ1584), mRNA 
Homo sapiens hypothetical protein PRO1580 (PRO1580), mRNA 
Homo sapiens hypothetical protein PRO 1496 (PRO 1496)! mRN A 



Homo sapiens hypothetical protein PRQ1489 (PRQ1489) a mRNA 



Homo sapiens hypothetical protein PRQ1483 (PRQ1483), mRNA 



Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 4 (DNAJA4) 
mRNA 75 



Homo sapiens hypothetical protein PRQ1257 (PRQ1257), mRNA 



Homo sapiens hypothetical protein PROl 163 (PRO 1 163), mRN A 



NM 018565 



NM 018562 



NM 018590 



Homo sapien s hypothetical protein PRO104 8 (PRO1048), mRNA 

u~~~~ « i 1 ,i T- * ' : — ■ ■ ^ 



Homo sapiens hypothetical protein PROQ899 (PRO0899), mRNA 



NM_018667 



NM 017544 



NM_018468 
NM^O 18467 



NM^O 18464 
NM 018688 



NM 018686 



NM 018446 



Homo sapien s hypothetical protein PRO0386 (PRO0386), mRNA 
Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 



Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase £Q (SMPD3), mRNA 



Homo sapiens transcription factor NRF (NRF), mRNA 



Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS033 (MDS033), mRNA 

Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDSQ32), mRNA ^ 

"V "V • ^^^^^^^^^^^^^^^^^ 



Homo sapiens uncharacterized hematopoietic stem/progenitor cells orotein 

MDS029 (MDS029), mRNA 

Homo sapiens bridging integrator 3 (BIN3), mRNA 



Homo sapiens CMP-N-acetylneiiraminic acid synthase (CMAS). mRNA 
Homo sapiens glycosvltransferase AD-0 1 7 (AD>0 1 7), mRNA 
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XTA/f ftl 0/1 1< 
INM Ulo4l0 


Homo sapiens rUAJZ ioricneaa tactor (rHAj, mKJNA 


iNM U 1 54U / 


Homo sapiens putative integral memorane Tjansporter ijloz / mKJNA 


INM Ulo4/Z 


xiomo sapiens uncnaractenzea nypotnaiamus protein jti x u 1 1 jji 1 u 1 1), mKiN/\ 


XTA/f ft1Q/!71 
1N1VL U 1 54 / 1 


Homo sapiens uncnaractenzeo nypotnaiamus protein xiiuiu ^Jtiiuiuj, mKJN a 


XTA/f ft 10/1 7ft 
JNM U154/U 


Homo sapiens uncnaractenzeo. nypotnaiamus protein riLvvy (riiuuy), rnKiNA 


XTA/f ft1C/l£Q 

jnm uio4oy 


Homo sapiens uncnaractenzea nypotnaiamus protein riiuuo ^xiiuuoj, dikina 


XTA/T 


Homo sapiens AlAr associated Iactor-1 (Ho AiAr Ar 1 niKiNA 


XTA/f A 1 *7< 1 /I 
INM Ul /D14 


Homo sapiens oiiA gene (HooliACjliJNb), mi<JNA 


XTA/f ft 1 7 *\ 1 7 
INM Ul / J 1Z 


Homo sapiens ri o oeta protein (HoKI ooxsi Aj, rriKJN a 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


XTA/f ftlC^^I 


Homo sapiens iiJ-.Lr protein (HoAz / /o4iy, iiikjna 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


xnv/f ftiQ/ift/i 
INM UI84U4 


Homo sapiens centaunn, alpna z (uhjni az;, mJKJNA 


XTA/f fti O/iAi 
JNM Ulo4Ul 


Homo sapiens gene lor senne/tnreomne protein Kinase (HoAzjuojyj, nuuNA 


xr\/f ft 17^00 
JNM UI/joZ 


TT nr „ rt nn«<o«n XTT/^TJ < J /TJC A *7/1Q/C/C/C\ w«T5XTA 

Homo sapiens JNiCbo protein (HoAz4joooj, mKJNA 


NM_01ooo4 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 
mKJNA 


XTA K A 1 Q A 11 

JNM_Ulo4/ / 


Homo sapiens imcnaractenzea nypotnaiamus protein HAJKr 1 1 (HAKr 1 1 ), 

mKXNA 


XTA/f ftl 0/^0 
J.NM UloODZ 


Homo sapiens goigin-ince protem (uri^r j, mivLN a 


XTA/f ft17G/CO 

jnm ui /yoz 


Homo sapiens nypotneticai protem JtJLJZUoZj (JtUZUoZj j, itikjna 


XTA/f ftl 7Q£ 1 
JNM Ul /yol 


Homo sapiens nypotneticai protem rL,Jzuoij jri-jzuoi.5j, mKJNA 


\ru fti7Q/;ft 

INM U I / 


Homo sapiens nypotneticai protem pj^jzuouo (rijjzuouoj, mivLNA 


XTA/f ft17Q^0 
INM Ul fyjy 


riomo sapiens nypotneticai protein .t.ljzuouz (rLJ zuouz^, iiikjna 


XTA/f ft17Q<9 
INM Ul/lOo 


Homo sapiens nypotneticai protem jtjljzu/oj (ri-jzu too ), iiikjna 


JNM ui/yj/ 


Homo sapiens epsin 3 (rLJzU/ /o), mKJNA 


XTA/f nnoc< 
JNM vl/yjo 


Homo sapiens nypotneticai protem rLjivf ll (rJLJZU / / Zj, iriKJNA 


NM 017950 


Homo sapiens hypothetical protein FLJzO/Di (rLJz0753), mRNA 


NM vl/yHy 


Homo sapiens nypotneticai protein rLJZO/jy (rLJ20/3y), mKNA 


XTA/f AHQ/t/C 

JNM UI/y40 


Uawia n<l«-l atin Vkimnfl^a^tnnl «vn+nin "CT TOA*7*l1 /TT T TOA*7*2 1'\ w»"D\T A 

Homo sapiens nypotneticai protem rLJzu/ji (rJLJZU/3 1 ), mJbuNA 


XTA/f A170<J1 

JNM ui/yjj 


Homo sapiens nypotneucai protem ru/u/zy (ri^jzu/zy^, itikjna 


XTA/f ft 170/11 
INM v 1 / ^4 j 


Homo sapiens nypotneticai protein rjuzu / zd ^jti_,jzu / zj j, itikjna 


XTA/f ft 1 7041 
INM Ul/;/41 


TJ ntnrk csniOTic Vnrt-»/"vfVir»+tr»o1 nt-Afpin TTT TO A 70 1 H7T TO A70 1 \ r\-»T>XTA 

Homo sapiens nypotneticai protein rLjzu /z 1 ^.tjljzu /z i itikjn a 


XTA/f ft170^fi 
INM u i / y J o 


Uaitia comotl o Viirt^rtfTi*>fir»o1 <r\rr\+oir\ T7T TO AO 1 /T7T TO A 7 1 mUXTA 

Homo sapiens nypotneucai protem rL,jz.\j / 10 ^rjujzu / 10^, mKJNA 


XJM ft17Q07 
INM U I i yo / 


T-Trvmn car\ipnc Viirr»rktT-i/»fir»o1 i-»T*/\t*»iT\ T7T TO 07 1 0 A7T TO A 7 1 0"\ mPXTA 

nomo sapiens nypotneucai protem rL/Jzu / iz v^ri^jzu / izj, mKJNA 


XJA/T ft17Q1? 
INIYI \J 1 I iOZ 


H/MYin caniAtic tvirrw*kfh<»tiVal nmfpin TTT T0ft7ftft /T7T TO ft 7ft ft^ mPXJA 

noiuo sapiens nypotneucai protein pi^jzu /uu ^r-ujzu/uu^, iiii\jna 


XTA/f ftlOGOQ 

jnm ui/yzy 


Homo sapiens nypotneucai protein rJLJZUoyo (ri^JZUuVjy, rnKJNA 


"MA/1 ftlOQOC 

INM ui/yzo 


Homo sapiens nypotneucai protein rUZUoy4 (rJLJZUoy4j, mKJNA 


XTA/T ft 1 7GO *C 

INM ui/yzj 


TTftwirt -n-.'a-n Viif«A+Uo+tnn1 «.-rtfai'n "CT TOA^C0/C /TTT TOA#CQ/T\ *V»T>XT A 

Homo sapiens nypotneucai protein rLJZUooo (ruzuoooj, iiikjna 


XTA/f ft lOOOft 

jnm ui/yzu 


TT ' „ ttvm^i-l-A^Anl a,'*-. TTT TOA£<T/1 ACT TO A ^ /I \ m1}\TA 

Homo sapiens nypotneucai protein rJLJZUoj4 (ri J jzuoD4j, iiikjna 


"MA/f nnoio 

jnm ui/yiy 


TJ/mvi/\ nnMiann Vi-trr%r\+V»ia fi/-»n1 nvAfain TTT TOA/C<1 ACT TO A/^^C 1 N TVlUXTA 

Homo sapiens nypotneucai protein rLJZUoj i (rL.jzuoD i j, itikjna 


XTA/T ft 1 OQ 1 0 
JNM Ul ly lo 


TJawa nn«ia«n T-»t r*i /-\ A-i /-»«-. 1 -. n f a { n "CT TOA^/tO /TTT T0A*£/^7^ *viT5XTA 

Homo sapiens nypotneucai protein Jruzuc^/ (rL.JZU04 / ) 3 iiikjna 


XTA/f ft17G17 

iNM ui/yw 


UnmA rn«in«n "Ut rr>/-v+Ti a"f^ n 1 « t .A+isi« TTT TOArfC/1/1 /T7T TOA/C/l/t^ *V*TJXTA 

Homo sapiens nypotneucai protein rL.JZU044 (rLJZU044j, mKJNA 


XTAif ft17Q1£ 

JNM UI ly 10 


TJa*«a nimiaMn X>t mni-l-ta+l j-» rtl «yn+oi« "CT TOA/C/10 /TTT TO A/>/1 0 "\ XT A 

Homo sapiens nypotneucai protein ruzuo4.> (rL,Jzuo4j^, iiikjna 


XTA/f ftl 701 ^ 
JNM Ul lylD 


TT rtw «A n Viirt-k/^+Vi^nrtl «rn+ai« CT TOA</l 1 ATT TOA</1 1 ^ ■rw-.'DXT A 

Homo sapiens nypotneucai protein ruzutm (ruzucwij, mKJNA 




fTnmn Qar»ipnQ hvnnfhpfirfll nrnfpin FT T9ftfi^7 (VJ T?06^7 i rnRT\TA 


NM 017909 


Homo sapiens hypothetical protein FLJ20627 (FLJ20627), mRNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FU20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM 017897 


Homo sapiens hvoothetical Drotein FLJ20604 (FLJ2Q604) mRNA 


NM 017894 


Homo saoiens hvoothetical protein FLJ20595 fFLJ20595"> mRNA 


NM 017893 


Homo saoiens sema domain inimunoelobulin domain transmembrane 
domain fTM) and short cytoplasmic domain* (semaphoring 4G CSEMA4GV 

™* ^» A * .»kjA A A A » A. * A- # *-A V* W AA^* A> V J Mr AT<*WI MAV WAAiVflAAi I V/ V* 1J1I U A # • \hJ 1 v J r /I'll A- 1 _ J * 

mRNA 


NM 017891 


Homo sapiens hvoothetical protein FLJ20584 (FLJ20584) mRNA 


NM 017885 


Homo sapiens hypothetical protein FLJ20568 fFLJ20568 , ) mRNA 


NM 017881 


Homo sapiens hvoothetical protein FU20559 flFU20559^ mRNA 


NM 017876 


Homo sapiens hvoothetical protein FU20552 fFLJ20552^ mRNA 


NM 017873 


Homo sapiens hypothetical protein FLJ20548 (FLJ20548), mRNA 


NM 017868 


Homo sapiens hypothetical protein FLJ20535 (FLJ20535), mRNA 


NM 017866 


Homo sapiens hypothetical protein FLJ20533 (FLJ20533) mRNA 


NM 017863 


Homo sapiens hypothetical protein FLJ20527 (FLJ20527), mRNA 


NM 017860 


Homo sapiens hypothetical protein FLJ20519 (FLJ20519), mRNA 


NM 017858 


Homo sapiens hypothetical protein FU20516 (FLJ20516), mRNA 


NM 017856 


Homo sapiens hypothetical protein FLJ20514 (FLJ20514), mRNA 


NM 017854 


Homo sapiens hypothetical protein FLJ20512 (FLJ20512), mRNA 


NM 017853 


Homo sapiens hypothetical protein FLJ2051 1 (FLJ2051 1). mRNA 


NM 017851 


Homo sapiens hypothetical protein FLJ20509 (FLJ20509), mRNA 


NM 017848 


Homo sapiens hypothetical protein FLJ20506 CFLJ20506). mRNA 


NM 017843 


Homo sapiens breast carcinoma amplified sequence 4 (BCAS4). mRNA 


NM 017836 


Homo sapiens hypothetical protein FLJ20473 (FLJ20473), mRNA 


NM 017834 


Homo sapiens hypothetical protein FLJ20464 (FU20464), mRNA 


NM 017831 


Homo sapiens hypothetical protein FLJ20456 (FU20456), mRNA 


NM_0 17828 


Homo sapiens hypothetical protein FLJ20452 (FLJ20452), mRNA 


NM 017825 


Homo sapiens hypothetical protein FLJ20446 (FLJ20446), mRNA 


NM 017824 


Homo sapiens hypothetical protein FLJ20445 (FLJ20445), mRNA 


NM 017819 


Homo sapiens hypothetical protein FLJ20432 fFU20432^ mRNA 

* AA*%^ W*A-Jk^ A Ah/ MM. J MAV h A WA'A !»✓ A. WA* A A AWV A# V ■ ^ A^ \^ ■ Arf V/ I ^ AW J y A AAAVi, > X A. 


NM 017817 


Homo sapiens hypothetical protein FLJ20429 CFU20429) mRNA 

*^*^A***/ vAAW A ~J A^^^ •*AA^^ •» *^%*A> A/A V fcVAU «A» Ami#^F ^W >^ I4f y ^ -A, J>_^w AW \^ lArf/ ^« AA.A^A,^WA> ~ A> A. 


NM 017816 


Homo sapiens hypothetical protein FLJ20425 (7020425") mRNA 

-^-^^ aaa^-t t/ A VAAk/ A A, T 1/ V* W* A A—' A. X/ WALL <A. ,A M /y AW V » Aw I -AV M A>y AW V/ 1 AWk/ f * l^AAVl ^ A A 


NM 017814 


Homo sapiens hypothetical protein FLJ20422 fFU20422 > ) mRNA 


NM 017813 


Homo sapiens hypothetical protein FLJ20421 fFU2042n mRNA 

^A AA^^ A* WW l^r A W« *V A A f Mr M A *r V A • A^ A m ^A A«W «W >^ ■ Af A- V A. ^A^^av A^tf A AW A. # A AA AJL^k 1 A A> 


NM 017812 


Homo sapiens hypothetical protein FLJ20420 fFLJ20420) mRNA 

^^^^ A « * Iv A A A fe^ A A ^ J WA A«^ VA «^ «w A At* A ^» %r w AAA ^A Aa*V 9 «^ M ^L^rmm Af p AW # m A AAA ^^A> a A> AV 


NM 017808 


Homo sapiens hypothetical protein FLJ20413 (PLJ204131 mRNA 

^fc AA A^*^ A^ A A*^ A A 1/ *A A^r » A MA HW A AAA AV Arf ■ A a/ K A«F Arf 1 A # m A A i A_A ^ A. A. 


NM 017805 


Homo sapiens hypothetical protein FLJ20401 (FU2040n, mRNA 


NM 017803 


Homo sapiens hypothetical protein FLJ20399 (FU20399), mRNA 


NM 017801 


Homo sapiens hypothetical protein FLJ20396 (FLJ20396), mRNA 


NM 017799 


Homo sapiens hypothetical protein FLJ20392 (FLJ20392), mRNA 


NM 017793 


Homo sapiens hypothetical protein FLJ20374 (FLJ20374), mRNA 


NM 017791 


Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA 


NM 017787 


Homo sapiens hypothetical protein FLJ20154 (FLJ20154), mRNA 


NM 017782 


Homo sapiens hypothetical protein FLJ20360 (FLJ20360), mRNA 

^ — ^ V ^» V^B*- A ^» AAMtf A A J A^ V* A^^ WA ^VA A A A A ^ta^ V -^^r- ^F » AvV AV Aj^ >^ # • A A ^ A Ak 


NM 017781 


Homo sapiens hypothetical protein FLJ20359 (FLJ20359), mRNA 


NM 017779 


Homo sapiens hypothetical protein FLJ20354 (FLJ20354), mRNA 


NM 017777 


Homo sapiens hypothetical protein FLJ20345 (FLJ20345') mRNA 

^ • • Wl*^/ A VAAt/ A JW ^W MAV V A *A A JW A A A A A AivV «W A «^ ^.A. AVv AW | «^ ^ j iAAA^A\ li JL, 


NM 017776 


Homo sapiens hypothetical protein FLJ20344 (FLJ20344), mRNA 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FU20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FLJ20312 fFLJ20312f mRNA 


NM 017760 


Homo sapiens hypothetical protein FLJ203 1 1 (TTJ203 11) mRNA 


NM 017755 


Homo sapiens hypothetical protein FLJ20303 fFLJ20303 , mRNA 


NM 017752 


Homo sapiens hypothetical protein FLJ20298 (FLJ20298), mRNA 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296i mRNA 


NM 017746 


Homo sapiens hvoothetical nrotein FLJ202R7 fFLJ2028Tl mRNA 


NM 017745 


Homo saoiens hvoothetical nrotein FT T202R5 fFT J202R5^ mRNA 


NM 017742 


Homo sapiens hvoothetical nrotein FT T202R1 fFTJ202Rli* mRNA 


NM 017741 


Homo saoiens hvnnthetieal nrntein FT T209Rfl fFT T9098fYl mPNA 


NM 017739 


Homo sapiens O-linked mannose betal,2-N-acetylglucosaminyltransferase 
(FU20277), mRNA 

\A A—*%i Am \J Am $ § I j **JU\A 'X A 


NM 017737 

ms * m- ■ m* A # # Iff ■ 


Homo saoiens hvnothetical nrotein FLJ2027S fFT T2077M mRNA 


NM 017729 


Homo saoiens hvnothetical nrotein FT T2025R fFT T?0?S8i mRNA 


NM 017728 


Homo sapiens hvpothetical nrotein FLJ20255 rFTJ202S5 1 mRNA 


NM 017727 


Homo sapiens hvpothetical nrotein FLJ20254 rFLJ20254 , i mRNA 


NMJ) 17724 


Homo saoiens leucine rich reneat Hn FT TH interacting nrntpin 9 H" "R'RFTP?^ 
mRNA 


NM 017721 


Homo sapiens hvpothetical protein FLJ20241 (FLJ2024n mRNA 


NM 017713 


Homo sapiens hypothetical protein FU2021 1 AFLJ2021 1"* mRNA 


NM 017712 


Homo sapiens hypothetical protein FU20208 fFLJ20208 1 mRNA 


NM 017710 


Homo sapiens hypothetical protein FLJ20203 (TLJ20203> mRNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (TLJ20200} mRNA 


NM 017707 


Homo sapiens hypothetical protein FLJ20199 (7020199") mRNA 


NM 017706 


Homo sapiens hypothetical protein FLJ20195 (T , LJ20195 , i mRNA 


NMJ) 17705 


Homo sapiens hvpothetical protein FIJ20190 fFLJ20190 > ) mRNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 fFLJ20188 1 mRNA 


NM 017702 


Homo sapiens hvpothetical protein FLJ201 86 (FLJ201 86^ mRNA 


NM 017700 


Homo sapiens hvoothetical nrotein FT J201 84 fFT T201 R4t mRNA 


NM 017696 


Homo saoiens hvoothetical nrotein FT T201 70 rFT T901 70 1 mRNA 


NM 017694 


Homo sapiens hvoothetical protein FLJ20160 fFLJ201 60^ mRNA 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 rFLJ20159^ mRNA 


NM 017691 


Homo sapiens hypothetical nrotein FLJ201 56 (FI J201 56^ mRNA 


NM 017689 


Homo sapiens hvpothetical orotein FLT20 151 fFLJ20 151^ mRNA 


NM 017688 


Homo sapiens hvpothetical orotein FLJ20150 rFLJ20150^ mRNA 


NM 017685 


Homo sapiens hypothetical protein FLJ20139 fFLJ20139 > ) mRNA 


NM 017684 


Homo sapiens hypothetical protein FLJ20136 (TLJ20136) mRNA 


NM 017682 


Homo sapiens hypothetical protein FLJ20132 (TLJ20132^ mRNA 


NM 017681 


Homo sapiens hypothetical protein FLJ20130 (TLJ20130i mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ20128 TFLJ20128) mRNA 


NM 017674 


Homo sapiens hypothetical protein FLJ20123 (TLJ20123 1 1 mRNA 

" / >^ 11 V ■VU JL X A—/*/ Am\J X Am+J 1 JL Jl #W Am\r X Am mf f • * ^11 


NM 017664 


Homo sapiens hypothetical protein FU20093 (TFLJ20093 1 mRNA 


NM 017661 


Homo sapiens hypothetical nrotein FLJ20086 (TU200861 mRNA 

•*^* p ' — ** w ^ ^^^^^ w **j T fVfc*4VMWI*l L/4 L/ Will X JWvl#V VwV \ JL * -*^* Am V/ V/ KJ \J J ^ 111 jl X. ^ ^|jt\. 


NM 017660 


Homo sapiens hypothetical protein FU20085 fFLJ20085 1* mRNA 

AKm*-^m mm.~.-%m * V T WWU1 L/JL V/ iVilA X AmJ*f Am V/ V/ VV \X JLArMVvU«/ If illXVllll 


NM 017658 


Homo sapiens hypothetical protein FLJ20081 (FLJ20081), mRNA 


NM 017656 


Homo saoiens hvoothetical nrotein FT T9007Q (VI T2007Q i mRNA 


NM 017655 


Homo sapiens hypothetical protein FLJ20075 (FLT20075), mRNA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FLJ20073), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FU20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FU20069), mRNA 


NMJ) 17650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FLJ20059 (FLJ20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FU20047), mRNA 


mi 017638 


Homo sapiens hypothetical protein FU20045 (FU20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FLJ20037 (FLJ20037), mRNA 


NM 017631 


Homo sapiens hypothetical protein FLJ20035 (FU20035), mRNA 


NM 017630 


Homo sapiens hypothetical protein FU20034 (FLJ20034), mRNA 


NM 017627 


Homo sapiens hypothetical protein FLJ20030 (FU20030), mRNA 


NMJU7626 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12V 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FLJ20013 (FU20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FU20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FLJ20005 (FU20005), mRNA 


NM 017615 


Homo sapiens hypothetical protein FIJ20003 (FLJ20003), mRNA 


NM 018394 


Homo sapiens hypothetical protein FIJI 1342 (FIJI 1342), mRNA 


NM 018393 


Homo sapiens hypothetical protein FIJI 1336 (FLJ1 1336), mRNA 


NM 018391 


Homo sapiens hypothetical protein FIJI 1328 (FIJI 1328), mRNA 


NM 018389 


Homo sapiens GDP-fucose transporter 1 (FLJ1 1320), mRNA 


NM 018388 


Homo sapiens hypothetical protein FIJI 1316 (FIJI 1316), mRNA 


NM 0 1 8386 | Homo sapiens hypothetical protein FIJI 1 305 (FIJI 1 305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FIJI 1294 (FIJI 1294), mRNA 


NM 018380 


Homo sapiens DEAD/H (Asr>Glu-Ala-Aso/His) box Dolvrjeotide 28 (DDX28) 
mRNA 


NM 018379 


Homo sapiens hvpothetical protein FIJI 1280 (FIJI 1280), mRNA 

*-A^^*A*v A VAAW A A J *AAV MVUA f"^ vVAAA A AW A A A# V 1 A. » W> A A ArW /• 111AU ^ A A. 


NM 018376 


Homo sapiens hypothetical protein FIJI 1275 (FIJI 1275), mRNA 


NM 018375 


Homo sapiens hypothetical protein FLJ1 1274 (FU1 1274), mRNA 


NM 018374 


Homo sapiens hypothetical protein FLJ1 1273 (FIJI 1273), mRNA 


NM 018372 


Homo sapiens hypothetical protein FLJ1 1269 (FIJI 1269), mRNA 


NM 018370 


Homo sapiens hypothetical protein FLJ1 1259 (FIJI 1259), mRNA 


NM 018366 


Homo sapiens hypothetical protein FLJ1 1230 (FLJ1 1230), mRNA 


NM 018365 


Homo sapiens hypothetical protein FIJI 1222 (FIJI 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protein FLJ1 1209 (FIJI 1209), mRNA 


NM 018359 


Homo sapiens hypothetical protein FLJ1 1200 (FIJI 1200), mRNA 


NM 018357 


Homo sapiens hypothetical protein FLJ1 1 196 (FU1 1 196), mRNA 


NM 018356 


Homo sapiens hypothetical protein FLJl 1 193 (FLJ1 1 193), mRNA 


NM 018355 


Homo sapiens hypothetical protein FLJl 1 191 (FLJl 1191), mRNA 


NM 018351 


Homo sapiens hypothetical protein FIJI 1 183 (FLJl 1 183), mRNA 


NM 018350 


Homo sapiens hypothetical protein FIJI 1181 (FIJI 1181), mRNA 


NM 018349 


Homo sapiens hypothetical protein FLJl 1 175 (FLJl 1 175), mRNA 


NM 018348 


Homo sapiens hypothetical protein FLJl 1171 (FLJl 1 171), mRNA 


NM 018346 


Homo sapiens hypothetical protein FLJl 1 164 (FUl 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FLJl 1 160 (FLJl 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FLJl 1 159 (FLJl 1 159), mRNA 


NM 018342 


Homo sapiens hypothetical protein FIJI 1 155 (FLJl 1 155), mRNA 


NM 018338 


Homo sapiens hypothetical protein FLJl 1 142 (FIJI 1 142), mRNA 


NM 018335 


Homo sapiens hypothetical protein FLJl 1 132 (FLJl 1 132), mRNA 


NM 018329 


Homo sapiens hypothetical protein FLJl 1117 (FLJl 1117), mRNA 


NM 018328 


Homo sapiens hypothetical protein FIJI 1113 (FIJI 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FIJI 1110 (FIJI 1110), mRNA 


NM 018324 


Homo sapiens hypothetical protein FIJI 1 106 (FLJl 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJl 1 105 (FIJI 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FIJI 1 100 (FIJI 1 100), mRNA 
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NM 018316 


Homo sapiens hypothetical protein FLJ1 1078 (FU1 1078), mRNA 


NM 018314 


Homo sapiens hypothetical protein FLJ 1 1 068 (FU1 1 068), mRNA 1 


NM 018309 


Homo sapiens hypothetical protein FIJI 1046 (FLJ1 1046), mRNA 


NM 018308 


Homo sapiens hypothetical protein FIJI 1042 (FLJ1 1042), mRNA 


NM 018307 


Homo sapiens hypothetical protein FIJI 1040 (FLJ1 1040), mRNA 


NM 018306 


Homo sapiens hypothetical protein FIJI 1036 (FIJI 1036), mRNA 


NM 018304 


Homo sapiens hypothetical protein FIJI 1029 (FLJ1 1029), mRNA 

£_ _ ✓ k. C — — 1 £1 


NM 018302 


Homo sapiens hypothetical protein FIJI 1017 (FLJ1 1017), mRNA 


NM 018299 


Homo sapiens hypothetical protein FIJI 101 1 (FLJ1 101 1), mRNA 


NM 018297 


Homo sapiens peptide:N-glycanase similar to yeast PNG1 (FIJI 1005), mRNA 


NM 018296 


Homo sapiens hypothetical protein FIJI 1004 (FLJ1 1004), mRNA 


NM 018294 


Homo sapiens hypothetical protein FLJ10998 (FLJ10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FLJ10989 (FLJ10989), mRNA 


NM 018289 


Homo sapiens hypothetical protein FLJ10979 (FLJ10979), mRNA 


NM 018288 


Homo sapiens hypothetical protein FIJI 0975 (FLJ10975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FLJ10936 (FLJ10936), mRNA 


NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FLJ10925), mRNA 


NM 018271 


Homo sapiens hypothetical protein FLJ10916 (FLJ10916), mRNA 


NM 018264 


Homo sapiens hypothetical protein FLJ10900 (FLJ10900), mRNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 018260 


Homo sapiens hypothetical protein FLJ10891 (FLJ10891), mRNA 


NM 018259 


Homo sapiens hypothetical protein FLJ10890 (FLJ10890), mRNA 

.t ...... r V IX. £- _ i 11 


NM 018250 


Homo sapiens hypothetical protein FLJ 10871 (FLJ10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FLJ10858 (FLJ10858), mRNA 


NM 018247 


Homo sapiens hypothetical protein FLJ10856 (FIJI 085 6), mRNA 


NM 018246 


Homo sapiens hypothetical protein FLJ10853 (FIJI 0853), mRNA 


NM 018243 


Homo sapiens hypothetical protein FIJI 0849 (FLJ10849), mRNA 


NM 018238 


Homo sapiens hypothetical protein FLJ10842 (FLJ10842), mRNA 


NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FIJI 0830), mRNA 


NM 018234 


Homo sapiens hypothetical protein FLJ10829 (FIJI 0829), mRNA 

* J r — \ z» — — — — — 


NM 018231 


Homo sapiens hypothetical protein FLJ10815 (FLJ10815), mRNA 


NM 018229 


Homo sapiens hypothetical protein FLJ10813 (FIJI 08 13), mRNA 


NM 018228 


Homo sapiens hypothetical protein FLJ1081 1 (FLJ1081 1), mRNA 


NM 018227 


Homo sapiens hypothetical protein FLJ10808 (FLJ10808), mRNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FIJI 0803), mRNA 


NM 018222 


Homo sapiens parvin, alpha (PARVA), mRNA 


NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


NM 018216 


Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJ10781 (FLJ10781), mRNA 


NMJ)18214 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 018210 


Homo sapiens hypothetical protein FLJ10769 (FLJ10769), mRNA 


NM 018208 


Homo sapiens hypothetical protein FLJ10761 (FLJ10761), mRNA 


NM 018203 


Homo sapiens hypothetical protein FLJ10748 (FLJ10748), mRNA 


NM 018201 


Homo sapiens hypothetical protein FLJ10743 (FLJ10743), mRNA 


NM 018199 


Homo sapiens hypothetical protein FLJ10738 (FLJ10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FU10713), mRNA 
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NM 018183 


Homo sapiens hypothetical protein FU10701 (FU10701), mRNA 


NM 018182 


Homo sapiens hypothetical protein FLJ10700 (FLJ10700), mRNA 


NM 018181 


Homo sapiens hypothetical protein FLJ10697 (FIJI 0697), mRNA 


NM 018176 


Homo sapiens hypothetical protein FU10675 (FU10675), mRNA 


NM 018174 


Homo sapiens chromosome 19 open reading frame 5 (C19orf5), mRNA 


NM 018173 


Homo sapiens hypothetical protein FU10665 (FLJ10665\ mRNA 


NM 018172 | Homo sapiens hypothetical protein FLJ10661 CFU\066l\ mRNA 


7sTA/f 018170 


Homo sapiens nypotnetical protem FU10656 (FIJI 0656), mRNA 


NM 01 81 £8 


Homo sapiens Hypothetical protem FLJ10650 (FLJ10650), mRNA 


>jm o 1 r i fin 


Homo sapiens hypothetical protem FLJ10648 (FIJI 0648), mRNA 


NM O 1 8 1 6£ 


womo sapiens nypotnetical protem FIJI 0647 (FIJI 0647), mRNA 


NM o 1 ft 1 
1NM UlolOJ 


Homo sapiens hypothetical protein FLJ10634 (FLJ10634), mRNA 


NM H1 81 ^7 
lNM U 1 0 1 J / 


Homo sapiens hypothetical protem FU10620 (FIJI 0620), mRNA 


"NM 0181 ^fi 

1N1VX vlOlJO 


Homo sapiens nypotnetical protein FLJ10619 (FU10619), mRNA 


NM 01 81 


Homo sapiens nypotnetical protein FLJ10618 (FLJ10618), mRNA 


NM 01 81 


nomo sapiens nypotnetical protein PLJ10604 (FU10604), mRNA 


NM 01 81 ^0 


Homo sapiens hypothetical protein FLJ10597 (FU10597), mRNA 


NM 0 1 8 1 AQ 

lNXVl Viol 


Homo sapiens hypothetical protem FIJI 0587 (FU10587), mRNA 


NM 018148 


Homo sapiens hypothetical protein FU10583 (FLJ10583), mRNA 


NM 018146 
1N1V1 U16i*f0 


Homo sapiens hypothetical protem FLJ10581 (FLJ10581), mRNA 


NM 018145 


Homo sapiens hypothetical protem FLJ10579 (FLJ10579), mRNA 


NM 018143 


Homo sapiens hypothetical protein FIJI 0572 (FLJ10572), mRNA 


NM 0181 /lO 


Homo sapiens hypothetical protem FLJ10565 (FLJ10565), mRNA 


NM 01811Q 
iNM yj loloy 


Homo sapiens hypothetical protem FU10563 (FTJ10563), mRNA 


NM 018118 


Homo sapiens hypothetical protein FLJ10560 (FLJ10560), mRNA 


NM 01 81 10 


Homo sapiens hypothetical protem FLJ10545 (FIJI 0545), mRNA 


NM 01 81 lO 
INlVI Ulol JU 


Homo sapiens hypothehcal protein FU10539 (FLJ10539), mRNA 


NM 0181 90 

inm uioizy 


Homo sapiens hypothetical protem FLJ10535 (FLJ10535), mRNA 


NM 018128 


Homo sapiens hypothetical protein FLJ10534 (FIJ10534), mRNA 


NTM 01C19£ 


Homo sapiens hypothetical protein FLJ10525 (FU10525), mRNA 


NM 01019^ 
INM Ulol zD 


Homo sapiens hypothetical protem FLJ10521 (FU10521), mRNA 


XT\/T ft 1 8 1 9 1 
INM U 1 0 1 Z 1 


Homo sapiens hypothetical protem FU10512 (FLJ10512), mRNA 


JNM (Hollo 


Homo sapiens hypothetical protem FIJI 0508 (FLJ10508), mRNA 


XTN /f A 1 Q 1 1 C 

INM U I o 1 1 D 


Homo sapiens hypothetical protem FLJ10498 (FLJ10498), mRNA 


1N1VL Ul o 1 1 J 


Homo sapiens lipocalin-interacting membrane receptor (LIMR), mRNA 


ATM Old 11 
iNJVl U 1 o 11 1 


Homo sapiens hypothetical protem FLJ10490 (FLJ10490), mRNA 


JNM Ul ollU 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


NM 018109 


Homo saniens hvnothprirftl nrntf»in KT T1 (\A5M\ H7T T10zl8^ rWDXTA 


NM 018108 


Homo sapiens hypothetical protein FLJ10483 (FLJ10483), mRNA 


NM 018105 


Homo sapiens hypothetical protein FLJ10477 (FLJ10477), mRNA 


NM 018104 


Homo sapiens hypothetical protein FLJ10474 (FLJ10474), mRNA 


NM_0 18096 


Homo sapiens hypothetical protein similar to beta-transducin family (FIJI 045 8), 
mRNA 


NM 018095 


Homo sapiens hypothetical protein FLJ10450 (FLJ10450), mRNA 


NM 018089 


Homo sapiens hypothetical protein FLJ10415 (FLJ10415), mRNA 


NM 018088 


Homo sapiens hypothetical protein FLJ10408 (FLJ10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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NM 018077 


Homo samens hvDOthetical protein FLJ10377 (T ? LJ10377i mRNA 


NM 018071 

X uTX \J 1 KJ \s 1 X 


Homo saoiens hvDOthetical orotein FLJ10357 (FIJI 0357 1 mRNA 


NM 018068 


Homo sapiens likelv ortholoe of mouse oiwi like homoloe 1 fDrosoDhila. i-like 

X1V111V JUUIVllu lllwij vl> HAyiVfi VX lllvUuV LxX Tf X XXXX.XX UVXliVAVg A \Xxl v^VI/LUliW X liVV 

(FU10351\mRNA 


NM 018067 

A » AT M V A XX V» V^ F 


Homo sapiens hypothetical protein FLJ10350 CFLJ10350), mRNA 

■4» A? V«**V V** kX ^fA * A * T m-r WA A^^ V* *-* A l/A XX A^|f A XX kX kX VX % ^L A^#w A XX h/ kX XX # % A AAA, » *» ▼ A A> 


NM 018066 


Homo sapiens hypothetical protein FLJ10349 (FU10349), mRNA 

-A. A A MV A A V 1 |r VAAV r* A A XX r V&AA A-^v A Xr %r I ■rf' \ <A. * A. XX kX ■ / * A A A * *A » A A> 


NM 018065 


Homo sapiens hypothetical protein FLJ10346 (FLJ10346) 4 mRNA 

A A, V ^^A*^ *^ A^T A Afc^ AA » A^ V A ^ V-m V*A AA A ^b^V A «r I X*' \ .A, A, fc*' • # % A A AA> »i i » A A, 


NM 018061 


Homo sapiens hypothetical protein FLJ10330 fFLJ10330\ mRNA 

AAVIAAW UMk/AV^'v A-A J 1/W wAAV il VMA XX vVAIA iA* JkXtf A XX taX *X XX 1 ^iiy A, XX ^X «X VX / 1 U1AVA ^ A Ai 


NM 018056 


Homo sapiens hypothetical protein FLJ10315 rFLJ10315) mRNA 

XAVAAIV V«"l/lViAU A-A T ^X XX »41V MVM1 kX A XX wVUl Jk A, XX ^X A> %X 1 AVV A. XX ^X JL v f • A A * * ^A. X A> A> 


NM 018055 

A. 11" A v A. VX VX W 7 


Homo sapiens hypothetical protein FLJ1 03 14 (FLJ10314) mRNA 

-A. JL VX A A-A VX LX U L/lVilw J ' »A1V ItlVUl kX A XX »W 1A A a 1 /fc/ JL XX %X X 1 \ X. A /■/ JL VX ^/ A. If* A 111 VI 1A A 


NM 018048 

1> til 1. XX X VX V/ t VX 


Homo sapiens hypothetical protein FLJ10292 (PLJ10292) mRNA 

-A. Xl XX A AAV vX kA U#A VAAU A_A J Lx V Vllv X A XX MA L/J XX WWAAA Jk J— 'W -A XX AW ^ A« \ Jk aJw X XX mx AW y « A A A-A, X i 11 A 


NM 018045 

A UTA x/ X vJ w 1 v 


Homo sapiens hypothetical protein FU 10276 (FLJ10276) mRNA 

X. X. VxXXXxx kxu LXX XXXXO XX J lx XX VXXVX VXXX kAA L/X X»X WW XX X Jk JkXt/ jk XX aw / XX \ X, XJJ X Vw / XX J y 1 XXX. VX "XX 


NM 018042 


Homo sapiens hypothetical protein FLJ 10260 fFLJ 10260^ mRNA 

Aiv/lliw uupivllu J r VlVUJl |^1 VI>VUl X -*-^w 1 vuvv 1 »J t V wvV yj Jlllvl 11 1 


NM 018037 

Jk 1 IT A. -A. XX XX * / 


Homo sapiens hypothetical protein FIJI 0244 (HJ 102441 mRNA 

A, Jk XX AAA XX XX k* MlVlAU _J «»A W L*l k-' A XX Will Jk A XX > ■ \ -A. AXv -X XX AW f * I % AAAAXA ~ A A 


NM 018036 


Homo sapiens hypothetical protein FLJ10242 (FLJ10242), mRNA 


NM 018029 

X t 1 ▼ A VX X V/ vX AX 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213) mRNA 

A. AV111V kX kJ> AX A XX A AVJ 41 J kX XX U IV VI XX WA kX A XX Will Jk 1 XX AX Jk ^X 11 1XV 1 XX AW X ^X f * A A 11 VI v A A> 


NM 018027 

1 H'A V A VX V JW / 


Homo sapiens hypothetical protein FLJ10210 (FLJ10210) mRNA 

JL JL XX 111 XX kX kA kX AV11U A AT kX XX VAAV V A V U>A kX A XX* WUA Jk AXv JL XX AW JL XX I A JL_J«/ JL X/ AX 1 XX f ^ AAAAXJk v X> JL 


NM 018024 

X 11*1 V A Vx \J AW W 


Homo sapiens hypothetical protein FLJ 10204 (TXJ 10204) mRNA 

X. XvlilVf uUL/ivyilu IIY UV^iAivllVUl Ul VlVlil A X-*v A V/X#v i \X .l_#»f X \/ jwVx i^/j IliXxill V 


NM 018022 

X 11 TX V/ 1 y V4^^ 


Homo sapiens hypothetical protein FU10199 fFLJ 10 199) mRNA 

Jk jxxxjVXXxx kx VX Lx XxxXX O II Y Wv tllVy LI XX CXI Lxl ULVJil Jk XwxF 1 v 1 x X \ X Xvv X V i / x f • 11 JUL xj, t XX- 


NM 018017 

X HTX Vx X U XX X / 


Homo sapiens hvoothetical protein FLJ10188 (FLJ10188) mRNA 

XXvllAV LXkX LX 1 VxXXlx Uj L/V/Ulw LivUi Lxl XX LxxXX 1 X Ixv iV/lUU \X Xjw X XX 1UU # j AXXJLVJL xx X> 


NM 018014 

± 1 1 ¥ J. U i U V 1 T 


Homo «;aT)ipn<» ft-cpll OT T/lvrnnhorna 1 1 A ( 7inc finffpr nrotpfn) rRCT 1 1 A) 
mRNA 


NM 018013 

X ~ X TJL VX X V NX X 


Homo sapiens hypothetical protein FLJ10159 fFLJ10159 > ) mRNA 

JkJkXj/XXXXX VX xX Lx X XX X X lx XX Y Lx Vx tXXV LXVUi Lx A XX WVlii Jk JUll X XX X W ^X IX jkWV X XX Ih/X 1 X XX. VX x X X 


NM 018012 

X HTA VX JL \X V 1 1» 


Homo sapiens hypothetical protein FLJ 1 0 1 57 fFLJ 10157) mRNA 

-k 1 XX AAA VX kJ kA LX 1 XXI IkJ A1F LX VX k A IV bAVWl kX A XX k XX 111 JL JLWtf 1 XX X »X / 11 JWV JL XX X *X / / « A A AJk XkX XXX 


NM 018005 

X IaT Jk V X \J V/ \X 


Homo sapiens hypothetical protein FLJ10139 (PLJlOlSQi mRNA 

XXv/LllV/ Lx kk LX X XX a XLx XX T kx Xx xXXxx LXXxkXX LxX xx kXXXX X X XJv X VX X h/ -X IX XVV X XX X ^ f j likLkX IX A 


NM 017998 

X 1XTX W 1 / _X ✓ V* 


Homo sapiens hypothetical protein FLJ10110 (FLJ10110) mRNA 

-A. 1. VX A A A VX kX kA LX A k>lALT _/ LX XX kllk/LAVUl LX A XX k XX XXX X X_J*J X VX X X VX IX X— /*/ X VX X X VX / ^ X XXX XX X X X 


NM 017996 


Homo sapiens hypothetical protein FLJ10103 (FLJ10103), mRNA 


NM 017986 


Homo sapiens hypothetical protein FLJ10060 CFU10060V mRNA 

AAVA1AV A W A ALX A AT kX XX wllV VI XXk*l kX 1 XX kXXIA 1 1 JWV JL XX VX XX XX 1 JL A rlf 1 XX \X VX XX § S X A X 


NM 017985 


Homo sapiens hypothetical protein FU10058 (FLJ10058), mRNA 

AAA V^ ±J Ir A **A AW A A T i# XX «AA^^ •4WH ■ A XX aVMl «v^^r 4k X* VX XX \ ^k A> VX VX V XX F % A AAA ^#k « A JL 


NM 017984 


Homo sapiens hypothetical protein FU10057 (FLJ10057), mRNA 


NM 017983 

x ^xtx v x i s \j-*t 


Homo saDiens hypothetical orotein FIJI 0055 fFLJ10055 > ) mRNA 

XX\J±li\J OUUJ vlJLO XXJ pv/tllvUvui pi V Ivlll X IjJ 1 vUi/v' 11 XjJ l\J\J*s~r J y llUvLlll 


NM 017982 


Homo sapiens hypothetical protein FLJ10052 (FLJ10052), mRNA 


NM 017980 


Homo Qantpns hvnotlif»tirfll nrntein FT T10044 (FT T10044^ mRNA 

AAV^lliU oa pi Clio Xiy L'LILlJL/LiL'ill yJLXJW^iH A JLrJ 1 vUn^ AvJ 1 UUtT ^ 1 ILL VI N i\ 


NM 017977 


Homo sapiens hypothetical protein FU10040 (FIJI 0040), mRNA 


NM 017074 


TTnmr* cnmVnc Vivr^ntViptiViil r»rrktf*in T7T 1100^^ fPT T1 OfV^^ ml? XT A 
ATUITIO bapiCZld IiypOLXiCtlL/ai prOlCin PXyJlUV/xX ^A7i-»J iUUxx ^, inxviN/v 


NMJH8410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312), 

IIUViNXV 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NM 017S97 


TTnmn Qanipnc Vivnnthpfiral r>rotpin Til<rF7n7fi1 K 1 R?4 fnKF7n761l£ 1 894^ 

XXUIIIU oapiCIlo IiypUllICUval piULClil AXrvT / UI XV 1 ^xxxVTZjp / U1XV1 O^njj 

mRNA 


NM 018422 


xTuino bapiciio iiypuuic ii L/oi pruicin ursjr <d>p / u 1 xv i *+z.x \ > x^i\xZrfp/oiJ\.i t Txx^, 

mRNA 


NM 0184?! 


xxuniu odpiciib nypoinciiL/di pruicui JL-rvr^p / o ixx i j ^i^jvrzjp/oiixioZx/, 
mRNA 

lllXVl^l IX 


NM 017599 


Homo sapiens transmembrane protein vezatin fVEZATlNi . mRNA 

**V4*1V VXX* kX A XX1ALX k*A VAAAkX *A\ A XXI A- A VX A Mil V^ A VV^ *1 & T Viirt t kill \ T AXAWA Jk JL AS A X My HA A X A ll A> 


NMO 17594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 
mRNA 


NMJU7535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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NM 017559 


tytRNA 


NM 017598 


Homo sar>iens hvnothetical nrotein DKF7t>414C092^ (T)KV7r%A'KAC(\Q'?'\ > \ 
mRNA 


NM_0 17577 


Homo sapiens hypothetical protein DKFZp434C0328 (DKF7n4^4ro^28^ 
mRNA 


NM 014612 


Homo sapiens C9orfl0 protein (C9orfl0), mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow nrotein fRM04fft mPTsJA 


NM 018459 


Homo sapiens uncharacterized bone marrow nrotein TVN/T04S fFtlVTft4^ mRTsJA 


NM 018451 


Homo sapiens centrosomal P4 1 -associated nrotein fPPAP^ mPTxTA 


NM 018450 


Homo saDiens uncharacterized bone marrow nrotein fRIMTPQA ml? "MA 


NM 018674 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NM 017435 


Homo saniens solute carrier farrrilv ?1 foroanic aninn fr^m crm-rt^tA mpmKpr i/i 

du^iviiu ouiuvv voiiivi xcuiuijr a» i ^uiguiiiw all u. illloJJLM. LCl Ij IllClIlL/d l *t 

(SLC21A14),mRNA 

X ™» ™ * ^^^^ A A. A * * § % A AAA » 1 T A A, 


NM 016848 


Homo sapiens neuronal She (SHC3), mRNA 


NM 017432 


Homo sapiens prostate tumor over exnressed eene 1 /'PTOVH mRNA 


NM 016953 


Homo saDiens DhosDhodie5?tera<>e 1 1 A fPT)K1 1 A^ mPTxTA 


NM 013242 


Homo saniens similar to mouse Olt^ or T^) ma1sirjr»aactf>r trancni-intirtri ■To/>t/-»T- TTO 

CAF093680) mRNA 


NM 016267 


Homo sapiens TONDU (TONDLH mRNA 


NM 015859 

■ A ■ ^k X* A- k^ Xl^ k^ 


Homo saniens eeneral transcrintion far tor TTA 1 C^DcVi »nH 1QVri cl^Vln■nitc^ 
(GTF2A1), mRNA 

X ■ ^k A & A • j A A 1 A ^ A » A A 


NM 016271 


Homo sapiens STRIN protein (STR1N), mRNA 


NM 016584 


Homo sapiens interleukin 23, alpha subunit p19 QL23A') mRNA 


NM 016329 


Homo sapiens RU1 (RU1\ mRNA 


NM 016337 


Homo sapiens RNB6 (RNB6), mRNA 


NM 016146 


Homo sapiens PTD009 protein (PTD009), mRNA 


NM 016145 


Homo sapiens PTD008 protein (PTD008), mRNA 

^k ^k ^ A k VU4 I A> A A^ \^ \^ X^ Ii a A A^L ^k^L ^ A A. 


NM 016144 


Homo sapiens PTD002 protein fPTD002) mRNA 

^» * ~ ~ ^ ^k ^k^r Xr A^ A X^ V *^ AAA % -A ,* i y X^ X^ m J k A A AjA> ™i A> 


NM 016147 


Homo sapiens protein Dhosohatase metbvlesterase-1 H^MF-H mPNA 


NM 016445 


Homo sapiens pleckstrin 2 (mouse) homolog (PLEK2), mRNA 


NM 016170 


Homo sapiens NCX protein (NC30 mRNA 


NM 016132 

™ ' * -™- X# A X^ A A^ 


Homo saDiens mvelin eene exnre<?<?ion factor 9 fN/TPF-?^ mPTsJA 

■iiVfiiiV UMf>l^.llk} i A 1 JT Villi gk>!AV ^y\.JJL k>OOlvrll J-CIL/ LU1 ^ ^1V11_/1 — £d)y xi. IXvlNx*. 


NM 016586 


Homo sapiens MBIP nrotein nvTBTP^ mRNA 


NM 016547 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b Drotein f LOC5 1 762^ mRNA 


NM 016442 


Homo SaDiens tvne 1 tumor npcro^i^ fartor reeentor Qbpddina fjmirmnpTvh'rla ep» 

regulator (ARTS-1), mRNA 

™ ~ — k»^^ v X A A A A a F ■ 11U X^_A X A A> 


NM 016438 


Homo sapiens CLST 1 1240 protein (CLST1 1240), mRNA 


NM 016340 


Homo saniens ran Piianine nucleotide pvrbanap fartnr CQ A-f"JPT? 0^ ml? IMA 


NM 016306 


Homo saniens DnaT /TTon/in^ homoloo 1 cubfjimilv P mpmKpr 1 1 rnXT A TD 1 1\ 

oujJik^llo X-/llaJ ^XJLo^/*tU^ llUlllulUgj oLlUlalljUiy d } iiiciiiucr 11 ^l^iN/VJ D 1 i Jy 

mRNA 

IIUVL 1 A A. 


NM 016292 


Homo sapiens heat shock nrotein 75 fTR API ^ mRNA 


NM 016248 


Homo saniens A kinase ^PP^CA^ anrhor nTotpi-n 1 1 (ATC AP1 1\ mT?"MA 


NM 016207 

A « A » X^ 4 x»^ a^ %J F 


Homo saniens cleavage and nnlvadenvlation snecific factor ^ l^Wi cuKimit 
(CPSF3), mRNA | 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP5 8 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZESf), mRNA j 



305 



WO 03/074654 



PCT/US03/05028 



NM 016284 


Homo sapiens KIAA1007 protein (KIAA1007), mRNA 


NM 016645 


Homo sapiens mesenchymal stem cell orotein DSC92 (NEl JCtRTN* mRNA 


NM 016631 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_0 16576 


Homo sapiens GMPR2 for guanosine monophosphate reductase isolog 
(LOC5 1292), mRNA 


NM 016501 


Homo sapiens hypothetical protein FU10597 (FLJ10597), mRNA 


NM 016500 


Homo sapiens hypothetical protein (LOC5 1 260), mRNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM 016480 


Homo sapiens PABP-interacting protein 2 (PAIP2), mRNA 


NM 016433 


Homo sapiens glycolipid transfer protein fGLTP). mRNA 1 


NM 016369 


Homo sapiens claudin 1 8 (CLDN18). mRNA 1 


NM 016359 


Homo sapiens nucleolar protein ANKT fANKT). mRNA I 


NM^O 16246 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 

(LOC51 171), mRNA | 


NM016186 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA [ 


1 NM 016180 


Homo sapiens AIM-1 protein (MATP). mRNA 1 


j NM 016176 


Homo sapiens calcium binding protein Cab45 precursor fCab4^ mRNA 1 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC5 1 148), mRNA 1 


NM_016131 


Homo sapiens RAB10, member RAS oncoeene familv (R AR1 0^ mRNA 1 


NMJ) 16031 


Homo sapiens elongation of very long chain fattv acids fFENl/F1o2 STTR4/Fl<v* 
yeast)-like 1 (ELOVL1), mRNA " 1 


NM_015955 


Homo sapiens C2 1 orfl 9-hke protein (XOC5 1 072V mRNA 1 


NM 015931 


Homo sapiens fls485 (LOC5 1 066). mRNA 1 


NMJH5879 


Homo sapiens sialyltransferase 8C (alpha2,3Ga!betal ,4GlcNAcalpha 2 8- 1 
sialyltransferase) (SIAT8C), mRNA 1 


NM 016368 


Homo sapiens myo-inositol 1 -phosphate synthase Al (TSYNA1V mRNA 1 


NM 016488 


Homo sapiens hypothetical protein (HSPC232), mRNA i 


NM_ 016478 


Homo sapiens hypothetical protein (HSPC2 1 6). mRNA 1 


NM 016463 


Homo sapiens hypothetical protein (HSPC195). mRNA 1 


NM 016410 


Homo sapiens hypothetical protein HSPC177 (HSPC177). mRNA 1 


NM 016406 


Homo sapiens hypothetical protein (HSPC155), mRNA 


NM 016401 


Homo sapiens hypothetical protein (HSPC138), mRNA — | 


NM 016400 


Homo sapiens Huntingtin interacting protein K fHYPKV mRNA 1 


NM 016396 


Homo sapiens hypothetical protein (HSPC129), mRNA | 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 1 1). mRNA 1 


NM 015933 


Homo sapiens hypothetical protein (HSPC0 16). mRNA 1 


NMJ) 15932 


Homo sapiens hypothetical protein (HSPC0 14), mRNA | 


NMJ)16172 


Homo sapiens putative glialblastoma cell differentiation-related (GDBR1) 
mRNA | 


NMJH6194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA v '1 


NM 016196 


Homo sapiens KIAA0682 gene product (KIAA0682). mRNA f 


NM 016553 


Homo sai 


)iens nucleoporin 62kD (NUP62), mRNA 1 


NM 016195 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPH1), mRNA | 


NM_0 16550 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP) 1 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA | 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5) mRNA | 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA | 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA | 


NM_014035 


Homo sapiens SBBI3 1 protein (SBBI3 1 ), mRNA I 
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NM 014868 



Homo sapiens ring finger protein 10 (RNF1Q), mRNA 
Homo sapiens PRO 1575 protein (PRO 15 75), mRNA 
Homo sapiens PRO0659 protein (PROP659), mRNA 
Homo sapiens PRO0641 protein (PROP64R mRNA 



NM 014092 



NM 014138 



NM 014135 



NM 014134 



Homo sapiens PRO0659 protein (PROP659), mRNA 
Homo sapiens PRO0641 protein (PROP641), mRNA 
Homo sapiens PRO0628 protein (PRO0628), mRNA 
Homo sapiens PRO06 18 protein (PROP618), mRNA 



NM 014133 



NM 014076 



Homo sapiens PRO061 1 protein (PRO061 1), mRNA 



NM 014074 



Homo sapiens PRO0529 protein (PRO0529), mRNA 



NM 014129 



Homo sapiens PRO0478 protein (PROP478), mRNA 



NM 014126 



Homo sapiens PROQ365 protein (PRO0365), mRNA 



NM 014124 



NM 014121 



Homo sapiens PRO0255 protein (PRO0255), mRNA 



Homo sapiens PRO0233 protein (PROP233), mRNA 



NM 014120 



Homo sapiens PRO0214 protein (PROP214), mRNA 



NM 014118 



NM 014117 



Homo sapiens PRO0159 protein (PRO0159), mRNA 



Homo sapiens PROP 149 protein (PROP 149), mRNA 



NM 014116 



Homo sapiens PROP 132 protein (PROP 132), mRNA 



NM P15364 



Homo sapiens MD-2 protein (MD-2), mRNA 



NM P14P2P 



Homo sapiens LR8 protein (LR8), mRNA 



NM P14931 



Homo sapiens KIAA1 1 15 protein (KIAA1 1 15), mRNA 



NM P149P1 



Homo sapiens KIAA1 1PP protein (KIAA1 100), mRNA 



NM 014908 



Homo sapiens KIAA1094 protein (KIAA1094), mRNA 



NM 014906 



Homo sapiens KIAA1072 protein (KIAA1072), mRNA 



NM 014932 



Homo sapiens neuroligin 1 (NLGN1), mRNA 



NM 014894 



Homo sapiens KIAA1056 protein (KIAA1056), mRNA 



NM 014956 



Homo sapiens KIAA1052 protein (KIAA1052), mRNA 



NM 014928 



Homo sapiens KIAA1046 protein (KIAA1Q46), mRNA 



NM 014909 



Homo sapiens KIAA1Q36 protein (KIAA1036), mRNA 



NM 014939 



NM 014895 



Homo sapiens KIAA1012 protein (KIAA1012), mRNA 



Homo sapiens KIAA1009 protein (KIAA1009), mRNA 



NM 0 14960 



Homo sapiens KIAA1001 protein (KIAA1001), mRNA 



NM 014950 



Homo sapiens KIAA0997 protein (KIAA0997), mRNA 



Homo sapiens zinc-fmger protein DZIP1 (DZIP1), mRNA 



NM 014934 



NM 014023 



Homo sapiens KIAA0982 protein (KIAA0982), mRNA 



NM 014900 



Homo sapiens KIAA0977 protein (KIAAQ977), mRNA 



NM 014929 



Homo sapiens KIAA0971 protein (KIAAP971), mRNA 



NM P 14935 



Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP3), mRNA 



NM P14937 



Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2), mRNA 



NM P149P2 



Homo sapiens KIAA0964 protein (KIAAP964), mRNA 



NM 014898 



Homo sapiens KIAA0961 protein (KIAA0961), mRNA 
Homo sapiens ankyrin repeat domain 6 (ANKRD6), mRNA 

Hnmn CATYlfmc fitmrvr ^1r\-r^cn^^oi^r\ PAP H.^ Anfoinm ry em+arrsvi 



NM 014942 



NM 014959 



Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 
(TUCAN), mRNA 



NM 014952 



NM 014904 



NM 014903 
NM 014897 



Homo sapiens KIAA0945 protein (KIAA0945), mRNA 
Homo sapiens KIAA0941 protein (Rabl 1-FIP2), mRNA 

Tf T A A f\ /~\ s\ <*% * j' f y y* A A /~\ #""V f~\ f\ X ■ _^ _ _ » 



Homo sapiens KJAA0938 protein (KIAAQ938), mRNA 



Homo sapiens 



(KIAA0924), 



l — — | \ / 7 ~ 

Homo sapiens KIAA0914 gene product (KIAAP914), mRNA 

T T * -v- > v * a r\ r*\ ^\ m » fr r V A a s\ /t /\ m V _ _ » 



NM P14883 



NM PI 4949 



NM P14896 



Homo sapiens KIAAP9P7 protein (KIAAP9P7), mRNA 



NM PI 4969 



M. 1 X X/ _. 

Homo sapiens KIAAP894 protein (KIAAP894), mRNA 



Homo sapiens 



(KIAAP893) 



NM P 14966 



Homo sapiens 
mRNA 



A»*i A- V W ✓ w/ V fcV AA* A- V wf yy AJ.XA.VA lj A 

DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 



307 



WO 03/074654 



PCT/US03/05028 



NM_0 15377 1 Homo sapiens KIAA0889 protein (KIAA0889), mRNA 



NM 014936 



Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 



NM_0 14940 Homo sapiens KIAA0872 protein (KIAA0872), mRNA 



NMJ) 1 4943 Homo sapiens KIAA0854 protein (KIAA0854), mRNA 



NM 



NM 014945 
NMJH4924 
NM 014703 



(KIAA0848), 



NM 014650 



NM 014660 



Homo sapiens KIAA0843 protein (KIAA0843), mRNA 
Homo sapiens KIAA083 1 protein (KIAA083 1), mRNA 
Homo sapiens KIAA0800 gene product (KIAA0800), mR NA 

(KIAA0798), 



NM 014726 



NM 014690 



NM 014805 



NMO 14869 Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 



NM, ,014804 Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 



NM 014632 
NM 014796 
NM 014719 



NM_ 014828 
NM 014849 



Homo sapiens 
Homo sapiens 
Homo sapiens 



Homo sapiens 
Homo sapiens 
mRNA 



KIAA0750 gene product (KIAA0750), mRNA 
KIAA0748 gene product (KIAA0748), mRNA 
KIAA0738 gene product (KIAA0738), mRNA 

KIAA0737 gene product (KIAA0737), mRNA 

likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 



NM O 1 4848 Homo sapiens 



NM 014718 
NM 014652 



NM 014867 



NM 



NM 014663 



NM 014648 



NM 014779 



Homo sapiens 

Homo sapiens importin 13 (IMP 13), mRNA 



gene product (KIAAQ682), mRNA 



gene product (KIAA0677), mRNA 



NM 014811 Homo sapiens KIAA0649 



gene product (KIAAQ669), mRNA 



NM_ 014817 Homo sapiens KIAA0644 



NM 0 1 5046 Homo sapiens KIAA0625 



gene product (KIAA0644), mRNA 
protein (KIAA0625), mRNA 



NM 014694 



NM 014832 



NM 014749 



NM 014668 



NM 014709 



NM 014704 
NM 014790 



NM 014731 



NM 014793 



NM 014825 



NM 014840 



NM 014682 



NM 014851 



Homo sapiens KIAA0603 gene product (KIAAQ603), mRNA 



Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 



Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 



Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 



Homo sapiens 
Homo sapiens 



KIAA0562 
KIAA0555 



ene product (KIAA0562), mRNA 
gene product (KIAA0555), mRNA 



Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 



Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 



Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 



Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 



NMJ) 14638 
NM 015556 



NM 014801 



NM 014772 



NM 014631 



NM 014702 



product (KIAA0535), 
product (KIAA0469), 



Homo sapiens KIAA0450 gene product (KIAA0450), mRN A 

(KIAA0440), 



Homo sapiens KIAA0435 gene product (KIAAQ435), mRNA 



_ _ ^ product (KIAA0427X __ 

Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 
Homo sapiens KIAA0408 gene product (KIAAQ408), mRNA 
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f NM 014672 


Homo sapiens KIAA039 1 gene product (KIAA0391). mRNA 1 


NM 014717 


Homo sapiens KIAA0390 gene product (KIAA0390) mRNA 


|NM 014686 


Homo sapiens KIAA0355 gene product fKIAA0355> mRNA 


NM 014872 


Homo sapiens KIAA0354 eene product (XIAA0354^ mRNA 1 


NM 014830 


Homo sapiens KIAA0352 eene product (KIAA0352 > ) mRNA 


NM 014636 


Homo sapiens Ral guanine nucleotide exchanee factor RalGPS 1 A 1 
(RALGPS 1 A), mRNA ^ ! 


NM 014635 


Homo sapiens KIAA0336 gene product (KIAA0336). mRNA ! 


NM 014803 


Homo sapiens KIAA0335 gene product (KIAA0335). mRNA 1 


NM 014844 


Homo sapiens KIAA0329 gene product (KIAA0329), mRNA 1 


NM 014821 


Homo sapiens KIAA03 1 7 gene product (KIAA03 1 7), mRNA 


NM 014699 


Homo sapiens KIAA0296 gene product (KIAA0296). mRNA 


NM 014742 


Homo sapiens KIAA0255 gene product (KIAA0255). mRNA i 


NM 014734 


Homo sapiens KIAA0247 gene product (KIAA0247). mRNA I 


NM 014760 


Homo sapiens KIAA02 1 8 gene product (KIAA02 1 8), mRNA 


NM_0 14735 


Homo sapiens KIAA02 1 5 gene product (KIAA02 1 5) mRNA i 


NM 014630 


Homo sapiens KIAA02 1 1 gene product (KIAA02 1 1) mRNA \ 


NM 014744 


Homo sapiens KIAA02 1 0 gene product (KIAA02 1 0), mRNA 1 


NM. 014725 


Homo sapiens KIAA0 1 89 gene product (KIAA0 1 89), mRNA 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187} mRNA 


NM 014791 


Homo sapiens likely ortholoe of maternal embrvonic leucine zinner kinase 
(KIAA0 175), mRNA ' * 1 


NM 014746 


Homo sapiens KIAA0 161 gene product (KIAA0 1 6 1 } mRNA ! 


NM 014633 


Homo sapiens KIAA0155 gene product (KIAA0155) mRNA 


NM 014002 

1 


Homo sapiens IKK-related kinase epsilon: inducible IkannaB kinase fflCKFl 1 
mRNA 


NM_014847 


Homo sapiens KIAA0144 gene product (KIAA0144) mRNA 


NM 014773 


Homo sapiens KIAA0 141 gene product fKIAAO 141). mRNA 1 


NM 014649 


Homo sapiens KIAA0 1 3 8 gene product (KIAA0 138), mRNA \ 


NM_014792 


Homo sapiens KIAA0125 gene product (KJAA0125), mRNA ! 


NM 014999 


Homo sapiens KIAA0 1 1 8 protein (KIAA0 1 1 8). mRNA I 


NM 014740 


Homo sapiens KIAA01 1 1 gene product (KIAA01 1 1), mRNA 1 


NM 014673 


Homo sapiens KIAA0103 gene product (KIAA0103), mRNA 


NM 014736 


Homo sapiens KIAA0101 gene product (KIAA0101), mRNA 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA | 


NM 014679 


Homo sapiens KIAA0092 gene product (KIAA0092) mRNA ! 


NM 014769 


Homo sapiens KIAA0087 eene product (TCIAA0087> mRNA 1 


NM 014877 


Homo sapiens helicase KIAA0054 (KIAA0054), mRNA 


NM_014716 


Homo sapiens centaurin, beta 1 (CENTB1), mRNA ) 


NMJU5361 


Homo sapiens R3H domain (binds single-stranded nucleic acids') containing 1 

(R3HDM), mRNA " I 
— i di i 


NM 014880 


Homo sapiens KIAA0022 gene product (KIAA00221 mRNA 


NM 014878 


Homo sapiens KIAA0020 gene product (KIAA0020) mRNA 


NMJU4665 


Homo sapiens KIAA0014 gene product (KIAA0014). mRNA 1 


NM 014671 


Homo sapiens ubiqui tin-protein isopeotide liease (E3*) (TCIAA001 0^ ml?NA i 


NM 014637 


Homo sapiens KIAA0009 gene product (KIAA0009), mRNA 


NM 015384 


Homo sapiens IDN3 protein (IDN3), mRNA 


NM_014188 


Homo sapiens HSPC 1 82 protein (HSPC 1 82), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM_014182 


Homo sapiens HSPC 1 60 protein (HSPC 1 60), mRNA 


NM 014178 


Homo sapiens HSPC 156 protein (HSPC 156), mRNA | 


i NM 014177 


Homo sapiens HSPC 1 54 protein (HSPC 1 54), mRNA | 
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MM 014176 

A7AVA_y l*ti / U 


AAUliitJ odpiCIJLo XXOa v^l Ju piUlClIi alxillld.1 IU UUll^UlUlA'l/Ull) llgallllg tllXyiliC 

rHSPC150^ mPNA 

^llOi \j L ~J\J J } XX 11 VX 7 A 


NM 014173 

A1XVA U17* I J 


Homo saniens HSPC142 nrntein fHSPC142i mRNA 

AAVxAAlU Od-lJlWid XllJi Vl7L LALUlVlll ^AAOA V** ltX. 1, 11XAV17X*. 


NM 014172 

A 7AVA Vl~l f 


Homo saniens HSPC 141 nrotein fHSPfM41i mRNA 

AAVI11V/ 00|Jlv/lAO A A OA V/ 171 LJiVJlAylll ^JLlUi 1 A Jy 11XAVX7X*. 


NM 014171 

1 7AVA \7 J| *T A / A 


Hnmn sanipn<; nnQtcvnantir nrntein PPTPT fPRTPTi mftNA 

AAAJUAU oaJJlCllo pUo lojf ll£tp 11U piUlClxl V^AYAA 1 ^V/AVAA 1 Jy IIIAVXNxTl. 


NM 014169 

A7AVA Vl*TlU7 


Homo saniens HSPC1 34 nrntein fflWI 34 1 mPNA 

AAUxllU o&piwlo llOl IJ7 piMLCill ^Ilui V^lJ^j AIlAvl7^A. 


NM 014168 

A1AYA \X X ~ A VJIX 


Homo saniens HSPC133 nrotein fHSPd33i mRNA 

AAVX111V OCltJltsllO A AO A vl JJ JJlWltlll ^A A OA V> I JJjj 1 1 XAVA 7 A 


NM 014167 

171ya uitiu/ 


Hnmn saniens H9PP1 2R nrntein TH9PP1 28 1 mRNA 
xiuaaiu oapiwiio nor v^izo piuicm \xiojl\s iiii\i> J rv 


NM 014165 

I 7AVA V/ A"t JL VJ»/ 


Homo saniens W^PPI 95 nrntein /WQPn 25 i mRNA 
aavjiiivj kKtLyiciik) xxjr v^ixij piuiCi.il \xlOJTKs Jy IIIIVIN/V 


NM 014163 

X iXVX V/ X T L U J 


Homo saniens HSPC073 nrotein rH 4 ^PP073 i mRNA 

AAU1XHJ OdJLFXV^iXO AAOA VyU / J LJlULl'lll IliJX V_^V / J lj 1 XXAVX 7 XV 


NM 014162 

A "ItJ, V A ~ A ui< 


Homo saniens HSPC072 nrotein THSPC072 1 mRNA 

A A\_/X11V/ OUjJXWllO AAOA \_/V / IJ X VX kw III ^A A OA V^\X 1 A*Jy X 1 XA VI Y A 


NM 014159 

A l AVA Ul~l J/ 


Hnmn wnipnc Himtincrtin intpr5»f*iHncr nrntpin TK /TRVPR^ mPNA 

A AVJXXHJ OaLJlVllO A ALXXlLXllgtlll lillv>A<ll/tlllg |JAULC/All J_> \-La a A JD lXXAVA>XA 


NM 014158 

A71»A V 1 i 1 \X 


Homo <;anien<; HSPP067 nrntpin fflSPP067 > i mRNA 

AAVilAA^/ OA|^lwxlO AAOA \-s\I\J I |_/1 W LC/lil ^Xlul V>V/v/ llUVJlixi 


NM 014157 


Homo sarjiens HSPC065 nrotein rHSPC065^ mRNA 

XXvlUU OXX LX X V^lXo 11UX 1-/X \J LKsLll IX AO A Jy X XXAVX 7 A 


NM 014152 


Homo saoiens HSPC054 nrotein (TISPC054 1 mRNA 

A IWlliv OUL/lvllJ XXUX Kjt\J*J~ Ul vlVXIl IX1U1 V. /V/»/~ Jy XI XX VX 7 J A 


NM 014151 


Homo saniens HSPC053 nrotein (HSPC053 1 mRNA 

AAvXXXXVX OOLXlVliO A AkJA vv>/J LVlVXlwAXl ^AAOA \*/\J~>JJy XXXAV1 lA 


NM 014148 

A l XYA \/A~A~U 


Homo <;aniem HSPP048 nrotein fHSPP048 1 mRNA 

AJLVJlXlCF OtxlJltlXo AAOA V^V70 |J1 \J L&X11 ^XAOA V/U7U y 5 11 lAVXNXA 


NM 014147 


Homo saniens HSPC047 nrotein fHSPC047 1 mRNA 

AAVXX1XV/ IJUUivXlJ XlkJX V>V T / LXXVXkwXXX 1 XXUX \X T / / j X XXAVX 111 


NM 014041 

A 7AYA \J X ~\J~ A 


Homo ^anipn<i <n*0na1 npnti<la«!P 17Wr)a rSJPP19^ mRNA 

AAVJXXXW l>CX|XXV^XXl> OX^XXCXX |JV/|Jll\Au.O& X ZslVlw/<X yOA V>< V L* Jy lXXlVlNxi. 


NM 014047 


Homo saDiens HSPC023 nrotein (T.SPC023 > i mRNA 

XAvlllV JUUlvllu AAOA ^/v*>J L/lVJll'AAJ 1 AAOA ^ fj X X XA vX 7 A 


NM 014028 

A7XYA V 1 TV*. \j 


Homo Qflnien*; HSPP01 9 nrntein fHSPPOl 9"i mRNA 

AAWAllO o«jpxt-llo AAOA V-/VX 1 y L/iUlCAll ^IXOl K^r\J U J } lllAVI 1 XX 


NM 014026 


Hnmn <ianien<; HWP01 5 nrntein fH^PPOl 5 1 mRNA 

AAVJllltl oapivllo AAOArV^Ul J piUl&lAA ^AlOA V^V X J/) llxlvl Nxv 


NM 015362 

A71VA l/UJUii 


Hnmn ^aniens HSPP002 nrntein rHSPP002 1 mRNA 

AAUlliU oapiCllO AAOA \-/VUi piotwli ylXlxI \^\J\J£. Jy llXAVl NxTk 


NM 015603 

A7AVA v IJvvJ 


Hnmn sanipns DK'P7P586M1 01 9 nrntpin /TiK*T?7P5R6A/f 1 01 9^ mT?NA 


NM 015537 

17AVA ViJ«/J/ 


Homo <;anienq DKF7P586T1 624 nrntein fDK"F7P586T1 624^ mPNA 

AAUlllvl oaplC-llo XXXVX XjI JO\JJ IUx.^ JJAULVlll ^L/IVa a;1 J O U J 1 U^H^, 111XVLN/ Y 


NM 015584 

A i aVa V/X jjot 


Homo ^anient; DKF7P586F1 594 nrntein rDKF7P586F1 574^ mPNA 

AAOlllVJ ouJJlV^lio A/Ivl XjI JOUl UZ,*-r piULClll ^ A-/JXJT Z-tX J O UA^ 1 J JL.'~t J } IIaXvLNxa 


NM 015677 

A71VA Vxx^XVJ/ / 


Hnmn <?anien<; hvnntrietiefll nrntein H^lv*F7P5R6F1 3 1 9\ mRNA 

AAVJX1HJ dajJltllo liy ytyjU.x\ilL\jCLl LylULClll ^JL/xSJTLiI JOui A J 1 OJy IxAaVx 7xx 


NM 015416 


Homo ^aniens DKF7P586A01 1 nrntpin fT)TCF7P586A01 1^ mRNA 

aA\JAI1VX DCipiv^llO A-/ AVA A_>A JOvAUl 1 (JAVxldil ^J-VXVA Z^l J OvrVv 1 1 Jy illAVl IXY 


NM 015513 

AY ATX VA»s«/A.J 


Homo saniens DKFZP566D213 nrotein CDKF7P566D213 > i mRNA 

A X\Ji 1 IV OCXLXIW'XXO A/1VL / it JUUX/i,l J 1X1 WtwXIX ^A^AVA ZjA b/vVl/Xiw y j 1 1 XA VX 7 /V 


NM 015509 


Homo saniens DKFZP566B183 nrotein rDKF7P566B183^ mRNA 

AAVX1XXV* OtXjJlV/XlO 1X1VX Z-/A J \J\J 1-J X (J_/ lyAVJlVXXl ^X/XVl Z^JL JUUX/ 1UJ Jy 1 1 XX VX 1 A 


NM 014042 


Homo saniens DKF7P^64M082 nrntein (DKF7P564M0821 mRNA 

AAW111VJ oa^Xl&llo A-/ AVA ZjA JLrTlVAwO*i< JJ1VJLC-111 ^J - /AVA Z-jA J UtAVAV/O^yj 11AAVx7/\ 


NM 015455 

X7Xva yjxj^jj 


Hnmn saniens KTA A 1 1 94 nrntein CK1 A A 1 1 94^ mPN A i 

AAVlliU oaJJlcilo A7JLrvr\l IsH piUlvUx ^AvAxax a i iy-rjy LlLI\l\r\. 


NM 015601 

A71VA V/ A J\J\J A 


Homo saniens DlCF7P564rT099 nrntein rDlCF7P564nOQ9 i mRNA 


NM 014044 

X YXVA V 1 *TlX 1 f 


Homo saniens DT<CF7P564n0992 nrntein fT)K'F7P564CT , 0299^ ml?NA 

AA^JAIHJ oaplwxlo A-XAVJL Z-i± J LrrVJ v^x.A piULClll ^AvAVA/ i-iA7 J V/*r vJ \j£*£*£*Jy IxlXVl ixV 


NM 015658 


Homo saniens DKF7P564P1 86 nrntein iDTv"F7P564P1 86^ mPNA 

AAVJ11I\J oaAjlvxio A-ZAN-TZjAT JUtV^ 1 OU fJlULvlll ^x\rxjr JU7V/ A OU^j llJLxvi7/\ 


NM 015654 

A71YA \J X<J\U^ 


Homo saniens DTCF7P564P103 nrntein fni^F7P564P1 03 i mRNA 

AAOXllO OOkyXV/AAO A-/XVA AjA JU7V./1UJ JJlUtClll t-iX JUtV-/ A 1/ J/j XlxAViNxx 


NM 015535 


Homo saniens DKFZP564A241 6 nrotein iT)KF7P564A241 rii mRNA 

iiuaiu OCX^XX V'XXO XyXVl Z_>A »/U7xXfc71w |JX v/L^/XXX ^A^/ AVA «JA <J U7XAL7 A Vyj X X 1A VI 7 A 


NM 014034 


Homo saniens DKF7P547F21 10 nrotein ITOCF7P547F21 1 0^ mRNA 

AAV/HXV/ oapiVXli} XXXVX XjI J7/1jX<1 IV |J1 \J LV^Xll ^A/1\A I-iX. I X-f^* A A VX Jy i 1 XA VX 7 XX 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 

A71YA VI JJ/7 


Homo saniens DKF7P434O047 nrntein iT)l<CF7P434n047 1 mPNA 

AAvXXXXVX odlyltllo AVXVA Lax. *r J^vyV/^r / JJX \JtClll ^A-/AV-TZ_(Ar*t J7vu7 / J y lllXVANxx 


NM 015492 

A7AYA 


Homo saniens D1^F7P434H1 39 nrntein fm£F7P434H1 39 i mRNA 

AJA/A1UJ od-piCiAo A^aVaTZjA tJtxx A DZ, piULClll ^A-/avA^ ZjJT *t J*tAA A D£,Jy lixiViNxV 


NM 015515 

A 7lYA UlJJlJ 


ajluaaiw fiKtpiciia type a uiiciiiicuiaic AAiaiiiciiL \*y luivcr aim ^aaxvaav i j } iiixvlN/\ 


NM 014064 


Hnmn Qam'pnc AT>-00^ nrnfpin l'A^>-00'^^ mT?XI A 

AAU1I1U Od.piCIAo X\LJ"\J\JJ pi VIC ill \f\±J \J\Jj J, IIXAVA7/\ 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


XTM ftl/IOOTx 
ANM_UI4zy4 


iromo sapiens translocating cnain-associating membrane protein ^K/\JYl), 
mRNA 

1AIAVA 7 X V 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKX1 -pending), mRNA 


NM_0 14445 


Homo sapiens stress-associated endoplasmic reticulum protein 1 ; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM 014504 


TTnmn sanipm rmtative Rah5 GDP/OTP exchange factor homolocue (RABEX5). 
mRNA 

IXXXVXNxV 


X^fXYX VJLTJ07 


TTnmn canipnc TiVincnlinlina^p A9 oronn FTP fPT A2G2E). mRNA 

XXUXXIU oaJJXCxXD UXXUoUXXUXXpaoC/ iTXj t^XUUiy XXXv ^X X-«x*-fc'V^A*x^ f j iiu\iiri 


NM 014471 

X^lXYX V X*T*T / X 


TTnmn canipnc cprinp "nrntpacp mTiilvitnr TCa'zal tvnp 4 (SPINIC4i mRNA 

XxUIIlU oclulvlio OGIXIXC UXUlVsuoC 11XX1XUXIUX , XVOZ^ciX l /H^' V yj ixxxvx^xT. 


NM 014801 

X^IXYX UltOy 1 


flnmn <;anipn<3 PTjCtFA a<5<;opiatpH nrotein 1 fPDAPl i mRNA 

XXUXXIU ouJJlvllO X X.7VJX A ClooUW/XcXlVU. UlUlvlXX X ^X A / J »» 


NM 014308 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 

fP101-PT3Ki mRNA 

\x L\J 1""X XJXVJ, XXXXvINxi. 


NM 014359 

XiXYX 


"Hnmrt Qam'pn^ nntipin ^OPTT^i mRNA 

XXUXXIU S**LJXCXXO UlJLlwlXl ^ V-/X X XXXXvIt./i. 


NM 014515 


Homo sapiens CCR4-NOT transcription complex, subunit 2 (CNOT2), mRNA 


NM 01436ft 

IN XYX vltJ \}\J 


TTnmn caniem NK'J? fDrncnnhiln 1 homoloa 8 fNTKX?. mRNA 

XX.U111U odUXCilO \J-/lUoUUXXX laj XlUlXXUlUg O ^liXWV^itOyj J i 1X\_L >l A 


NM 014371 

I>XVX vltj / A 


TTnmn canipnc npitrlihnr nf* A-lrtnncp smpVinrincr Tvrntpvn OS fNATT APQ5 i mRNA 
xxUIIIU odpiCJio XXGlgilUUI UI /». XVilldoC OXXl/XiUI IXlg lyXWlCXXJ ^r-l ^x^ix^ r\^rvx J J Jy XllX-VX^ix 


NMJH4342 


Homo sapiens mitochondrial carrier homolog 2 (MTCH2), nuclear gene 

p-n pnrHri rr mitnplinTin'TUil TM*rtfpin TnPTsJ A 

CXlUUUiilg lllXLVJL/XXUIlvXX Idl LyiULC/JlX, XXUVINax 


NM 015716 


TTnmn oanipric A^icdicjr»PT»/\f Il^_rp1i»tpfl IHnacp iN4tNTT l mPNA 
XXUlllU oapiCIla IVxJooXlapCXXVIN JLTv-I ClaLCU AlllaoC ^XVULLNXV^, XXXXviN .fV 


NM 01435R 

XNIYx \J I Hj J O 


TTnmn coni f*n c O-fimp ^"pcilfinm H#*Tif»TiHpn'f' p 5>i*hnVi'\7rlT*ii'fi : »-T*pp n cm itinn HnTYimn i 
XXUXIXU baUlCJlo V/~LyUC IV/alUXlXiXX UUpCXIUQIXl, vol UV/XXjrUlaLG*"iGUU£^XXXlXUlX CHJ1XXU.XXX y 

lectin <junerfamilv member 9 fCLECSF 0 ^ mRNA ! 


NM 014552 

XiXVX V/l^i/Ji' 


Homo ^anienq T HP nrotein 32 (X HP-32 1 mRNA 


NM 014247 


TTomn sanien^ PT)7, domain contairiinp ouanine nucleotide exchange 

factorfGEDl (TDZ-GEF1, mRNA 


NM 014267 


Homo s aniens small acidic nrotein nMAGE145052^ mRNA 


NM 014597 


Homo sapiens acidic 82 kDa protein mRNA (HSU15552), mRNA 


NM 014254 


Homo saiiien*; tran^memhrane nrotein 5 fTMElVf5^ mRNA 

X X\J a ll\J OAUlvlig U. OXlOXllwlXlL/X (Uiv ul Vlwlll ^ 1 XATJ 1 «X~A%/ 7 , UUu 14 X 


NM 014362 


Homo sapiens 3-hydroxyisobutyryl-Coenz3mie A hydrolase (HIBCH), mRNA 


NM 014365 


TTnmn CQniVtic Tirntpin Vitiacp TT 1 1 (W 1 1 1 tiiTJWA 
XxUIIlU oaJJxCIlo piUlClXl KlXXaiC XX 1 x yxxi I ) i IlxxVl^-TV 


MM 014584. 

INIYi v I OH 


TTnmn cnmpnc PPni-liVp pprpv^ciap^ rPT?fi1T ^ mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradioi-induced (E2IG5), mRNA 


IN JVx_U 1 OO 


Homo sapiens putau ve nucieouue uinaing proxein, estTauioi-inu-ucea. ^hzivjj j 9 
mRNA 


"MM niii^sn 


xiomo sapiens nerve growui iactor reccpiur ^iiNPivor lvj dssutiaicu pruicm i 
fMnPRAPI i mRNA 


NM 014890 


Homo sapiens downregulated in ovarian cancer 1 (DOC1), mRNA 


"MA/f 

lNiVl__U inJyj 


xiomo sapiens d nucieouaase, aeoxy ^yniixiainej, t-ytosouc iypc \^ ^in i 

mRNA 
IIllVlNrV 


"MM 014316 

INIVx_^l/ 1 *t J I O 


TTnmn caTvt**nc Pfl1piiim-T*#»om1<itpH Vipnt— ctal^lp T^fntpin f94VT"ii ( i / ~ T RTTSP— 94 1 
XTUIIIU ocipiCXio V/uXL»llXXXX**LCgLXXalCU XlCat"£>L«.UXC pXVXLCXXl \£**TS^U J ^v^XMlux At 

mRNA 


NM 014430 


TTomo qanien<; cell death-indneinp DFFA-like effector b fCIDEB^ mRNA 

XXvXXXU OdlyXt»XXo VVXX Uwlli IXXLtlXwXXIg LJx X xt.~XXXVC UXlvl/LWi vJ \\^±±^/XjU J i XiXXVi. ^( li. 


NM 014400 

X^IXYX V/ X *T*t V/ V 


TTnmn Qanien^ rrPT-anplinrpfl mptaQtfl^iQ-a<jQOP.iatpd nrotein bomoloo - (CVi 4A^ 

mRNA 


NM 014408 


Homo sapiens similar to yeast BET3 (S. cerevisiae) (BET3), mRNA 


NM 014374 


TTomo ^aniens renlication initiation re oi on nrotein f60kD} fRIP60^ mRNA 


NM 013943 


TTomo <janienj? chloride intracpllnlar channel 4 fCTI\TC4^ mRNA 


NM 013433 


TTnmn Qarvien^ Varvonlierin heta 9h tran<inorrtn rTRN2i mRNA 

XXUXIXU OOpi^llO XVOX J 1JUXX&X XXX U^LA ^Uj LX aXlO IJ\JX IXXl ^XX\Iix>/) 11XXVX ^ XI 


NM 01343*? 

XN1VX Ul J*TJJ 


TTnmn cnmptiQ retinal T»ompnV>nv nrnfpin TR^O mRNA 

XxUXXXU odlylt/XXo XWLXXXaX IXVJXXXCVUUA LyXvUt/XXl ^xvrvy, XXXXvX ^1 V 


NM 013377 


TTnmn <:anipn<: hvnntViPtipal nrotpin iT)TCF7n434R0417^ mRNA 

XxUIXXU octJJivXXo XXjr iJVJUXClXL'Cli JJXULCXXX yX/J\X jL>LX*t J*tXj\/*t X / Jy \ 1 1 1 VI >t ix 


NM 019907 

XNXVX__W I ZZ7 / 


TTnmn car^iprj c R a cf-r f *Pa apfiiratincr r\Tf\te*\r\ STT3 Hnmnm-hifiHino nrptpiti 9 
XlOniU SaUXCllo Aao-uxFaoC ctCLXVaLJXXg piUtCXXl OxlJ UVJXXXdXXX UXiiUXXXg pi \J LC1X1 L, 

(1QAA0660), mRNA 


NM 013286 


Homo sapiens chromosome 3p2Ll gene sequence (ETUMAGCGB), mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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NM 013400 


Homo sapiens replication initiation region protein f60kD^ fRn , 60 > ) mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative N6-DNA-methyltransferase (N6AMT1) mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antieen (MA5> mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein CL2A 61 mRNA 


NM 013312 


Homo sapiens hook2 protein (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2). mRNA 


NM 013308 


Homo sapiens platelet activating receptor homoloe (H963) mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GLIO703} mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 CC21orf66^ mRNA 


NM 013333 


Homo sapiens EH domain-bindine mitotic ohosnhoprotein flRPSTN^ nVRNA 


NM 013395 


Homo sapiens proteinx0008 (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6). mRNA 


NM 012461 


Homo sapiens TERF1 f rRFlVinteractine nuclear factor 2 friNF^^ mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snaoin TSNAPAP^ mRNA 


NM 012433 


Homo sapiens splicing factor 3b. subunit 1 155kDfSF3Bn mRNA 


NM_0 12431 


Homo sapiens sema domain immunoglobulin Homfiin (lo\ clinrt V*acir domain 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens R1NG1 and YY1 binding nrotein fRVRP^ mPMA 


NM_0 12420 


Homo sapiens retinoic acid- and interferon-inducihle nrotpin fSRVD^ /'PT^R^ 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta rRDGBR^ mRNA 


NM 012229 


Homo sapiens 5 -nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM 012390 


Homo Sapiens nrotein homolnoonQ tn Qfllivnrv -nmlin^-rifl-* r\rr*f pin P *D /DT5T\ 
A.*.\iikA\j cujjiwiu i^iviviix iiVi'JiJUJUgUUj i\J oaiivdljr |^lUliiiv Xiv/ii piUlClll i ~ ri X5XJ, 

mRNA 


NM 012346 


Homo sapiens nucleooorin 62kD fNT JP62^ mRNA 


NM_012339 


Homo sapiens transmembrane 4 sunerfamilv memher rtetratman NFT-7^ r\TPT 
7), mRNA 


NMJH2338 


Homo sapiens transmembrane 4 sunerfamilv member /'tetrflonfin NRT-9^ rMPT- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosnhatidvl inositol fflvcan ola«?Q N rPTfrN^ -mPNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like nrotein H SM4^ mTCNA 


NM_0 12294 


Homo sapiens guanine nucleotide exchange factor for Rapl; M-Ras-regulated 
GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated nrotein 1 HCTA A01 ml?NA 


NMJ) 12285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), I 
member 4 (KCNH4), mRNA 

» m aa,^^a » A. A. • W • AAAA>«JL 1A A 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM 012266 


Homo sapiens DnaJ rH^n40^ hnmolncr oififnmilv VK m^mVtpr ^ /TYNTA "TR^ 

mRNA 


NM 012260 

A. 1 A • A ^/ A AW AW ^/ 


Homo QflTiiPTiQ 9-VivHrrtYVT»lYvfanrv'\/l-P l rk A Ix/a cp HJPri OA rv>T?\TA 


NM 012204 


Homo saniens genera I tTan«;rrintion fartor TTTO -nn K/r\*»T>firlf> A fQCMrTW f Cvmir* A\ 

mRNA 

'"AVI ~ 4 A. 


NMO 12086 


Homo sapiens general transcription factor HIC, polypeptide 3 fl02kD) ^ 
(GTF3C3), mRNA 


NM012155 


Homo sapiens microtubule-associated protein Hke echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5X mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type H, alpha 
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(PIP5K2A), mRNA 


NM 006869 


Homo sapiens centaurin, alpha 1 (CENTA1), mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


NM 007358 


Homo sapiens putative DNA binding protein (M96), mRNA 


NM 007344 
— 


Homo sapiens transcription termination factor, RNA polymerase 1 Vi'lt i ), 
mRNA 


NM 007369 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NMJ)05176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit c (subunit 9), isoform 2 (ATP5G2), mRNA 


NMJW7347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 
mRNA 


NM 002673 


Homo sapiens plexin Bl (PLXNB1), mRNA 


NMJW7034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 
mRNA 


NM_004547 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 4 (15kD, 
B15) (NDUFB4), mRNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


NM_007115 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFAIP6), 
mRNA 


NM 007217 


Homo sapiens programmed cell death 10 (PDCD10), mRNA 


NM 007269 


Homo sapiens syntaxin binding protein 3 (STXBP3), mRNA 


NM 007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 
gamma) (SSR3), mRNA 


NM 007282 


Homo sapiens ring finger protein 13 (RNF13), mRNA 


NM 007265 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGT1), mRNA 


NM 007223 


Homo sapiens putative G protein coupled receptor (GPR), mRNA 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 
subunit (FACTP140), mRNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


NM 007005 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


NM 007019 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


NM_007064 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 

> / 7 


NM 007062 


Homo sapiens nuclear phosphoprotein similar to S, cerevisiae PWP1 (PWP1), 
mRNA 


NM 007080 


Homo sapiens Sm protein F (LSM6), mRNA 


NM 007072 


Homo sapiens HERV-H LTR-associating 2 (HHLA2), mRNA 


NM_007077 


Homo sapiens adaptor-related protein complex 4, sigma 1 subunit (AP4S1), 
mRNA 


NM 006751 


Homo sapiens sperm specific antigen 2 (SSFA2), mRNA 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


Homo sapiens glioma pathogenesis-related protein (RTVP1), mRNA 


NM 006815 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


NMJ06741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 
(PPPlRlA),mRNA 


NM_006823 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor alpha 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NMJ)06833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMP5), 
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mRNA 

AAAA.X-A ii A 


NM 006676 


Homo sapiens ubiauitin specific protease 20 fUSP20\ mRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator nrotein (SRCAP\ mRNA 


NMJ)06692 


Homo sapiens DNA-binding protein amplifvine expression of surfactant protein 

m+-*r mmm-^r *^ mT — «^ ^ » » • *^ ^ Jl ^ ~ * fc^^ 11 A M111I/11A T AAA f-*. ^» «* A A X* A- *™ ■ ***Vt4MHV Lyl (iVlll 

B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnPvNP assembly defective 1 homoloe CSAD1 1. mRNA 

* ww*j^mw**.w ^y * VA « A »*fc*W V1A1*<^ A J X1V1 VV WA » V A, llVllivlvU \ WA *, 1. ^ A /« A AAA Vi 1 A A 


NM 006695 


Homo sapiens RaP2 interacting protein 8 {HP1P8} mRNA 

WMh/lVlUJ 1 VIA A. Ami IllkVl UWbAiJI^ Vivlll V \a\A JLa. W AA LLVa ^ A X 


|NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


|NM 006570 


Homo saniens Ras-relateH OTP-irinHina nrntein fR AOA^ nYR "NJA 


NM 002721 

J A 'i T J. \J \J £m* i Mm! A 


Homo ^anipns nrntpin nVin^nhatnip f\ ratnlvtir Qiihimif* ^PPP/nO^ tt»PTsIA 


NM 006627 


Homo ^aTilCTI^ POP4 ^*nrnPf k «j<Jino' rvf nrprurcnr ^1 ppr^vici^f*^ ViAmrv1r\fr fV*C*WA\ 

xiuiiiu oajJiwio X vlt vH 1 WV/toalllg Lr± piCL'UloUl } O. wClvVlalaCI IlwIllUlUg 1 i7 V/i *T lj 

mRNA 


NM 006580 


Homo saDiens claudin 16 DT"J16^ nVRTvJA 


NM 006648 


Homo sapiens serologically defined colon cancer antigen 4^ rSDPPArr4^^ 
mRNA 


NM_006681 


Homo sapiens neuromedin U (NMLH mRNA 

V * 1 A AW Mill *i r* 1 A 11 f A- \ J Mm X A J_A 11 A 


NM 006554 


Homo sapiens metaxin 2 nVTTX2^ mRNA 


NM 006609 


Homo sapiens mitoffen-activated nrotein kinase kinase kinase 7 HVT AP^K9^ 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6^ mRNA 

^■^w*-»*w w**^^iviAk^ A 1 11A11V1UV ^1. IVAKl 1 J UllwiAVi VbViU V/ ^1 LL VI U \J J y llil\lllX 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-bindine protein 2 mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu henatocellular carcinoma fHrmMl mRNA 

VU|/1W11U ITlUiAlU T VI JllW^il^WvllUJLUl WUl-wXJ.AWi.AACA- ^111 -L- wlVl IXAAvX^liJt 


NM 006540 


Homo sapiens nuclear receDtor coactivator 2 fMPOA?^ mRlsJA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 

A AaJL^X ^1 A. 


NM 006550 

1 A 111 A ^# V xy 


Homo saniens fibrinogen silencer bindincr nrntpin iTRST^P^ mPlSJA 


NM 006678 


Homo saniens r^iVTRT^^S lpiiVrifvfp irnrnTirinolrii-iiiliTi-liVp rf>nt>r\tnr f{^ r \ZTQXi'XK > \ 
nv/iiiu oa^iwiio Vyivuvi jj xc uivu V/ y lc llllillUUUglUUUiiil-liAC rcccpLur I V^lvlivr D j Jy 

mRNA 


NM 006569 


Homo saniens eell Prowfh reimlatorv witH PF-inanfl Hnmnin ff'YTR 1 1^ mPIMA 


NMJ)06584 


Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 

TAX 


NM 006538 


Homo sapiens BCL2-like 1 1 Tanontosis facilitator^ fRPT ?T 1 1 mRNA 

J.XVUJV uwpivllu U 1, X ilW X X ^uLJVJ^SlV/OlO JLCl^/lllLcxlV/1 y -I rfrf t ' L J y 1 1 1X\_1 XX. 


NM 006628 


Homo sapiens cyclic AMP phosphoprotein, 19 kD (ARPP-19), mRNA 


NM 006370 


Homo saniens vesicle-associated soluble TMSF attachment nrrvtein rf*rt*r*tf\r ^v- 

SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


NM 006354 


Homo saniens transerintional aHantor 1 ^ AT^A*^ veact linmnlncr^-liVp rPr^AT* 

^•-^v'lilv' otl^Jl^/llo U CxllOwl ILJLlWllCxl aSdaU\.\Jl J l^TJL/XiJj VCCtoV liUlliUlUe£y**lJx\.C ll L-AT 

hi stone acetvlase comnlex^ rTADA^T ^ mPTJA 

x xx o l-U I IV uvvVjldOv VullljJlvA y ^ 1 /IX/xTiJlj^j 1 1 Ul vl N A 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM 006409 


Homo saniens acrin related nrntein rnmnlpy cnKimit 1 A fA] \rTW /'APPfM A^ 

iiuiiiu oa^iuiio auLUi i&iaiwu pivjicill jLi j uuilipiC-A, oUl/UIIlL 1 A xS_Ly ) 1 /\XvT I /A. y j 

mRNA 

11 -LAVA 1A 


NM 006279 i 


Homo saniens sialvltransferase 6 rM-acetvllacosaminiHe alnha 0 

xxviiiu uu|/xviXtj ujuxjf 1 U (UXulwX Uuv \J \1 i BwvLjr lluwl/oCUlulllUv ulLJlld j w 

sialvltransferase/ CSIAT61 mRNA 


NM 006142 


Homo sapiens stratifm (SFN), mRNA 


NM_006455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA ! 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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1 mRNA 


NMJ)06230 


1 Homo sapiens polymerase (DNA directed), delta 2, reRulatory subunit (50kD) 
(POLD2), mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, develoDmentallv down-reeulated 
8 (NEDD8), mRNA 


NM 006369 


Homo sapiens MUF1 protein (MUFi), mRNA 


NM_006441 


1 Homo sapiens 5,10-methenyltetrahydrofolate synthetase (5- 
formyltetrahydrofolate cvclo-liease) (MTHFS). mRNA 


NM_006309 


1 Homo sapiens leucine rich repeat (in FLII) interacting protein 2 (LRRHP2) 
mRNA 


NM 006330 


Homo sapiens lysophospholipase I (LYPLA1), mRNA 


NM 006344 


| Homo sapiens macrophage lectin 2 (calcium dependent) fHML2) mRNA 


NM 006395 


| Homo sapiens ubiquitin activating enzyme El-like Drotein (GSA7Y mRNA 


NM 006322 


| Homo sapiens spindle pole body protein CGCP3 \ mRNA 


NM_006141 


1 Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2) 
mRNA 


NM 006416 


1 Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
1 (SLC35A1), mRNA 


NM 006349 


1 Homo sapiens putative cyclin Gl interacting protein (CGI I), mRNA 


NM 006429 


| Homo sapiens chaperonin containing TCPL subunit 7 (eta) (CCm\ rrTRNA 


NM 006430 


| Homo sapiens chaperonin containing TCPl. subunit 4 fdelta) fCCT4) mRNA 


NM 006431 


1 Homo sapiens chaperonin containing TCPl, subunit 2 (beta) CCCT2). mRNA 


NM_002810 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase 4 
(PSMD4), mRNA 


NM_006002 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiol esterase) 
(UCHL3), mRNA 


NM 006068 


Homo sapiens toll-like receptor 6 (TLR6). mRNA 


NM_006100 


Homo sapiens alpha2,3-sialyltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) fSGP28). mRNA 


NM 006063 


Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related fRAft-R) 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM_006039 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 


NM_006018 


Homo sapiens putative chemokine receptor; GTP-binding protein (HM74) 
mRNA 


NM_006101 


Homo sapiens highly expressed in cancer, rich in leucine heptad repeats fHEC) 
mRNA 


NM 006098 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
2-like 1 (GNB2L1), mRNA 


NM_005895 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3). mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1) mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1 -like 1 (DSCR1L1) mRNA 


NM 005827 


Homo sapiens UDP-galactose transporter related (UGTREL1), mRNA 


NMJJ05725 


Homo sapiens tetraspan 2 (TSPAN-2), rnRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE) mRNA 


NM 005843 
NM 005636 | : 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 




Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM 005775 



Homo sapiens vinexin beta (SH3-contaiiring adaptor molecule-1) (SCAM-1), 
mRNA 



NM 005785 



NM 005862 



Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 
Homo sapiens stromal antigen 1 (STAG1), mRNA 



NM_005619 Homo sapiens reticulon 2 (RTN2), mRNA 



NM_0056 15 Homo sapiens ribonuclease, RNase A family, k6 (RNASE6), mRNA 



NM_005771 Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 



NM_ 005833 Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 



NM 005687 



Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 
Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 



NM 005605 



NM 005796 



NM 005742 



Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 
Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 

V TP » mm -m m ■* m ■ m - _ 



NMJ)05824 Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 



NM 005861 



Homo sapiens STIP1 homology and U-Box containing protein 1 (STUB1), 
mRNA 



NM_005601 Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 



NM_00583 1 Homo sapiens nuclear domain 10 protein (NDP52), mRNA 
NM 005511 ~ — ^ — 



(MLANA), 



sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 
NM 005794 "~ ~ 



Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 



NM 005769 



Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 



NM_005828 Homo sapiens WD-repeat protein (HANI 1), mRNA 



NM 005804 



Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 



NM 005505 



Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L1), mRNA 



NM_005760 Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 



NM_005795 Homo sapiens calcitonin receptor-like (CALCRL), mRNA 



NM 005720 



Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA 



NM 005876 



Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 



NM QO 1 540 Homo sapiens heat shock 27kD protein 1 (HSPB 1 ), mRNA 



NMJ)0548 1 Homo sapiens thyroid hormone receptor-associated protein, 95-kD subunit 



NM 005449 


1 Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NMJ)05419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
1 (STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NMJ)05494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM_005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM_005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 1 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA | 


NMJ)03418 


Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZNF9), mRNA I 


NM 005151 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) j 
(USP14), mRNA ! 

— i 12. 


NMJ)05119 


Homo sapiens thyroid hormone receptor-associated Drotein 150 kDa subunit \ 
(TRAP 150), mRNA 


NM_O05O71 


Homo sapiens solute carrier family 1 fhieh affinitv asDartate/elutamate 1 
transporter), member 6 (SLC1A6), mRNA 


NMJ)05047 


Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 5 1 
(PSMD5), mRNA 


NM_005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1 , ) mRNA 1 


NMJ)05O33 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1), 
mRNA 


NM 005025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), j 
member 1 (SERPINI1), mRNA 


NM 005023 

J 


Homo sapiens protein geranvleeranvl transferase tvoe I beta subunit fPGGTllVl 
mRNA 


NM 005020 

1 


Homo sapiens phosphodiesterase 1C. calmodulin-dependent (70kED rPDElG) i 
mRNA 


NMJ)05017 


Homo sapiens phosphate cytidylyltransferase 1, choline, alpha isoform 
(PCYT1 A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84V mRNA 1 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 kDa (ISG15). mRNA 1 


NM_005122 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 fNRlI3\ mRNA I 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 1 1 6 kD (U5- 1 1 6KD), mRNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K1 mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM_004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA | 


NM 004620 


Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA 


NM 004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 1 


NMJ)04785 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 j 
regulatory factor 2 (SLC9A3 R2), mRNA 


NM_004252 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier familv 16 fmonoeaTbfvxVh'c ariH tnmQnnrfpr^ 1 
member 6 (SLC16A6), mRNA 


NMJ)04696 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 4 (SLC16A4), mRNA | 


NM 004263 

! 


Homo sapiens sema domain, immunoglobulin domain tran«;membranp 1 

A\ ^* * *■ * J AJ.AX11AV44AV A X* Will A VA k A AAA A A A 1 C) ^ J *•* IJI A Ivli A L/X CXA 1 w j 

domain (TM) and short cytoplasmic domain, (semaphoring 4F rSEMA4F> ! 
mRNA 


NM 004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 


NM_004844 


Homo sapiens SH3-domain binding protein 5 (BTK-associated) (SH3BP5) 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB 1 IB, member RAS oncogene family (RAB 1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


| NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 


Homo sapiens rrotem inhibitor 01 activated olAi A (riADA-rJisi aj, niKrm 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


XTTV M Art A O A C 

NM_004845 


Homo sapiens phosphate cytidylyltransterase 1, choline, oeta isoiorm 
(PC 1 1 IB), rnRNA 


NMJ04563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM__004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B -cells 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


TT * XT _ , J A f A.\ 1 1 /"XTT7T 1 1 \ A \ n\T A 

Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mKNA 


NM 004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
ACjGO) (NDUrB2), mKNA 


NM 004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 

> >TXTT T N /XTTXT TT7T> 1 \ —^T>XT A 

MNLL) (NDUFB1), mKNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha suocompiex, J (yicu, 
B9) (NDU1«A3), mKNA 


NM_0 04544 


Homo sapiens NADH dehydrogenase (uoiqumone) l alpha suocompiex, 1U 
(42kD) (NDUrAlU), mKJNA 


XTTV If f\f\A10A 

NM_U04784 


Homo sapiens N-aeacetylase/JN-suliotransrerase (heparan giucosammyi) j 

(INUo Id), mKiN A 


XIX >T f\f\ACi(\1 

JNM UU4yUl 


Jtiomo sapiens lysosomal apyrase-iiKe i ^i^ioAi^iy, miu.N/\ 


JNM UU4/y<S 


riomo sapiens Kinesin iamuy memoer jjd ^jsjt juj, mrviN/x 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45 kD (ILF2), mRNA 


NM 0U483 o 


Homo sapiens riomer, neuronal lmmeaiate eariy gene, d ^j^wivlciv-j rruviN/\ 


XTX/T f\f\AQC A 

NM 004854 


Homo sapiens HrNiv-i suitotransierase (rtNK-ioi ), mKiNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


-v TX Jf f\f\ A A O C 

NM_004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fucosyltransterase 7 (alpha (1,3) iucosyltransterase) (rU17), 
mRNA 


XTTl r f\f\ A A 1 O 

NM 004438 


TT ._ • t~> 1_ A A /TT?T>TT A A\ __T> XT A 

Homo sapiens EphA4 (EPHA4), mRNA 


"VTX f f\f\ A f\t\ A 

NMJ)04094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2Sl),mRNA 


*vm Jf /\/\ a s c\ t 

NM_00468l 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_00483 1 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 

(/UkD) (LKor/J, mKJNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34KJJ) (CKcjro), mKNA 


NMJ)04270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT innibitor-4 (C1!S4), mKNA 


XTAyf AH/IOOO 

INM UU4ooz 


riomo sapiens v>or i mteraciing corepreboor ^v^juyj, iiii\j.N/\ 


NM_004l98 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_00435l 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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NM_004899 


Homo sapiens brain and reproductive organ-expressed (TNFRSF1 A modulator) 
(BRE), mRNA 

1 m r ■ ^ m» m* J % A l ll » m\ Jfc 


NM_004889 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit f, isoform 2 (ATP5J21 mRNA 


NM 004890 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo saniens nre-T/NEC cell associated nrotein ( 6H9A\ mRNA 


NM 003406 


Homo sapiens tyrosine 3-monooxvf?enase/trvotoohan 5-monooxvitenase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM 003574 


Homo saDiens VAMP (vesicle-associated membrane protein Vassociated protein 
A (33kD) (VAPA), mRNA 

A A> \ 1VAX J \ » A A A -A / } * * A*. U " A A 


NM 001073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B 1 1 (UGT2B1 1), 
mRNA 


NM 003300 


Homo sapiens TNF receptor-associated factor 3 (TRAF3), mRNA 


NM 003297 


Homo saDiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 
mRNA 


NM 003212 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGF1), mRNA 


NM 003763 


Homo sapiens syntaxin 16 (SIX 16), mRNA 


NM 003955 


Homo sapiens STAT induced STAT inhibitor 3 (SSI-3), mRNA 


NM_003693 


Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by 
endothelial cells (SREC), mRNA 


NM 003563 


Homo sapiens speckle-type POZ protein (SPOP), mRNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (S0AT2), mRNA 


NMJ)03099 


Homo sapiens sorting nexin 1 (SNX1), mRNA 


NM 001095 


Homo <;arriens small nuclear ribonucleonrotein nolvneotide F (SNRPF\ mRNA 

llUlllv OC^Ul vilO ij JUUIfcl 1 t 4aU-wAwC44- 1 11/ vliuvi vvpi v Will pvl J l/vl/biuv J. \ a-/ j, 1 avl a / y ****** ^* *. 


NM 001091 

IN1V1 UUJU71 


Wnmn ^aniens «;mal1 nuclear ribonucleonrotein nolvnentides B and Bl fSNRPB^ 

mRNA 


1N1VA V/UJwOu 


Homo ^am'en^ small nuclear RNA activating comnlex nolvneotide 4. 190kD 

JLXvFUlC OuUlvllo UUvivCU 1VL u 1 uuii ruling vuiiiuivAj uv« jlivl/iiuv « ^ x. s \s iu*' 

(SNAPC4), mRNA 


NM 003084 


Homo saniens small nuclear RNA activatinc complex. PolvoeDtide 3. 50kD 
(SNAPC3), mRNA 


NM 003825 


Homo saniens svnantosomal-associated protein. 23kD f SNAP23), mRNA 


NM 003983 


Homo saniens solute carrier familv 7 (cationic amino acid transporter, v+ 

4- J.W11 Iw kJ bA L# A Vil LJ UwliA'V AAA A Aw A A. A* A A AA A T f 1 wl* *A A A A V *A A A mm m A^^ 1 m * KT J J 

svstem^l member 6 rSLC7A6y mRNA 


NM_003916 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), 
mRNA 

J.IUV1 l-A A. 


NM 003896 


Homo sapiens sialyltransferase 9 (CMP-NeuAc:lactosylceramide alpha-2,3- 
sialvltransferase* GM3 svnthase^ TSIAT9), mRNA 


NM 003769 


Homo saniens snlicine factor areinine/serine-rich 9 fSFRS9), mRNA 

X iiXVr iJ VVU A V^X-A^J U L/ A A VIA A AtA V W* % *** fell llilvf W VA ilfv A A W A-A ^ X p -^' ^ A ^ / J * • * 


NM 003016 


Homo sapiens splicing factor, arginine/serine-rich 2 (SFRS2), mRNA 


NM 003161 


Homo saniens rihosomal nrotein 556 kinase 70kD oolvpeptide 1 {RPS6KBD. 
mRNA 


NM 003708 


Homo saniens microsomal NAD+-deoendent retinol dehvdrogenase 4 (RODH- 
4) mRNA 


NM 002933 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASE1), mRNA 


NM 002919 

l^lVX \J\J I J 


Womo saniens reeulatorv factor X 3 (influences HLA class II expression") 
fRFX3\ mRNA 


NM 002865 


Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM 002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NMJ)02816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12) mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10V mRNA 


NMJ)02789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 4 
(PSMA4), mRNA 


NMJ)02787 


Homo sapiens nroteasome fTiro<30Tne irianrnnflrn^ Qiifiimit alWhn hmp 9 
(PSMA2), mRNA 


NMJ>00951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRG1), mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cvtokinesis 1 (PRCl^ mPNA 


NM_002717 


1 Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A) mRNA 


NMJ)02707 


I Homo sapiens protein Dhosnhatase 1G fformerlv 9f^ -rrmcmRc-mm Hf»r**»Tirl*»nt 
gamma isoform (PPM1G), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID maffnesium-denendent delta inform 
(PPM1D), mRNA 


NM_003625 


I Homo sapiens protein tyrosine ohosDhatase recentor tvne f nnlvnentide 
(PTPRF), interacting protein (liprin), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription factor 2 fl?OU2F2> mRNA 


NM 002687 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


NM 002647 


Homo sapiens phosphoinositide-3 -kinase, class 3 fPIK3C3) mRNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 fPEX12^ mRNA 


NM 002861 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP^ mRNA 


NM_003899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receotor-like 1 fOPRJ n mRNA 


NMJ)02493 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


Homo sapiens NADH dehydrogenase rubiauinonp^ 1 alnha cmhrnmn1f»Y A /'QVD 
MLRQ) (NDUFA4), mRNA 


NM_003684 


Homo sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNK1), 
mRNA 


NMJJ03784 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 


Homo sapiens lymphoid nuclear protein related to AF4 CLAF41 mRNA 


NM 002213 Homo sapiens integrin, beta 5 (7TGB5). mRNA 


NMJJ03971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock 10kD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
HOkD) (GTF3C2), mRNA 


NM 001516 | 


Homo sapiens general transcription factor IIH, polypeptide 3 (34kD subunit) | 
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^LylrzxlJJ, luKiNA 


NM 003910 


Homo sapiens maternal G10 transcript (GiO), mRNA 


xTAif aai n/rn 

jnm uuiyoy 


Homo sapiens euKaryotic translation initiation iactor d {r,ir 3 ), niKiN/\ 


NMJM3751 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD) 

(rlir jo7j, mKJNA 


JNM_0U3 / J-> 


xiomo sapiens euKaryotic translation initiation iactor o, suDunii \aeita, hhku) 


"MTV/I (\c\n^^ 


U/vfv»/\ coniAno /vntra-» , i7/vt - ir» frn m r 1 o fi rvn ir»itioti<'Yn TO O+rXT* ^ ciirvimit *\ ( rrc mtn Q 40kT»1 

xiomo sapiens euKaryonc translation lnicidiion iauiur j, suuunn j ^gaiiiiiict, tvJ&jL/y 


NM" 0/11414 


TTrtTTin ccinipnc ^iilrQi^im+ir* irciTiolafirkTi initiation fnptrw 9iR QiiViiimt 1 Ifllnnj* 9nKiDi 
numu odpiCUo CuKaiyULlL* UalloIallUIl llliLIaliUIl lauiVJi /.D, ouuuuu i ycLiyiLa, iAjxwJ) 


NM 001419 
xixvj. yjyj it ljl. 


T-Tr>mn cnrvipnQ pi i If nrvn tip trnnQlarinn initiatinn factnT 1 A fF.l K1 A^ ml^NA 


NM 00^566 


iHTfMTiri Qflfvip'nQ parlv pnrlA«!AiTip antiiypri 1 1 69VT) HPiPAl^ tnUNA 


NM 001 QS7 


TTnmr* Qflnipnc pnHntnplin rpppntnr tvnp A /'PiOT^R A^ TTlRNA 


NM 001936 


Motrin ^flTTtPns HinpntiHvl'npntirla^e VT rDPP6^ nrRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mlWA 


NM 001 Q91 

iNXYX \J\J x jL, x 


TTfvmrk cnnipnc HOAyTT* rlpjnninncp CTiC^l 'I 1 1 ttVRNA 
X1U1X1U oalJlCllo vlV— '1VXX UCallliliaoC yi/v> 1 XJ J f llLL\iyi\. 


NM 003590 


Homo sapiens cullin 3 (CUL3), mRNA 




nonio sapiens cuiiin i ^wuivi ) y itiivln/\ 


NM 001207 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


XTA Jf f\f\ 1 Ifil 

JNM ouiiyi 


Homo sapiens JbSuJLz-iiKe 1 {dk^lzl, l j, mKJN a 


JNM_UUiOoy 


Homo sapiens Air synthase, n+ transporting, mitocnonoiiai ru complex, 
suDunit c ^suDunit y) isoiorm j \j\Lrjyjj), nituNA 


NMJJ01688 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
suounit d, isoionn 1 ^ai r jJt i j, mKJNA 


MIV/T (\f\l£.6.A 
xNM__UUjOO'* 


xiomo sapiens aaaptor-reiateo protein complex o, ueia i suDunit ^/vrjoij, 

mPNA 


NM 0<I81£R 


X1UII1U oapiCIio gCIlC UlliCrCIlllaliy CApiCooCU III piUolaLC \ \JxJxlix. J 3 IIilvLNr\ 


NM 0^R999 


Wrkn-irt o a nitric tprtrvrm "hpta rTFPTR^ mRNA 


NM OS 8 109 

xNxVI__V J O 1 


1-Tr»mrt com'pnc T*iT^ocnm?j1 Iqtctp ciiniinit ncpi lHnnnHirp cxmtTin op IiVp IkT TTOT t 

XIUIIIU OaUlCIio X XUVJamUal XdXgC oliUUXlXl poCUUUUl XUXXXC/ djrXXUKXoV ^JL\J_<W KsX^Jf 

nVRNA 


NM 0S81Q0 


Unmn cjiniprio pVirrin-incrinrip 91 Anpn rpnrlino frnmp 70 (C*")] cirfldi mT?NA 

XX\JIH\J oapiCXXa UXUL/1XXU0UJJX& Z> X \Jiyt.XJ XvdUXXXg XXClJXXv /v ^V^iuU/Uyj J i IJ-Vi > A 


NM 0S81RQ 

JLNxVA \JJ O x Oy 


TTomr* Qjinipn^ plirAtnAcnmp 91 nnpn TpflHincr frarrip 60 ( 1 fvrfYiQ i mRNA 

XiwXXXU ocXLJXvXXa vXXX^lXXV/ov/XiXC JL X W|JuXX XwdUXXtg XXuXXXv U7 li-Ltvi 


NM OSRIRfi 


Unmn canipnQ fVirrvmnQnmp 91 rvripn "TPflHiTiiy "fi-jnTiP 1 1 Tr^91nrf1 1^ mRNA 

XXkJX11\J ouUlviio WXXX vyXXlvo vJl x< 1 UUull lV^tlUlilg XXuXliv 1 X X 1 V_/X< A Ul X X X /, 1 1 II VX Ifx 


NM 0S8184 


TTomfi ^jmipti^ fihrnmo^nmp 91 onpn i*eadin& frame 42 (C11 1 orf42^ mRNA 


NM 0SR1R9 


Unmn 9flnipn<5 rhrnmn^omp 91 onpn rpaHinp framp SI f (~!2 1 fvrFS 1 ^ mRNA 

11UH l\J OuplwlO will \JXXX\JO\JXXX\s X \J\J\sXX 1 V Ci villi XI til ills «y 1 ^vliiVl J ) illlvl 11 1. 


NM 0SR1R0 


TTnmo ^anieti 5 ? rhmmft^nme 91 rvnen Teadinfy frame (CYl\cyvf^K\ mRNA 


NM 058173 

1>±YX KJJ Ol / J 


Wnmo saniens ^mall breast enithplial mucin TT.OOl 18430^ rnRNA 


NM 058172 


TTftmo saTjien^ ranillarv morijiinopnesii'; Tirotpiii 2 (C*bAC¥£\ mRNA 

XX\JXXX\J OwptvllO \jCLyfXXXtXX J lllvyl |^>llVJgVllV^01O pi UIV1I1 y\_yATAVJ**y, XI 1 1 XX 11 *■ 


NM 017884 
xnxvjl ui /004 


TTnmA satiien^ PTN9-intprar finer nrntein 1 rPTNX^I^ mRNA 

XXAJXllxS OUUIUUO X XX >X»~lll CIV Ulllg U1VLUU1 X \X JHWi y, lllivlilX 


NM 054091 


TTnmn <ianipnQ nmtpin-rniinlpH rpppntnr 1 01 rrrPRIOl^ mRNA 

XX\JX11\J OdjJX&XXO VJ pXULCXXl V^VJULJlt/U X V IJ Ivll lul ^ VJ X Xvlvl Jf 1XJJLV1 1 il 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


XTA/T flftl/MO 
JNJVl UU344y 


xiomo sapiens uiparuie moiii-comaimng zo ^ixxjuvi^o^, iiixvin/\ 


XTTV Jf ACOAOQ 

JNM UjzyJy 


xiomo sapiens re recepxor-iiKe protein j yr\^t\xij) 9 mivLNA 


JNM IDzyjo 


xiomo sapiens rc recepxor-iiKe protein l ^rv^ivxTi ^, ixxivln/y 


NM 052872 


Homo saniens interleukin 17F (JL\7¥) mRNA 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NM 033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo saniens cell division cvcle 2-lilce 2 (CDC1L.D transerint variant 6 mRNA 

AXUXXIV/ Otllw'XwXXO Vvll VII VliJlUli V/JTVlw XX His ^> ^V^AX \^£**-ir.t UaUaWt ipi VClXICUXv vlj llALXA^Al. 


NM 033531 


1-Tomo saniens cell division cvcle 9 -like 2 f fTT)("!2T .9 1 transcrint variant 5 mRNA 


NM 033529 


Homo ^aniens cell division cvcle 2-lilee 2 fCTDC^T 9i transerint variant 4 mRNA 

XXVX1X1VS uU|/lvllO vVU UX V lOlVll wjf w 1 w «b> X X IVv A* ^vl/vfai-ifc >j UuUOvlipl Y CIA 1 CI 1 X t- I y XXXXVAiA*. 


NM 033528 


Womn saniens cell division cvcle 9-lilce 9 ffTT)d9T,9^ transerint variant 3 mRNA 

XX%/1A1\J OOplvXIi) VvU Ul VIulvlX v J vlv A> 1 X IVV ■« 1 /A*J tr 'Jy UXLVXXOwX lyJL V&X.X<AiAL «J} X XXA\A li 1 


NM 033527 


TTomo saniens cell division cvcle 9 -like 9 rCDC9T 9^ tran^rrinf" variant 9 mRNA 

XXVJXX Xw ou.LJXv'lAD vk/lX VXlVAOlV/11 V/Jrvlb *. XXXYv/ X* ^Vs'X-/ V_yX#A^.t< UCUlOvXl^l YoAlCLlAL X/j 1 1 AAvA > A 


NM 006629 


TTomo saniens zinc fin per nrotein 271 fZNF271 i mRNA 

X.X.UX1XU OCXL/XV'XIO ajXXXV IXXXgvX UiVivXIX X* / X l£Jl1i X< / X / j XIXXVX 1iA 


NM 015294 


TTomo saniens trinartite motif-containini? 37 fTRTM37 • mRNA 

XXWJ1XU OuUXvlXO UIUuX Ulv XAXV7 I. XX. V/W1I LCXXXXX11 — ' * V X XIAAYX^J / Jy X1XXVX iXA 


NM 033132 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA 


NM 0331 OR 

A NAY A V/J J AV/O 


TTomn Qanipnc hf*af qViopIc tran^rrintirin faptnr 9-liVp fJ Of^Rfii^lxli mRNA 


NM 033106 


TTomo «?anipns pal anin -lite nentide nreeursor rT>OOR556Q^ mRNA 

XXvllAV/ OCXLy X^/XXO KOaCIXXIXA XXIW L/vplXUv UXvvUXOvJ IXwVJVvUJJU/ Ij X X XX VA 1 XX 


anavx yjj i vj 


TTomo QartipnQ Hpta p.vQfpinp Qtrino 1 nrotpin (~\ Or^R^47Q i mRNA 


NM 033104 


Homo saniens stonin 2 (\ OP 85439^ mRNA 

A L\Jlll\J OL4.XJi.vX10 OIXJ1XAX1 *■* 1Av\JvUJ^J7 Jj X11XVA l^v 


NM 03310? 


TTrunn <janipr»Q nroQtpin nrotpin (1 OPRS414i mRNA 

XXVJX X XVJ OCXL/1 t>X IO L/i VJOLwlll IJ1 \J LVXXX 1 XvVJVyO J~ ^ '/) 1 X XX VA i A 


NM_003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
rTNFRSF6B^ transcrint variant M68E mRNA 

\ A ANA XViJA uXJ J j Ul CAXXO v/X J Ul V CXA XClXXt AtXVJ UXjj I X IX. VI X /V 


NM 006470 


Homo sapiens tripartite motif-containing 16 (TR1M16), mRNA 


NM 039606 


ffAtnrt ci»r»if»nc PQlpx/T^VirvcitiP fT Oi^Rxl^OR i mRNA 
xxVlllyJ oapidlo Oall>ypillJMilC ^x_*vyV^0*rU70^, IllxvlNrV 


NM fn9S.Q^ 


tfriTYirv cam* Arte npnraVii-n TT fJ fiPQ/l^fi7 » mRNA 


INlYx Uj^jOH 


aaoiiiu odpicnb zino zingcr protein jh/ ^z^inp j't/ ^, iixxviNrv 


NM 0^9^76 
aNaVL_U jZ D / 0 


xiomo sapiens iipopoiysaccariae-speciiic response j-iiKe proiem ^xA^v^oHoo.jy, 
mRNA 


NM 039S1R 


noinu bapicno t/Oiid.gcn-iii\e /viziiciiiici aiiiyiuiu piacjuc ooxiipuiiciiL prcuuioui 
(J OPR4570i mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), rnRNA 


"NM 039484 


TTr»mA CQTiipnc Vi"vnf\tVif»fif*Ei1 irrrttpin {J Of^*Rxl^lA\ mPWA 
rxUIIlU od.pl Clio IiypUulCULal piUlClll ^AjUuO^TJlni, UxavAN-TV. 


NM 0393RQ 


XAUillU bapiCllO £1111' xlllgCl piUlClll iOy, LLJ I ICgUlalCU. ^ZJIN J; Z,Oy J, ilAlvANrA. 


NM 031918 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA 


xNlvl VJ IHOj 


xiomo sapiens sieroiu uenyurogenase-iiKe ^jLVjv^ojoyjK mrvrN/A. 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


xr\>f m '\am 

JN1VI_Uj141 / 


riomo sapiens ivxAjr/microtUDUie aiimiiy-reguiatmg lonase iiKe i ^jviakivli ), 
mRNA 


NM 030701 


xiomo sapiens spningosme-i-pnospnaiase {j^kjk^oidj/ j 9 iaiavln/\ 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
nypuuieiiedi proiem r lh v jyru*j f iiiavIN /\ 


NMJ)03414 


Homo sapiens zinc finger protein 267 (21^267), transcript variant 498723, 

mRNA 


nm 07qg/k 

XNJVl_Uz J yHD 


xiomo sapiens memDrane-spannmg ^f-oomains, suoiamny /v, memoer j 

/TV/TQdA^\ mRNA 


xNlVx_UZ i*f 


riomo sapiens nypoineucai proiem similar 10 preierenuaiiy expresseQ antigen oi 

mplannma C\ OP^S1 99 i mRNA 

meianonia ^luvuji^^, iili\j.n/\. 




xiomo sapiens nypuuicuv/ai proiem sinuiar 10 preierentiaiiy expresses antigen 01 
melanoma (LOC65121), mRNA 


NM 0993S7 


xiomo odpicno puiaiivc uicutiiupepuudoc ^idiniiy iy\.\.y) ^i^wv^om-iovj 1 ^ iiaavln/\ 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 0993 5*1 


riomo sapiens puiaiive siaiogiycoproiease type z ^JLvj^o 4 f i / z^, rnKiN a 


NM 022345 


TTomo Qanipn^ literine-deriveH 14 VDa nrotein C\ OC641 mRNA 

A AvJXXXw OaLJlWilO LAH-'A XXXV UVXXV^/U I~T XVX^/O IJlV/tk/AIl \^Xj\*f\*r\r^ L *J\J J y X 1 XAvA 1 A\ 


NM 022343 


Homo sapiens 17kD fetal brain protein (LOC64148), mRNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUR01MAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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•WD XT A 
mKJNA 


NM 021632 


Homo sapiens zinc-finger protein ZBRK1 fZBRKU, mRNA 


1 xjm (\i i 


nomo sapiens ru/^-LXM protein mystique (LOC59346), mRNA 


inivi uiioyi 


Jtiomo sapiens zinc linger protein 26 (KOX 20) (ZNF26), mRNA 


| 1N1V1 UlOO / J 


Jtiomo sapiens zinc linger protem 3UZ (ZJNr30z), mRNA 


1 XTA/f A0 1 70/£ 
1NJV1_UZ1ZZ0 


nomo sapiens hypothetical protem from clones 23549 and 23762 (LOC58504), 

niKJNA 


XJTV/f no 1 0 1 1 
I IN 1VIM/Z 1ZI 1 


±iomo sapiens transposon-denved Busterl transposase-hke protein (LOC58486), 
mRNA 


j IN1V1 UZ 1 I OO 


Jtiomo sapiens zona pelluciaa glycoprotein 4 (Zr4j, mRNA 


| INIY1__UZU2/U.3 


Jtiomo sapiens uDiquitin-specmc processmg protease (LOC57663), mRNA 


j INIVI UZOOOO 


nomo sapiens LXJC-iiKe Kinase 4 mRNA 


| INIV1 VZV*+Z1 


nomo sapiens nypouiencai protein (JLUCj / mRNA 


J INIVI UZultu 


nomo sapiens puiauve hi KJja protein (JLUL/DOoyy), mRNA 


NM OlfvtOS 


nomo sapiens synovial sarcoma it ansiocation gene on cnromosome 1 o-liKe 2 

fS<?1RT9^ ml?NA 


NM 016417 


nomo bapiens cione r jlx>4 / (LaJvO I Z 1 oj, mKN A 


NM 020467 


Homo sapiens hypothetical protein from clone 643 (LOC57228), mRNA 


NM OOrt^fiQ 
| 1N1V1 \}/A}Doy 


nomo sapiens putative capacitative calcium channel (trp7), mRNA 


I INlYl UZUjOJ 


nomo sapiens ArMCz protein (LOC57109), mRNA 


NM 09H7R1 


Jtiomo sapiens candidate tumor suppressor protein (JLOC57107), mRNA 


I XJX/T noni7o 
| INJV1 UZUj /Z 


nomo sapiens organic cation transporter (LOC57100), mRNA 


j INIVI UZUIjo 


nomo sapiens exosome component Rrp4o (RRP46), mRNA 


NM 090147 

inivi_uzu m i 


nomo sapiens nypotnetical protein trom bURUlMAGJb 511235 (LOC56906), 

TYlPXJA 

miviN/\. 


NM 020154 


Homo sapiens chromosome 11 hypothetical protein ORF3 (LOC56851\ mRNA 


NM 01 Q£1 1 

| INIV1 Vl"Oi J 


nomo sapiens nypouiencai protem ozo (LUUjoz/Uj, mRNA 


NM 01Q0S0 


nomo sapiens o.z ko. protem (LUCj4d4J), nuvNA 


1 XJIV/f HI QfH7 

iNivi_uiyuj / 


nomo sapiens exosome component Rrp41 (FLJ20591), mRNA 


XTN/f 01 8^70 
| lNIVl__UIoD /y 


nomo sapiens mitochondrial solute earner (LOC51312), mRNA 


| iNiVl UIo45D 


nomo sapiens u protem-coupled receptor C5L2 (LOC55868), mRNA 


NM 01 R47Q 


nomo sapiens uncnaractenzed nypotnalamus protem HCDASE (LOC55862), 

mpXTA 
I J UlvIN^ 


NM 01 R447 

I INIVI U I OtT 1 / 


nomo sapiens d\j Kua proiem ^L/UUDDoJlj, mKJNA 


NM 018443 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM 01R430 
| iNivi yjioHjyj 


nomo sapiens nypouiencai protem (LUCjjoIj), mKJNA 


NM 018402 


Homo sapiens interleukin 26 (EL26), mRNA 


NM 017£Q9 
I iNivi ui toy/, 


nomo sapiens aprataxm (Ar 1 A), mRNA 


XTN/T A1 8 1 71 
J INIVI \) I o 1 / 1 


nomo sapiens hypothetical protem FIJI 0659 (FLJ10659), mRNA 


"MM rk17^^n 


nomo sapiens hypothetical protein LOC55565 (LOC55565), mRNA 


NM 013385 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 4 (PSCD4), 

^-T) XT A 

mKJNA 


NM_0lOCDl 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339), 

ITIKINA 


| INIVI UlObOO 


nomo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), mRNA 


NM 016422 


iiLFuiu oapiciis> ^jxiv^'t-iiKc zinc linger proiem {durrz,o) f mJKJNA 


NMJ) 16520 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type HI (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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NM 016140 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 016107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


NM 016098 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


NM 016095 


Homo sapiens HSPC037 protein (LOC51659), mRNA 


NMJ) 16086 


Homo sapiens map kinase phosphatase-like protein MK-STYX (LOC5 1 657), 

*■ A LA L \ / 7 

mRNA 


NM 016061 


Homo sapiens CGI-127 protein (LOC51646), mRNA 


NM 016039 


Homo sapiens CGI-99 protein (LOC51637), mRNA 


NM 016029 


Homo sapiens CGI-86 protein (LOC51635), mRNA 


NM 016024 


Homo sapiens CGI-79 protein (LOC5 1634), mRNA 


NM 016019 


Homo sapiens CGI-74 protein (LOC51631), mRNA 


NM 015964 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 015939 


Homo sapiens CGI-09 protein (LOC51605), mRNA 


NM 016647 


Homo sapiens mesenchymal stem cell protein DSCD75 (LOC5 1337), mRNA 


NM 016646 


Homo sapiens mesenchymal stem cell protein DSCD28 (LOC51336), mRNA 


NM 016632 


Homo sapiens ARF protein (LOC51326), mRNA 


NM 016629 


Homo sapiens hypothetical protein (LOC51323), mRNA 


NM 016627 


Homo sapiens hypothetical protein (LOC51321), mRNA 


NM 016626 


Homo sapiens hypothetical protein (LOC51320), mRNA 


NM 016618 


Homo sapiens hypothetical protein (LOC51315), mRNA 


NM 016616 


Homo sapiens NM23-H8 (LOC51314), mRNA 


NM 016613 


Homo sapiens AD021 protein (LOC51313), mRNA 


NM 016612 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM 016594 


Homo sapiens FK506 binding protein precursor (LOC51303), mRNA 


NM 016562 


Homo sapiens toll-like receptor 7 (TLR7), mRNA 


NM 016546 


Homo sapiens complement Clr-like proteinase precursor, (LOC51279), mRNA 


NM 016534 


Homo sapiens apoptosis-related protein PNAS-1 (LOC51275), mRNA 


NM 016521 


Homo sapiens E2F-like protein (LOC51270), mRNA 


NM 016511 


Homo sapiens C-type lectin-like receptor- 1 (LOC51267), mRNA 


NM 016509 


Homo sapiens C-type lectin-like receptor-2 (LOC51266), mRNA 


NM 016496 


Homo sapiens hypothetical protein (LOC51257), mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


NM 016484 


Homo sapiens hypothetical protein (LOC51248), mRNA 


NM 016471 


Homo sapiens hypothetical protein (LOC51242), mRNA 


NM 016467 


Homo sapiens hypothetical protein (LOC51240), mRNA 


NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


NMJH6429 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC51226), 
mRNA 


NM 016383 


Homo sapiens HOM-TES-85 tumor antigen (LOC51213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protein difl3 (LOC5 1212), mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor H (LOC5 1 195), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC51 194), mRNA 


NM 016331 


Homo sapiens zinc finger protein ANC 2H01 (LOC51193), mRNA 


NM 016311 


Homo sapiens ATPase inhibitor precursor (LOC5 1 189), mRNA 

■ C v LL 


NMJ) 16256 


Homo sapiens N-acetylglucosamine-l-phosphodiester alpha-N- 
acetylglucosaminidase (LOC5 1 172), mRNA 


NMJ) 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC5 1 147), 
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mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane Drotein fLOC5 1 145") mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homoloe (LOC51 144) mRNA 


NM 016141 


Homo sapiens dvnein lieht chain-A (LOC51 143) mRNA 


NM 016125 


Homo sapiens PTD0 1 6 protein (LOC5 1 1 36) mRNA 


NM 016121 


Homo sapiens NY-REN-45 antigen (1,0051133^ mRNA 


NM 016102 


Homo sapiens trinartite motif-containin? 17 rTRTM17^ mRTvIA 


NM 016038 


Homo sapiens CGI-97 protein CLOC51 1 1 9^ mRNA 


NM 016035 


Homo sapiens CGI-92 nrotein CLOC5 1117^ mRNA 


NM 016026 


Homo sapiens CGI-82 protein (LOC51 109^ mRNA 

A.AVAAAV UUi/lVliW X/ x*J A UAJ ^1 V/ VvAAl ^Xj V/Vy*/ X X \J *S J y HIXVa 1AA, 


NM 016010 


Homo sapiens CGI-62 protein (LOC51 \0Y\ mRNA 


NM 016001 


Homo sapiens CGI-48 protein (LOC5 1096) mRNA ! 


NM 015996 


Homo sapiens CGI-40 protein (LOC51092), mRNA 


NM 015978 


Homo sapiens putative protein-tvrosine kinase rLOP510f?6) mRMA 

x***^/A VAAU L/MM*|)A T |7A V/iVAAA by A VkJAlAV ll4AAU\JV ^ » J X _y X x/ VJ \J J y JL 1 J £ V 1 4l_ 


NM 015962 


Homo sapiens CGI-35 protein n\OC51077i mRNA 


NM 015960 


Homo sapiens CGI-32 protein HLOC51076) mRNA 


NM 015957 


Homo sapiens CGI-29 protein rLOC51074) mRNA 


NM 015954 


Homo sapiens CGI-26 Drotein fLOC5 1071) mRNA 


NM 015917 


Homo saniens glutathione 51 -transferase <5iihirrrit 1 ^ linmnlno 1 OfS 1 0fv4^ 

aavuiw ou^iuno giuvduuuiiw u uaiioxviiiow ouuuiilL i J liwimjlwg V A^vyx>«/ 1 yJKj^Jy 

mRNA 


NM 015913 


Homo sapiens hypothetical Drotein rLOC51060) mRNA 

*-* *^ M«*A/AVAAU 1AJ L/wiAAVUVLiA L/A vkVAAl I l^V WW A vVV HULVi, T AA> 


NM 015912 


Homo sapiens hypothetical nrotein CLOC5 1059) mRNA 


NM 015911 


Homo saniens hvoothetical nrotein fI.OP51058) mRTvJA 


NM 015907 


Homo sapiens leucine aminonentidase fLOC51056) mRNA 

x - r *■* AX.,r VM|^A V4 1U AVUVAUW UAAAAAAv|/v|/ blUUUV ^ Xj x-_X \^ ■»/ X \J \J J ^ X A 1-1- V L l/X j 


NM 015883 

^ 'A r X* A •1' X^ X^ m^r 


Homo saDiens clone 1900 unknown nrotein fl\OC!5 1 04 Q) mRNA 


NM 015872 

^ta V T X^ A X^ X^ J air 


Homo sapiens krunnel-related Tine finder nrotein hrTCrov fT 04^"^ rnRNA 


NM 015871 


Homo sapiens zinc finder nrotein fLOC5 1 042) mRNA 


NM 016072 

A X * X^ A X^ \J 1 A^ 


Homo sapiens CGI-141 nrotein rLOC51026) mRNA 


NM 016068 


Homo sapiens CGI-135 protein (LOC51024), mRNA 


NM 016053 

^ » * ■ X* X»* X^ 


Homo sapiens CGI-1 1 6 nrotein (LOC5 1019) mRNA 


NM 016046 


Homo sapiens homolog of yeast exosomal core protein CSL4 (CSL4), mRNA 


NM 016042 


Homo saniens exosome rnmnnnpnt Rm40 fi? RPzlYVl mPMA 


NM 015944 


Homo saniens CGT-14 nrotein fT 00S) mRNA 


NM 016060 


Homo saniens PGT-1 nrotein DPS lOO/U ml?NA 


NM 016482 


j^LViiiixi oapiCllD ilvpalUUCllUlar C'dJLinuiIla-abbUOlalCU antigen Oy 1 Ijy), 

mRNA 

XXXXVX ii A 


NM 014681 


Homo saniens DP AD/H ( Asn-rrln-Ala-Asn/PTic^ hnY nolvnf»r»tiHp "XA rnnV^A\ 

mRNA 


NM 014415 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NM 014579 


Homo sapiens zinc transnorter fZTP2) mRNA 

A UI#UAV*AW AwAAAV M- VAAAlJMx/1 IVi \ F__ f 1 1 J-^ / j 1 1 IX VI ^ X X 


NM 014347 


Homo saniens zinc fineer nrotein ^ZF51 28) mRNA 


NM 007146 


Homo sapiens zinc finger protein 161 (ZNF161), mRNA 


NM 006626 

A lAT A X^ x^ VpF w Arf x^ 


Homo saniens 7ine finppr t^rntpin with intpraptirm HnTnain ^7TT>^ mPXTA 
Axwiiiw oapjwio inigci jJlULClIl Willi illLCl aL- LIUil ClUlllalll ^A»AJL/^, ILU\JLNx\ 


NM 006336 


Homo sapiens ZYG homolog (ZYG), mRNA 


NM 006138 


nuiuu bdpieus mcmDrane-spannmg £ f-oomains > suDiamiiy a, memoer J 
(hematopoietic cell-specific) fMS4A3), mRNA 


NM 005741 


Homo sapiens zinc finger protein 263 (ZNF263), mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, rnRNA 


NM 000658 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AJRE-2, rnRNA 


NMJ)00383 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1 , rnRNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), rnRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), rnRNA 


NMJJ03407 


Homo sapiens zinc ringer protein 36, C3H type, homolog (mouse) (ZFP36), 
rnRNA 


NMJ)01519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase III transcription 
initiation factor mB (S.cerevisiae) (BRF1), rnRNA 


NMJ)00157 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
rnRNA 


NM 057178 


Homo sapiens fring (LOCI 17584), rnRNA 


NMJ)57177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR1 9), rnRNA 


NM 058178 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 2, rnRNA 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, rnRNA 


NM 012223 


Homo sapiens myosin IB (MYOIB), rnRNA 


NM^O 15277 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
4-like (NEDD4L), rnRNA 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), rnRNA 


NM 032591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7), rnRNA 


NM_0 14208 


Homo sapiens dentin sialophosphoprotein (DSPP), rnRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), rnRNA 


NMJW5461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), rnRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
rnRNA 


NMJ)32642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, rnRNA 


NMJ)30775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, rnRNA 


NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5A 
(WNT5A), rnRNA 


NM_057168 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 1, rnRNA 


NM 016087 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 2, rnRNA 


NM_012101 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 1, 
rnRNA 


NMJ)58193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 
rnRNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), rnRNA 


NM 058248 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 2, rnRNA 


NM 021233 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 1, rnRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
rnRNA 


NMJ)58174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
rnRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1 , mRNA 


NM 000507 


Homo sapiens fructose-l,6-bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM_030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJJ22497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)53023 


Homo sapiens zinc fmger protein homologous to Zfp91 in mouse (ZKP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NMJ)31902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJH5969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM^O 16065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 031280 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NMQ22839 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ) 16034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 

» ivy* 9 

encoding mitochondrial protein, mRNA 


NMJH8135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NMJ)52815 


Homo sapiens immediate early response 3 (EER3), transcript variant long, 
mRNA 


NMJ)03897 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NMJ)48368 


Homo sapiens LTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
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j A) phosphatase, subunit 1 (CTDP1), transcript variant FCPla, mRNA 1 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COL5 A3), mRNA 


NM 000393 


Homo sapiens collagen, type V, alpha 2 (COL5 A2), mRNA 


NM 000093 


1 Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA I 


NM 001256 


| Homo sapiens cell division cycle 27 (CDC27), mRNA 1 


NM 004661 


| Homo sapiens CDC23 (cell division cycle 23, yeast, homolog) (CDC23), mRNA 1 


NMJ)37370 


1 Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 2, j 
mRNA 


NMJH2142 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 1, 
mRNA 


NM 019592 


Homo sapiens ring finger protein 20 (RNF20). mRNA 


NM 003386 


Homo sapiens zonadhesin (ZAN), mRNA ! 


NMJ)01959 


1 Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
I transcript variant 1 , mRNA 


NMJ)21121 

* 


1 Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), I 
1 transcript variant 2, mRNA 1 


NM 006778 


| Homo sapiens ring finger protein 9 (RNF9), transcript variant 1 . mRNA ! 


NM 052828 


| Homo sapiens ring finger protein 9 (RNF9), transcript variant 2, mRNA 1 


NMJ)07028 


Homo sapiens tripartite motif-containing 3 1 (TRTM31), transcript variant 1 , 1 
mRNA 


NG 000019 


Homo sapiens chorionic gonadotropin beta region (CGB(a> y ) on chromosome 19 1 


NM 052952 


| Homo sapiens disrupted in renal carcinoma 1 (DIRC1). mRNA I 


NM 000989 


1 Homo sapiens ribosomal protein L30 (RPL30), mRNA 1 


NM_000978 


Homo sapiens ribosomal protein L23 (RPL23), mRNA 1 


NM 000985 


Homo sapiens ribosomal protein L 1 7 (RPL 17), mRNA 1 


NM 019035 


Homo sapiens protocadherin 1 8 (PCDH 18), mRNA 1 


NM 017809 , 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 1 , mRNA 1 


NM 030943 


Homo sapiens amnionless protein ( AMN), mRNA 1 


NM 022053 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 2. mRNA \ 


NM 014762 


Homo sapiens 24-dehydrocholesterol reductase (DHCR24). mRNA 1 


NM 023922 


Homo sapiens taste receptor, type 2, member 14 (TAS2R14), mRNA 


NMJ)23921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10). mRNA 1 


NM 023920 


Homo sapiens taste receptor, type 2, member 13 (TAS2R13), mRNA 


NM_023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM 023918 


Homo sapiens taste receptor, type 2, member 8 (TAS2R8\ mRNA I 


NM_023917 


Homo sapiens taste receptor, type 2, member 9 (TAS2R9). mRNA 1 


NMJ)22100 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022169 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 j 
(ABCG4), mRNA 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1 , mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


NM 014586 


Homo sapiens hormonally upregulated Neu-associated kinase (HUNK), mRNA 1 


NM 014296 


Homo sapiens calpain 7 (CAPN7), mRNA 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM_005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular i 
superficial zone protein, camptodactyly, arthropathy, coxa vara, pericarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 | 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) j 
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(SCYC1), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NMJ)58253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/Kobner/Weber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 1 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA ! 


NM 004926 


Homo sapiens zinc ringer protein 36, C3H type-like 1 (ZKF36L1), mRJNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZJh'ra 6L2), mRJNA 


NM 015355 


Homo sapiens joined to JAZF1 (JJAZ1), mRNA 


NM_005642 


Homo sapiens TAF7 RNA polymerase H, TATA box binding protein CTBP)- 

associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NMJ)32656 


Homo sapiens DEAD/H (Asp-Glu-AJa-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM_031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 

*- * V /-? 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM_021201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitocen-activated protein kinase phosphatase x (MKPX). mRNA 


NMJ)02897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


NM^O 16839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM 016838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NM_0 16837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NM_0 16836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS 1 ), transcript variant YC1 , mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SU), 2 (TCEA2), mRNA 
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TvTTV/f A A 1 A 1 A 


Homo sapiens nbosomal protein bo (RFJSo), mRNA 


1N1V1 UUUl/ol 


Homo sapiens nbosomal protein Lly (KrLiy), mKJNA 




xiomo sapiens v ur nerve growui iactor tnauciDie ( v or j, uikjn a 


iNlVX UUIOIZ 


xiomo sapiens acrosomal vesicie protein i ^/\.v^is. v i ), transcnpt variant i, nuvLNA 


NM_020115 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 11, 

IIlxviN/V 


1MM 0901 14 


xiomo sapiens acrosomal vesicie protein 1 ^ai^k v i ) y iranscnpi vanant y, miUNA 


"NTM 0901 11 


riomo sapiens acrosomal vesicie protein i (Ai/KV i j, iranscnpi vanant o, niKiNA 


KTM 0901 1 9 
iNiVi UZU1 1Z 


xiomo sapiens acrosomal vesicle protein i (ALK.V i ), transcnpt vanant /, mKJNA 


XTM" OOH1 1 1 
1N1V1 UZU 111 


xiomo sapiens acrosomal vesicle protein 1 (ACKV 1 J, transcnpt vanant 6, mKJNA 


JNlVl_UzUl 1U 


Homo sapiens acrosomal vesicle protem 1 (ACKVi), transcnpt vanant 10, 
mRNA 


vnVyf O9O100 

iNivi uzuivy 


Homo sapiens acrosomal vesicle protem 1 (ACKV 1 j, transcnpt vanant 5, mRNA 


NM 020108 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 4, mRNA 


XTA/T mftl A7 
1NJV1 UZU 1 U / 


Homo sapiens acrosomal vesicle protein l (Av^KV l ), transcnpt vanant 3, mKiNA , 


jNivi uzuuoy 


Homo sapiens acrosomal vesicle protem 1 (ACRV1), transcnpt vanant 2, mRNA 


NM 022909 


Homo sapiens centromere protem H (CENPH), mRNA 


JNM_Uz 1 /34 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 19 (SLC25A19), mRNA 


vnv/r AO 1 OCA 

JNM_Uzlzjy 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(IMbMo), mKJNA 


XTTVyf AOA1 io 


Homo sapiens oxidoreductase UCFA (LOCjooyo), mRNA 


"MTV/f A1 CA*7C 

JNM_UlDy /j 


Homo sapiens TAF9-hke RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 31 kD (TAF9L), mRNA 


1N1V1_U1 jZ 1 1 


Homo sapiens proprotem convertase suDtiiisin/Kexm type 1 lnnibitor (rCoivllN), 
mRNA 


TSJ1V/T OOOOOzl 
IN1V1 UUUyUH 


Homo sapiens JNAU(rjH aenyorogenase, qumone z (JN yuzj, niKJNA 


iNivi wvyvj 


Homo sapiens JNAD(r)H denyarogenase, qumone 1 (JNQOl), mRJSIA 


INIVI UUzyjy 


Homo sapiens sortuin 1 (pUKl l ), mKJNA 


iNiVl_UD / 1 /U 


Homo sapiens O protem-coupled receptor kmase-interactor z (Ol I z), transcnpt 

TmiHoiif O -»0r0i"0 A 

vanant z, niKiN/v 


iNivi_u j / 1 oy 


Homo sapiens kj protem-couplea receptor ianase-mteractor z (Cxi lzj, transcnpt 
variant 1, mRNA 


IN1VJL U»> / 101 


Homo sapiens testis intracellular meaiator protem ^JrxiAo )> niKJN A 


INIVI Uj/10/ 


Homo sapiens collagen, type VI, alpna 3 (CULoAij, transcnpt vanant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


"MTV/f A^*71ZC 


Homo sapiens collagen, type VI, alpha 3 (CUL6A3), transcript vanant 3, mRNA 


JNM Uj/lo4 


Homo sapiens collagen, type VI, alpha 3 (CUL6A3), transcript variant 2, mRNA 


XnIV1__U14/ /o 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GJT2), transcript 
vanant 3, mKJNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1, mRNA 


fNM_UU 1 1 o3 


Homo sapiens A i rase, H+ transporting, lysosomal (vacuolar proton pump), 

SUDUnit 1 ^Al JrOo 1 ), mKJNA 


1NJYI UUUO/j 


Homo sapiens aaenosine Aza receptor (AUUKAzA/, mKJNA 


INM UjjUZ/ 


Uawia nnt^iav\c A"VT\T1 u« Mmiln^A/l / A "V I' 7TP\ 1 ^ T> XT A 

Homo sapiens aaijn l up-regulated (AAUU1), mKJNA 






NM_058004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens nbosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens nbosomal protein L23a (RPL23 A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNPs) (NOLA3) mRNA 


NM 021947 


Homo saDiens serine racemase (SRRi. mRNA 


NM 016579 


Homo saDiens 8D6 antisen (8D6A\ mRNA 


NM 006849 

i. yxTi. vvvu 


Homo saniens rjrotein disulfide isomerase. pancreatic (PDIP), mRNA 


NM 002650 


Homo saniens nhosnliaudvlinositol 4-kinase. catalytic, alpha polypeptide 
(PK4CA), transcript variant 1, mRNA 


NM 000988 


Homo saniens ribosomal protein L27 (RPL27}. mRNA 


NM 000987 


Homo saniens ribosomal protein L26 fRPL26\ mRNA 


NM 000986 


Homo saniens ribosomal protein L24 (TtPL24). mRNA 


NM 031964 


Homo saniens keratin associated protein 17.1 (KAP17.1), mRNA 


NM 000420 


Homo saniens TCell blood eroun fKEL). rnRNA 


NM_052841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
CSTK22Q mRNA 


NM 017647 


Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), rnRNA 


NM 001 R4S 


Homn Qjinipn*; rollaa^n tvne TV alnba 1 TCOL4Al^ mRNA 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 




Wr\mn cnni*>nc ^■vrlm-^pnpnHpnt VinnQP 0 (CT}C i '? -rplfltftH Innfl^e^ ^C!DTC9^ mRNA 
XXU1I1U od^/lCllo wjr wlill^ACJJdJUdll AJJlaoC s ^ viz 1 vialvU XvXixciow j \ y^sxs jc±*J Jy nxxvx ^ xv 


NMJ)33131 


Homo sapiens wingless-type MMTV integ^tion site family, member 3 A 
rWNT^A^ mRNA 




Unmrt QnnipnQ winalp^Q-tvne MMTV intppration site famil v member 3 fWNT3\ 

11VJJ 1 1\J onUlvllO WUlglwOd Jtr * " XIX W^&xt»LX vxx OiLv xaJLixiijTj xxx\/xxxiyv/x — ' ^niiAi/y) 

mRNA 


NM 0fR^Q6 


Homo <5fi*nipnQ wincrlpcc-tvne MMTV integration site familv member 15 

XAV/JiXV/ OU yj X wXXO VYulglvOO I YUw 1TX1 TX X V lllkvglttUvXl iJKW XWXXXXXTj Ulwuiuvi A «^ 

rWNT15^ mRNA 

\ T? il X 1J XX XX VX i / X 


NMJ)04626 


Homo sapiens wingless-type MMTV integration site family, member 1 1 
fWNTlri rnRNA 

l VV XN A 1 A y, 1 i XX VX > A 


NM 0S7176 

iNxVl KJJ /I/O 


Hnmn «;qnipn<; bar-ftin ^.SNT)^ mRNA 
rxuiixu oa|Jit/iio uaivixii ^uui^j-/ j, xixlvln^x. 


NM 017070 


Hnmn Qnnipn*; Hiarvlfflvpprol O-anvl transferase Homolot? 1 Tmouse^ rDGATl^ 

XaUIIxW odL/lwlxd UlflwY 1 tiy vV/lUl V-/ awyiucuioivioov xxv/xiiv/xv/g x ^niuuijvy yx/\jj n /> 

mRNA 

XI IX VX 1 XV 


NM 005490 


Homo sapiens SH2 domain-containing 3A (SH2D3A), mRNA 


NM 012563 


Hnmn sanipns eni dermal differentiation comnlex nrotein like protein fLEPlo\ 
mRNA 


NM 014914 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004RQS 


I-Trvmn csmipnc pr\1H juitninflammat'orv svndrnmp 1 fCTfASl^ mRNA 

XIUUIU odpiCixo ^/UlU aULUlIlllalllilixlLlsi. j ojrlxuiwixxt' l ^vxrvu x jy xixxvx in. 


NMJ)00086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 

Vnat Hiqpaqp^ (CI Nl^ mRNA 


NM 033341 


Homo sapiens baculoviral IAP repeat-containing 8 (BIRC8), mRNA 




Jciomo sapiens mannosyi ^aipnd-i,j-y-giyL«opiuiciii ucw-i^-iN- 

nnpfvlo-1iirrkC5»rniriv1trnTiQfpr5i<;p icnpnTvmp R nVfCrAT4H^ transcriot variant 2 

oUCly IftiLlUVJoClxlxxJiy luaildiClaoCj l^UdxZ»jr xxxw X-» ^ivx\jrx x ^xj uaixovxij^rv vcxxxxxxxl 

mRNA 

X XXX VI 1 Xi. 


NM 000449 


Hnmn ^aniens remilatorv faetnr X 5 f influences HLA class II expression) 

(RFX5), mRNA 


NM 054025 


Homo saniens beta- 1 3 -el uei iron vl transferase 1 felucuronosvltransferase 

X XV/XX1W O UL/ X V^XX O Uv LCX A,-' &X IX V/ IXX \JllJ i IX UilOlwi u>Jw A ^g* u » U* Viiwu ^ i u uuuxvi www / 

(B3GAT1), transcript variant 2, rnRNA 


NM 002628 

INxVa uviiUiO 


Hnmn Qam'pns nrnfilin 2 rPT?N9 1 transcriot variant 2 mRNA 

xJlviiiv otxjjxt'Xio yjixjxmix \l j. L^jjjy uciixo^xi^v »i*xx*ixxi» ixixvx^xx 


NM 053024 


Homo saniens profilin 2 fPFN2y transcript variant 1. mRNA 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM^O 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


NM__018141 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding nutocnonanai protein, mKJN A 


NM_0 14046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitocnondnal protein, mKJN A 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


JNM 021153 


Homo sapiens cadhenn 19, type 2 (CDH19), mRNA 


NMJ)33664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 2, rnRNA 


NM 001797 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1, rnKNA 


JNM_UJ33ol 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 

\ mmu-\ ■!> <~| j-> ■■ ■ ■ m_4- -f 1 jl ■ T ■ J**L IT. "f~ O I ) TvT A 

transcript variant j, mKJN A 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant z, mKJN A 


TvTA/f (\f\f\AQZ 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1, mRNA 


INM vvvvyZ 


Jlomo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), rnRNA 


JNM__UJzU14 


Homo sapiens mitochondrial noosomal protem S24 (MRPS24), nuclear gene 
encodmg mitocnondnal protem, mKJN A 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3A), mRNA 


XTAyf A1 0/f 1 1 

JNJYL__Uiz41 1 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


JNM__U1 jyo/ 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


iNM UUoJIU 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NMJ)33335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 


TVT\>F f\1 "ill A 

JNM__U33334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1 , mKJN A 




Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
rranscnpt variant z, rriKiN a 


INM_V/U10UO 


Homo sapiens Alr-omding cassette, sub-iarmly A (ABC1), member 2 


MM 0097 84 


riomo sapiens Keraim, nair, oasic, o ^moniieinnxj ^JSJxiriDOj, niKJNA 


MM 009981 

INIYI l/v/ZZOJ 


riomo sapiens Keraim, nair, oasic, o ^rwj\ixix3jj, rruviNA 


NM no??s? 


W/\T«r* cQm'pnc lr<arotin V»<a oir» *3 A?' T> *T , XJ~D Q ^ ml? XT A 

nomo bdpieno Keraim, nair, oasic, j ^JSJtviJnLtjjj, rmvtN/v 




Unmn CQ«ipnc Vf*rxiin Hair Kaom 1 (VX^T%JTiO\ ml?MA 
XIUIIJO bapiCIlo KCrdLin, nail, DaSIC, Z ^JSJxirLDZ^, uilViNA. 




nomo sapiens Kcrdim, nair, oasic, i ^jsjv i jtld i ), miviN/v 


mm ounds 


nomo sapiens Kerann, nair, oasic, 4 (jmvIxxdhj, mKJNA 


mm noinii 


riomo sapiens noosomai protein o / ^ivro / miviN/v 


mm oooqko 


riomo sapiens noosomai protem JLioa \KJrL,ioJ\) t rnxvJNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), mRNA 


xnv/r nnAGT7 


Homo sapiens noosomai protein L13 {KtLlj), rranscnpt vanant 1, rnRNA 


NM 033251 

A^AVx V/J JA*+J X. 


TTfiTno cuTiipnc fiHAcrinnJil r>t*ntf*iTi T 1 7 /T? "PT 1 ^ ^ tran cr > T*ir\'t' voriartf O ml? XT A 
JLAU1IIU aaJJICllo JULIUaUlllal piULCiil LjLJ UailoOlipL Varidni Z, rilTvlN/TL 


NM 000976 


Homo sapiens ribosomal protein L12 (RPL12), mRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NMJ)05082 


Homo sapiens zinc finger protem 147 (estrogen-responsive finger protein) 
(ZNF147)^mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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NMJ)33181 


Homo sapiens cannabinoid receptor 1 (braini (CNRH transcript variant 3 
mRNA 


NGJ)00018 


Homo sapiens genomic tvoe I facidicl hair keratin eene cluster (KRTHA \(af) on 
chromosome 17 


NM_033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 

— i n . . 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 


NG_000012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha flESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBI3) mRNA 


NM 001015. 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A fCRYAA) mRNA 


NMJ)03761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1 5 (TCRTAP1 5} mRNA 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NMJ)30587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NM 003780 


Homo sapiens TJDP-Gal'betaGlcNAc beta 1 4- pa1antr»<;v1trari«?fpTa<;p nnlvnpntirlf* 

2 (B4GALT2), transcript variant 2, mRNA 


NM 004391 


Homo sapiens cvtochrome P450 <?ubfamilv VTTTR r<?ternl 1?-a1nha-hvdrn"jfv1nQf^ 

polypeptide 1 fCYP8Bl\ mRNA 


NM_000785 


Homo sapiens cvtochrome P450. subfamilv XXVUB f25-hvdroxwitamin D-l~ 
alpha-hvdroxvlase), polypeptide 1 fCYP27Bn mitochondrial protein encoded 
by nuclear gene, mRNA 


NMJ)31419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens trvptase. alpha fTPSl^ mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 CACP33^ mRNA 


NM 014458 


Homo sapiens Kelch motif containine nrotein f AB0261 90^ mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSPIO^ mRNA 


NM_030660 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3. autosomal dominant ataxin 3) CMJU) transcrint 

* V fcr W^^* w^^"'*****' J 1*1* l>V W W**1M1 Wllllllvllll'j M^vu»Ml J I 1 T 1 »/ J_/ J j 14 Ull Jvl 11/ w 

variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel subfamilv K member 12 fl<CCNK 12^ mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 

■ Sr. C v ^? 


NMJ) 16532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NMJH4759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1, mRNA 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 


NM 001012 


Homo sapiens ribosomal protein S8 (RPS8), mRNA 


NM 002595 


Homo sapiens PCTAJRE protein kinase 2 (PCTK2), mRNA 


NM 001395 


Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA 


NMJ)03887 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 
mRNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCND2), mRNA 


NM 001237 


Homo sapiens cvclin A2 (CCNA2), mRNA 


NM_057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 

» A A» 


NM 001394 


Homo saniens dual soecificitv nhosuhatase 4 rDUSP4^ transcrint variant 1 
mRNA 


NMJ)52988 


Homo sapiens cvclin-dependent kinase (CDC2-like) 10 (CDK10V transcript 
variant 3, mRNA 


NM_052987 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 2, mRNA 


NM 057160 


Homo sapiens artemin (ARTN), transcript variant 3, mRNA 


NM 057091 


Homo sapiens artemin (ARTN), transcript variant 2, mRNA 


NM 057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN). transcript variant 1, mRNA 


NM 000050 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 1; mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aauaDorin 6. kidnev specific (AOP6 > ) transcrint variant 1 mRNA 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NMJ)5303 1 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NMJ)53030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NMJ)53028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3 A, 
mRNA 


NMJ)53026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NMJ)53025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 

■ ■"AA «4 1A A. 


NM^O 16497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)24026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ321821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM 016640 


Homo saDiens mitochondrial rihnsnmal nrntpin RIO (MRP^ffi m^tsJA 


NMJ)53035 


Homo sapiens mitochondrial ribosomal protein S3 3 (MRPS33), transcript variant 
2. nuclear eene encoding mitochondrial nrntein mRNA 


NMJ) 16071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1 , nuclear eene encoding mitochondrial nrotein mRNA 


NM_031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1 , nuclear gene encoding mitochondrial Drotein mRNA 


NMJ) 18997 


Homo sapiens mitochondrial ribosomal nrotein S21 (MRPS?n tranQprint variant 
2, nuclear gene encoding mitochondrial orotein mRNA 


NMJ)33363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPSl?^ tran^rrint variant 
3, nuclear gene encoding mitochondrial protein mRNA 


NM_033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (XRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMP10 fHTMP10> mRNA 


NM 030649 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NMJ)23936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein mRNA 


NM_021107 


Homo sapiens mitochondrial ribosomal protein S12 flVTRPSl 2^ tra-n<:nrint variant 

^ w w X^ * ^ **"A W VAAVAAWA XM>X X X l/Vk/Vi * MUX L^X \J Lvlll X Xv yX rXJL^X \J X J-^ J y VX. Uliuvl 1 L/ V Y fll 1 1 1 L 

1, nuclear gene encoding mitochondrial orotein mRNA 


NM 014322 


Homo sapiens opsin 3 fencephaloosiiL oanopsin^ COPN3 , i mRNA 


NM 001260 


Homo sapiens cvclin-dependent kinase 8 CCDK8} mRNA 


NM_003674 


Homo sapiens cyclin-dependent kinase CCDC2-like) 10 TCDKIO^ transcript 
variant 1, mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2 mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4^ transcript variant 1 mRNA 

^ a aaa ^* ^ ^ vaa*a-va a^ iu^Awuv v ^ x-/x-^xi. r ^ ^ IX lUluUi X ^/ L V (XX XCXX1 L X ^ 11 11V1 x / j^. 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cvclin-deoendent kinase 2 fCDK2^ tramrrint variant 1 mR>JA 


NMJ)06522 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM_005430 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


NMJ)03394 


Homo sapiens wineless-tvoe MMTV integration site familv mcmher 10R 
(WNT10B), mRNA 


NMJ)25216 


Homo sapiens wingless-tvpe MMTV integration site familv member 1 OA 
(WNT10A), mRNA 


NM_005370 


Homo sapiens mel transforming oncogene fderived lrom cell line NK 14V RAB8 

^ ^ ••a Ah^Ai «^a a a aaa aa« A a v va X V 1 V*^^X X T W XX VAA1 Vvil 1111V X IaV X ^| / 1 X / fc. 1 -J 

homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin fKTAA 1 775^ mRNA 

v * * * v w xta,x l/A v bV/ vUUilvl 111 1 X\ Jill 1 1 / f Jy XXJJLXx™Xk 


NM 005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), rnRNA 


NM 003737 


Homo sapiens protocadherin 16 fPCDH16i mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NMJ)33316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 
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NM 053275 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 2, mRNA 


NM 054034 


Homo saniens fihronprtin 1 fFNI^ tran Qerfnt variant 9 mRNA 

XXKJXllKJ OfiyJ L\sXXiJ ilUlUHVVliil A ^i, 111 J y LAdAAOwAAfJl VOAAClAAl Xf, IX IX VJ. > / i. 


NM 002026 


Homo saniens fibroneotin 1 ( KM! i tran sprint variant 1 mRNA 

J.1U111U OUpiUUJ VJilV/wlllX X 11 */, LXfUXOvA AJJt V Ul IO.ll L. X, XXXLVXlXX 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NM 000783 


Homo fianien<? cvtoehrorne P4Sft Qiihfamilv 'JrWTA nolvnentirlp 1 ^r T YT > 9fiA1^ 

transcript variant 1, mRNA 


NM 057157 


Homo saniens cvtoehrome P4S0 cnhfamilv "50TVTA nolvnentiHp 1 rPVP96A1^ 

xxkjxixkj oaLsiuoxo \/y luviii vjhiu rtJVj olAUAcUAAAAjr yv-rv V i-rl, LJUljf LJ^LJLAUC 1 l\^> iliUAl I, 

transcript variant 2, mRNA 


NM 032211 


Homo saniens Ivsvl oxidase-like 4 C\ CVXT uli trRNA 


NMJ)03395 


Homo sapiens wingless-type MMTV integration site family, member 14 
CWNT14) mRNA 


NM 033101 


Homo saniens lectin PfllactosiHe-hinfiTntr qoIiiKIp 19 foal prtfn 19i (X frAT Q 1 "7% 

xx\jxix\j oayL\sixa ii/v iiix, £<*lc*wUJoAUt»"*l>FlliLlAilg, oV/JLAL/lt^, 1Z> I gu. 1 &v III 1 x£*j \ \ f\7 ty \ iiJ I i^-y, 

mRNA 


NM 032611 


Homo saniens nrotein tyrosine nhosnhata<5e tvne TV A mpmVvpr ^ fPTTMATi 

transcript variant 1, mRNA 


NM 007079 

X 1XTX V w # \# # ✓ 


Homo saDiens nrotein tvrosinp nhosnhatasp tvne TV A mpmripr 3 CPTPA AX\ 

transcrint variant 2. mRNA 


NM 032208 


Homo saniens tumor enHothplial marlrpr 8 f PPA/TR^ tranQori-nt variant 1 mPMA 

xx\jxxx\j gapivuo luiixwx wxiuwiXiWllCU lliaxJVV/A O l^XAJriYAO^, UaxlOwil|JL VCUlaXil A, lIUvli.fi. 


NM 014644 

x » x » x \y X T X-r * T 


Homo saniens nTiOsnTiodiesterasp 4T) intprartinD - nrotpin fmvnnip cralin^ 

A^wW-V o**|yiwllo |J11V-' J|/llUUlvO ClOW *TA-/ llXlwl CXWLXXXg LrAvlwAlA I AAA jr LfiXLW tiCllili 1 

fPDE4DIP) mRNA 


NM 006551 


Homo saniens linonliiliii B Tuterofflohin familv member^ nrostatpin-lilrp 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo saniens crvstallin beta A2 rr i RYRA9^ tran^rrint variant 1 mTJl^JA 


NM_007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo ^anien*; linonnilin A rtitprriQlnKin fami1\/ ■mpynhpri PTTA^ tyiT?TsJ A 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM 19), mRNA 


NM 014275 

XNXVA \J Xl£* 1 J 


XxUiiiU oa|Jit/ilo lllalxllUojrl l v aipila~x,j*"y~giyLOprOlCin Dcla" 1 ,*t-xN- 

acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 

tranQprint variant 1 ttiPiVTA 

UulioUllL/l VdlicUlL A, lAAXXlNxV. 


NMJH6413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 

transcrint variant 9 mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 

pene encoding mitochondrial nrotein mRTsIA 

gV/llV VUVUULitg 111X LVVllUilUX LCI I L^XVL\^X11, 1 1 IX VX ^ XX 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 

pene eneodinp - mitoehondrial nrotein rnR^TA 

gV/li^ IrilVUUlXlg llllL^vAAV/XA\JXXaX |J1UL&X1L, llAAVlNxx. 


NM 001266 


TTr^mo canipnc f*arV»nw1pctpracp 1 firtrirtf\r>\rft^/rY\onrr\r\\\cietf* o^nnp petf*m cp 1 ^ 
AXUlllVJ oapiCllo L»ol UUA^lColClaoC 1 ^IllUIlUVyy LC/ 1 UaUI UJJIlagC oCIxllC CDlClabC Lj 

(CESli mRNA 


NM 004287 


Homo ^anien<? poloi SNAP rpcpntor oomnlpv mpmTvr 9 ^00^9^ transirriTYt 

Xiuiiivi oaiyx^/lXo gulgl UliiJii AV^VLsLUA ^\JAlALyA&A AAACxAAvyvA Zi ^VJV/OlvA j } LAOiAOvl 1UL 

variant A, mRNA 


NM 054022 

X ^ X~X V%/TvmM 


Homo «;anipn^ trolcri SNAP rpfpntnr rnmnl py mptnKpr 9 ^(^0^1? 9^ tra-ncr-rmt 

XXV1I1V Oaiyit/lXo gvAgl OlifU lt/V/t^JLUl L/UlIipiCA iilClilUCi Z> l^VJvyOAVZ" J) UoiloLIIUl . 

variant R mRNA 


NM 002906 


Homo saniens radixin fRDX i mRNA 


NM 001004 


Homo sapiens ribosomal protein, large P2 (RPLP2V mRNA 


NM 001003 


Homo sapiens ribosomal protein, large, PI (RPLP1), mRNA 


NM_0 18644 


Homo sapiens beta- 1,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NMJ)20439 


Homo sapiens calcium/calmodulin-dependent protein kinase IG (CAMK1G), 
mRNA 


NM 032158 


Homo sapiens NOL1R2 protein (NOL1R2), mRNA 


NM 022470 


Homo sapiens t)53 tarcet zinc fin eer nrotein fWIGH mRNA 


NM 018044 


Homo sapiens NOL1R protein (NOL1R), mRNA 


NM 016262 


Homo saniens ensilon-tnhnlin (1 OC*S1 1 75^ nVRNA 


NM 014239 


Homo saniens eukarvotic trarislatfo'n fnitiatinn fartnr ciiKnnit 9 3QM*Y\ 

(EIF2B2), mRNA 


NM 002308 


Homo sam'ens 1pctKti tyalantftQiHp-HtTiriiricr cr»1nb1p 0 ftral p»r»ti-n Q^ fT rJAT QQ\ 
transcript variant short mRNA 


NM 009587 


i Homo sapiens lectin ffalactoside-binHinff <jo1iiK1p 0 faalpptrn CA fT OAT QCA 
transcript variant lone. mRNA 


NM_001187 


Homo sapiens B melanoma anticen (BAGEi mRNA 


NMJJ22162 


Homo sapiens caspase recruitment domain family, member 15 (CARD15), 
mRNA 


NM 014733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOFIN), mRNA 


|NM_0 13393 


Homo sapiens FtsJ homoloe 2 (E coli) fFTSJ2> mRNA 


NM 006440 


Homo sapiens thioredoxin reductase beta fTR^ mRNA 


NM 005863 


Homo sapiens neuroeoithelial cell iTan^forrniria apnp 1 fNFTI'i mRNA 


NMJ)02119 


Homo sapiens maior histocomnaHhilitv rnmnlpY rlacc TT DD a In ha /TTT A 

DOA), mRNA 


NM_021908 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b, 
mRNA 


NM 018412 


Homo sapiens suppression of tumorifferiicirv 7 fST7^ tran<5pn*nt vannnt n ml? "MA 


NM 054020 


Homo sapiens putative ion channel nrotein CATSPFR2 ^PAT^PPT??^ mPNA 


NM 053281 


Homo sapiens dachshund homolog 2 (Drosophila) (DACH2), mRNA 


NM 031439 


Homo sapiens SOX7 transcrintion factor ^SOX7^ ml^NA 


NM_030796 


Homo sapiens hvpothetical nrotein DKF7nS64"K"08?9 /T)'K"Ti , 7PSfiillf 0899^ 
mRNA 


NM 025117 


Homo sapiens hvpothetical protein FIJI 1 871 fFLJl 1 87 H mRNA 


NM 014893 


Homo sapiens KIAA0951 protein (KIAA0951), mRNA 


NMJ)00113 


Homo sapiens dvstonia 1 torsion {autosomal rlomitiant* tArcin A"^ rnvr^ 
mRNA 


NM 053055 


Homo sapiens C-terminal modulator protein ^CTMP'i mRNA 


NM 021212 


Homo sapiens HCF-bindine transcription factor Zhan^fei (7V\ mRNA 


NM 007237 


Homo sapiens SP140 nuclear bodv protein CSP140} mRNA 


NM 006368 


Homo sapiens cAMP responsive element binding protein 3 Human^ ^PRFRl^ 
mRNA 


NM 005759 


Homo sapiens abl-interactor 12 fSH3-contaimneprotein> TAIP-n mRNA 


NM 052966 


Homo sapiens chromosome 1 open reading frame 24 (Clorf24), mRNA 


NM 013247 


Homo sapiens protease, serine 25 fPRSS25 ) mRNA 


NM 003017 


Homo sapiens snlicinff factor ar&inine/serine-rirh ^ ^5sFP mPNA 


NM 006289 


Homo sapiens talin 1 (TLNH mRNA 


NM 000970 


Homo sapiens ribosomal protein L6 fRPL6^ mRNA 


NM 003973 


Homo sapiens ribosomal nrotein LI 4 fRPT.14^ mRNA 

*■ uw^ivnv A ivv JV71XIUI pi v V will JLi i i ylvl JL-/ A I 1 1 \. L ^ xx. 


NMJ)01361 


Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 

x t it i v x *j i » r 


Homo sapiens ubiquilin 2 (UB0LN2), mRNA ] 


NM 053067 


Homo sapiens ubiauilin 1 (UBOLN1), transcript variant 2, mRNA 


NM 013438 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 1, mRNA 


NM 032115 


Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 


NM 053284 


Homo sapiens WAP, FS, Ig, KU, and NTR-containing protein (WFIKKN), 
mRNA 


NM 053278 


Homo sapiens G protein-coupled receptor 102 (GPR102), mRNA 


NM 053276 


Homo sapiens vitrin (VIT), mRNA 


NM 032649 


Homo sapiens glutamate carboxypeptidase-like protein 2 (CPGL2), mRNA 


NM 053012 


Homo sapiens hypothetical protein (LOCI 14137), mRNA 


NM 003268 


Homo sapiens toll-like receptor 5 (TLR5), mRNA 


NM 053005 


Homo sapiens HCCA2protein (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted in bipolar disorder 1 (D1BD1), mRNA 


NM 015721 


Homo sapiens eem (nuclear organelle) associated protein 4 (GEMLN4), mRNA 


NM 003730 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


NM 030916 


Homo sapiens Ig superfamily receptor LNIR (LNIR), mRNA 


NM 022358 


Homo sapiens potassium channel, subfamily K, member 15 (TASK-5) 
(KCNK15), mRNA 


NM 022576 


Homo sapiens phosducin (PDC), transcript variant PhLOPl, mRNA 


NM 018269 


Homo sapiens SIPL protein (SIPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 


NM 053016 

X ™ XTX \J \J X V 


Homo sapiens paralemmin 2 (PALM2), mRNA 


NM 053057 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NM 0S?8^8 


Homo ^aniens seotin 1 fSEPTH. mRNA 


"MM 0^90^4 


Hnmn <?am*pii<; <;n1i]te carrier familv 4 sodium bicarbonate transporter-like, 
member 11 CSLC4A11) mRNA 


x^J.VA \J~) I \j J J 


Homo sapiens eolei phosohoprotein 5 (GOLPH5), mRNA 


NM 018448 


Homo sapiens TBP-interacting protein (TIP120A). mRNA 


NM 016952 

X ^ XT A w X w — ' A»* 


Homo sapiens cell adhesion molecule-related/down-regulated by oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Homo sapiens hypothetical protein MGC14327 (MGC14327), mRNA 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM 003914 


Homo sapiens cyclin Al (CCNA1), mRNA 


IN1VJ. UJXJO / 


Homo ^aniens protein kinase lvsine deficient 4 (PRKWNK4), mRNA 


NM 019093 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1 A3), 


MM 091097 


HnmA Qaniens I JDP fflvcowltransferase 1 familv. polvoeptide A9 (UGT1 A9). 
mRNA 


NM 019076 


Homo sapiens UDP dvcosvltransferase 1 familv, polypeptide A8 (UGT1 A8), 
mRNA 


NMJ)00463 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1 Al), 
mRNA 


NM 016608 


Homo sapiens ALEX1 protein (ALEX1), mRNA 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65 (gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001Q7S 


T-Tr\tnrt csiTYtpnc pnnlacp 9 ( pgrwma t*> pi wc\y\ oW fTi'b^CY)\ rnP "M A 
XIUIIIU odpiCIlo CilvlaoC jC, ^gallllJla, HCUIUIidlJ yi^Vi\JJjJy 




rivillv odpiCllb vllUiaoC I, yalyixci) i ) 9 IlilVlN^V 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 099194 


J1U111U odpiCIla 1/ aim CI 111 ICIalCU Z J ^vLTlZj uallouripi Vol lalll 1 , II1ISJ.N/Y 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


1N1V1 v/vt'UD^ 


riorno sapiens caanenn 10, ivor-caanenn (ci/tiio^, hikjna 


NM 004933 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


lNiYl UU1ZD/ 


nomo sapiens caanenn i J, w-caanenn (Heart) (CJJriijj, mKiNA 




Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 2, mRNA 


INJLVl^UZ 4 * 1 i If 


nomo sapiens caspase recruitment domain protem m ^CAKU14J, transcript 
variant 1, mRNA 


NM 0394 "K 


jtiomo sapiens caspase recruitmenx uomain ianmy, memoer 1 1 [y, akjj i i j, 
mRNA 


NM 014466 

1N1VI \J I HHVJy) 


xiuinu bo-picno iciviin z ^icoucuiar^ ^ijcjs.izj, mxviN/\ 


NM_053006 


Homo sapiens serine/threonine kinase 22B (spermiogenesis associated) 


NM H190R3 


jtiomo sapiens irequentiy rearranged in advanced l-ceii lympnomas z (rKAlzj, 
mRNA 


NM 006099 


nomo sapiens socuum cnannei, voitage-gateo, type m, aipna polypeptide 

^0^>1N j/V^, miSJLN/V 1 


NM 00^147 


xiomo sapiens neat snocK /k)ku protem j glucose-regulated protein, /oKU) 

rP^sPAS^ mRNA 


NM 003777 

INiYl \J\Jj ill 


nomo sapiens oynein, axonemai, neavy polypeptide 1 1 ^jjin/vxII i j, mKJNA 


NM 0139R9 

IN lYl^U 1 jZoZ 


nomo sapiens uDiquinn-iiKe, coniammg rriu and JvUNUr linger domains, i 
nJHRFI^ mRNA 




PTattio Qfliripnc nKirmitin cr\pr'i'fif , » nmfpncp 9ft /TTQP9R^ mtJXTA 
M.L\JlLi\J oufJldlD UL/lv^lilUil ofJGUllllr {JlULCaoC jLO ^UOrZOJj IIlXvlN/\ 


NM 020843 


T-Trimn com' pnc ^inf" finrrpr nrntpin 901 ^'TMP'JQI^ »nP\T A 


NM 024579 


"Homo QflriipTiQ pVirntnnQnmp 1 r»*npn rpaHincr frdmp 98 1 /wf9 8^ ml?^JA 
Axwiiivj oa^is/iio viu uiJXUoUiiic l ujjvll ICaUlXig IXaillC Z.O ^v^lUll^O^, IlilviN/A. 


NM 0^53003 




NM 033329 

1 Till \J ~J *J s 


Homo sanien<; vSTGT FP-lilce 1 FPT 1^ mRNA 


NM 015101 


TTomn ^anipriQ rhrnmn^nmp 1 nnpn rpaHitia fromp 17 /'P 1 nr-Fl 7^ ml? XT A 
JLA^Jiiiv ouLJi^iio v^iii viinjoUlliC 1 UJJC11 i Calling llalllC 1 / ^V^lUlll / y, lIlivlN^v 


NM 032551 


Homo QanipnQ O nrofptTi-r'AiTnlpH rpfpntnr S<d /TrPR^4^ mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


T-Tntnn carMPnc pV»TftTY*ACrtn*»p 1 atvpti TP^i^^'^■nn■ fi*om*» 79 ^P1m^77^ mT?\TA 

jnuiiiu oapiciio oiii uiiiuoumc i upcii rcauing iroinc zz ^\»yiorizzj, iiii\j.n/\ 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 091104 

1NJLY1 I i VJ*r 


numu oapicns riuuborndi pruicm J-/+ 1 yssjr mivLN/v 


NM 017R47 


nomo Sapiens cnromosome i open reading name z/ ^v^ioriz/ j, niiviN/v 


NM 017673 f 


xiuiiiu oapiciid uuiuiiiuooiiic i upcn reduing iraine zo ^v^ionzoy, mxviN/v. 


NM 016000 

l^lXVJL VI WW 


xiuniu odpicnb ijjiiut'iiuriuiiai V/V/A*duuing utviNA-nucieoiidyiiTiansierase 
(MiCCA} mRNA 


NM 015989 

VI J7Q/ 


rir\-rnr\ onnipnc pvctpinp cillftniP ilPlH /1pr»QrKrwi/1'iep_i*p1ot^r1 nrAtfin 7 ^PC AT^^ 

xxuiiiv odpiciiD v^yoicnic duiiuijv av/iu uccai uuaj idoC-i eidieu proicm Z r\l J j } 
mRNA 


NM 014654 


XXUlllU oapiCJlo hyilUCCall J ^1N ~oy XlUCt'Oll^ \dUS^rDJ 9 mxvlN/V 


NM 014837 


X1U1IIU oapiCUb wUUIIlOoOIIlC 1 upcil iCaUlilg II alllC lO ^V«/10riiO^, ITLlviN/V 


NM 007179 


Homo sanien^i insulin-HVe 6 fINST^61 mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein fODC-p), mRNA 
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1 NM_052996 


| Homo sapiens PR domain containing 7 fPRDM7). mRNA 


NM 052995 1 Homo sapiens Usher svndro 


me 3A (USH3A), mRNA 


NM_007110 


Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 


NM 033656 


| Homo sapiens WD repeat domain 9 (WDR9V transcrint variant 0 mPNA 


NM 018963 


I Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


NM 017818 


1 Homo sapiens WD repeat domain 8 rWDR8^ mRNA 1 


NM_033662 


1 Homo sapiens WD repeat domain 4 (WDR4} transcrint variant ^ mRNA 


NM 033661 


1 Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


NM 018669 


Homo sapiens WD rerjeat domain 4 fWDR4^ tramerint variant 1 ™t?>ja 


NM 017883 


1 Homo sapiens WD repeat domain 1 3 (WDR1 3), mRNA | 


NMJ)52837 


1 Homo sapiens Secretorv carrier membrane nmt^in ^ /'^PAA/TPl'i fro-no^„f 

variant 2, mRNA 


NM_005698 


1 Homo sapiens secretorv carrier membrane nrotefn 1 f^PAMPTi trancmnt 
variant 1, mRNA I 


NM 005697 


1 Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA | 


NMJ)04866 


j Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1, mRNA ( 


[nM_052822 


1 Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 2, mRNA | 


NM 052811 


1 Homo sapiens ret finger protem 2 (RFP2), transcript variant 2, mRNA 


NM 005798 


1 Homo sapiens ret finger protein 2 (RFP2), transcrint variant 1 . mRNA 1 


NM_052817 


Homo sapiens midline 2 (ME 


D2), transcript variant 2, mRNA 


NM 012216 


Homo sapiens midline 2 (ME)2), transcript variant 1, mRNA ~ 


NM 000798 


[ Homo sapiens dopamine receptor D5 (DRD5), mRNA | 


NM 000794 


Homo sapiens dopamine receptor Dl (DRD1), mRNA | 


NM_000796 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


NMJB3663 


Homo sapiens dopamine receptor D3 (DRD31 transcrint variant e. mRNA 1 


NM 033660 


Homo sapiens dopamine rece 


Ptor D3 (DRD3), transcript variant d. mRNA 


(NM 033659 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA | 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadhenn 1 8, type 2 (CDH 18), mRNA | 


NM 004061 


Homo sapiens cadhenn 12, type 2 (N-cadherin 2) (CDH12), mRNA 


NMJ)30622 


Homo sapiens cytochrome P450, subfamily US, polypeptide 1 (CYP2S1), 
mRNA | 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA | 


NM_052816 


Homo sapiens tripartite motif-containing 3 1 (TRIM31), transcript variant 2 
mRNA ' j 


NMJ)52812 


Homo sapiens tripartite motif-containing 1 5 (TRIM 15), transcript variant 2, 
mRNA | 


NM_052955 


Homo sapiens transglutaminase Z (TGM7), mRNA | 


NM 052957 


Homo sapiens putative nuclear protein (NAAR1), mRNA | 


NM 052851 


Homo sapiens similar to RhoGAP (GT650), mRNA | 


NM_033229 


Homo sapiens tripartite motif-containing 1 5 (TRIM 1 5), transcript variant 1 , 
mRNA ' ! 


NM 018103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA | 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR1 05), mRNA | 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLO), mRNA | 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA | 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG\ mRNA | 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA | 


NM 052962 


Homo sapiens class II cytokine receptor (IL22RA2), mRNA | 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS euanvl releasing orotein 4 fRASGRP4^ mRNA 


NM 052934 


Homo sapiens solute carrier family 26. member 9 (SLC26A9 > ) mRNA 


NM 052933 


Homo sapiens testis specific, 13 (TSGA13), mRNA 


NM_052932 


Homo sapiens Dro-oncosis receptor inducing membrane iniurv pene fPORTMTN^ 
mRNA 


NM_052891 


Homo sapiens peptidoglycan recognition protein-I-aloha precursor 
(PGLYRPIalpha), mRNA 


NM 052888 


Homo sapiens KIAA05 63 -related gene (LOCI 14659), mRNA 


NM_052887 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
protein (TTRAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protein 2 (MAL2), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZIM3), mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC17330 (MGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC10485), mRNA 


NM 052874 


Homo sapiens syntaxinlB2 (STX1B2), mRNA 


NM 052863 


Homo sapiens putative cytokine high in normal-1 (HIN-1), mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


NM 052845 


Homo sapiens hypothetical orotein MGC20496 fMGC20496^ mRNA ! 


NM 052842 


Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), mRNA 


NM 052818 


Homo sapiens hvoothetical cene CG018 fOGOlR^ mRNA 


NM_032514 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NMJ)22829 


Homo saoiens solute carrier familv 13 fsodium-denendent dicarhnxvlate 
transporter), member 3 (SLC13A3), mRNA 


NMJM8835 


Homo sapiens olfactory receptor, familv 1. subfamilvK member 1 COR1KH 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dvstrophin-associated orotein Al 59kD basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6} transcript variant B mRNA 


NM 001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cvcle 34 (CDC34 1 } mRNA 


NM_033493 


Homo sapiens cell division cycle 2-like 1 (PUSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NMJ)33492 


Homo sapiens cell division cycle 2-like 1 (PUSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PUSLRE proteins) (CDC2L1), 
transcript variant 7. mRNA 


NM_033490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcrint variant 6 mRNA 


NMJ)33489 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2. mRNA 


NM 001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1, mRNA 


NMJ)05983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant l,mRNA 


NM 032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mRNA 


NM 021968 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NM__021161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


NM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2, mRNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant 1A, mRNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB, mRNA 


NM 016279 


Homo sapiens cadherin 9, type 2 (Tl-cadherin) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NMJW1786 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA 


NM 004361 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM 017734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM 052832 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


NM 019617 


Homo sapiens CA1 1 (LOC56287), mRNA 


NM_018398 

* 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 

(CACNA2D3), mRNA 

— f ' — 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NM J) 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


NMJ) 14405 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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1 


(CACNG3), mRNA 


1 NM 004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM_003862 


Homo sapiens fibroblast growth factor 1 8 (FGF 1 8), transcript variant 1 , mRNA 


NM 020770 


Homo sapiens cingulin (KIAA1 3 1 9), mRNA 


NM 030778 


Homo sapiens hypothetical protein PR01331 (PR01331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM_031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


NMJ)33456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA | 


NM 031854 


Homo sapiens keratin associated protein 4. 1 2 (KRTAP4. 1 2), mRNA 


NMJ)33455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA | 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA | 


NM 033347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA | 


1 NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA | 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 033188 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4. 14 (KAP4. 14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4. 10), mRNA | 


NM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1, mRNA 


[NM 015414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


1 NM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


NM_000996 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


NM_033637 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1 , 1 
mRNA 


I NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29124 1 (R29124 1), mRNA 


1 NM 033186 


Homo sapiens keratin associated protein 4. 1 3 (KAP4. 13), mRNA 


I NM 033050 


Homo sapiens G protein-coupled receptor 9 1 (GPR9 1 ), mRNA 


1 NM 032728 


Homo sapiens hypothetical protein MGC12921 (MGC12921), mRNA 


NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136), mRNA 


NM_032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


NM 032640 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


NM 032560 


Homo sapiens MSTT033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM_031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCK1), mRNA 


NM_031289 


Homo sapiens hypothetical protein MGC3 1 46 (MGC3 1 46), mRNA 


NM 031269 


Homo sapiens PR01386 protein (PR01386), mRNA 


NM_ 030975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 


NMJ)30817 


Homo sapiens hypothetical protein DKFZp434F03 1 8 (DKFZP434F03 1 8), 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FU10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC 1 07 1 5 (MGC 10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA | 
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I NM_022469 
I 


Homo sapiens hypothetical protein FU2 1 1 95 similar to protein related to DAC 1 
and cerberus (FLJ2 1 1 95), mRNA * \ 


NM_022344 


Homo sapiens protein kinase Njmu-Rl (NJMU-R1), mRNA I 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA ! 


NM_020402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNAIOYI 
mRNA 


NM_0 15420 


Homo sapiens DKFZP5 6400463 protein (DKFZP5 6400463), mRNA 


NM 016355 


Homo sapiens hqp0256 protein (LOC5 1 202), mRNA j 


NM 020370 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA ! 


NM 019016 


Homo sapiens hypothetical protein (FU20261), mRNA. 1 


NM_0 17872 


Homo sapiens hypothetical protein FU20546 (FLJ20546), mRNA 1 


NM_0 18373 


Homo sapiens hypothetical protein FIJI 1271 (FLJ1 1271), mRNA 1 


NM 018277 


Homo sapiens hypothetical protein FUl 0932 (FIJI 093 2\ mRNA 


| NM 018242 


Homo sapiens hypothetical protein FIJI 0847 (FIJI 0847), mRNA ! 


NM 016055 


Homo sapiens mitochondrial ribosomal protein L48 (MRPL48), mRNA ! 


NM 016468 


Homo sapiens hypothetical protein (LOC5 1241), mRNA 1 


NM 014099 


Homo sapiens PR01768 protein (PR01768), mRNA 


NM 014964 


Homo sapiens KIAA 1 065 protein (KIAA1 065), mRNA 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


NM 014174 


Homo sapiens HSPC144 protein (HSPC144), mRNA 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA ! 


NM_015681 


Homo sapiens B9 protein (B9), mRNA 


NMJH2301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 1 
protein 1 (KIAA0705), mRNA * ~ [ 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA | 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 1 
variant C, mRNA | 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA ! 


NM_005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA | 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA i 


NM 003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 1 
polymerase H, B, 1 50kD (TAF2B), mRNA | 


NM_O03079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 1 


NMJ)02815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 I 
(PSMDll),mRNA 


NM 002577 


Homo sapiens p21 (CDKNlA)-activated kinase 2 (PAK2), mRNA | 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 1 


NMJ303885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NMJ)03939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA 


NMJM208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA i 


NM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 1 
mitochondrial protein, mRNA i 


NMJ)33498 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding j 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA j 
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NMJB3640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
rrjRNA 


NM_033636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


NM 033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NMJB3634 


Homo sapiens SCAN domain-containing 2 (SCAND2) transcriot variant 3 
mRNA 


NM_033633 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2 
mRNA 1 


NM_022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1 . 
mRNA 1 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 fMMEL21. mRNA 1 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (PINK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element (ALTE), mRNA | 


NM 004192 


Homo sapiens acetylserotonin O-methvltransferase-like CASMTL^ mRNA 1 


NM_002115 


Homo sapiens hexokinase 3 (white cell) (HK3). nuclear eene encoding 1 
mitochondrial protein, mRNA 1 


NMJ)00188 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear eene encoding ! 
mitochondrial protein, mRNA 1 


NM_004728 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 2 1 (DDX21) 
mRNA 1 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRLF2). mRNA 1 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 1 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA j 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9). mRNA 1 


NM 018475 


Homo sapiens TPA regulated locus (TPARL). mRNA i 


NM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25). mRNA 1 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA | 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7) mRNA 1 


NM 016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open readine frame 21 TCI lorf2H mRNA I 


NMJ)33508 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 1 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA | 


NMJ)33507 


Homo sapiens fducokinase (hexokinase 4 matiiritv nnQpt Hiahpt^c nf t"hp vnimo 1 
2) (GCK), transcript variant 2. nuclear sene encoding mitochondrial nrotpin 
mRNA 1 


NMJ)00162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1 , nuclear gene encodine mitochondrial nrotein 
mRNA | 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA | 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA | 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM 003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI), mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA | 
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[NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1 T mRNA 


J NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, j 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (TTK7). mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA | 


NM_O33501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NMJH8415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript ! 
variant 3, mRNA j 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA | 


NMJ)33437 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
3, rnRNA | 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
4, mRNA • 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


NMJ)01083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
1, mRNA 


NM 000189 


Homo sapiens hexokinase 2 (HK2\ mRNA \ 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3V mRNA ! 


NM 031959 


Homo sapiens keratin associated protein 3.2 rKRTAP3.2V mRNA 1 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM_033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2. mRNA 


NM 012347 


Homo sapiens F-box only Protein 9 (FBX09). transcript variant 1. rnRNX 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1, mRNA [ 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA | 


NMJU8438 


Homo sapiens F-box only protein 6 (FBX06), mRNA | 


NM 012177 


Homo sapiens F-box only protein 5 (FBX051 mRNA \ 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30). mRNA i 


NM_003813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), I 
mRNA ' j 


NM_003814 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 1 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS 1 interacting protein 2 (PSIP2), mRNA 1 


NM 002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2Y mRNA 1 


NM_0 14005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1). transcript variant 1 mRNA 1 


NMJ)31882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA | 


NM^O 18898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1) transcript ! 
variant 1 , mRNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA ' | 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript | 



346 



WO 03/074654 



PCT/US03/05028 





variant 1, mRNA 


fMM U3Z/U4 


Homo sapiens tubulin alpha o (I UJoAoj, mKJNA 


NM_032407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant z, mKJNA 


NM_018929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant i, mJKJNA 


NMJB2406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant z, nit\jN/\ 


NM 018928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variani i, mKJNA 


NMJJ32101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant z, rnxUN a 


NM^O 18927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variani l, itikjna 


NM 032099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant z, miuN a 


NMJ) 18925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant x, miviNA 


NM 032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant z, mKJNA 


NMJ) 18926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant i, mKiNA 


NM.032097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant z, mKiN a 


NMO 18924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant i, mKJNA 


NM 032096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant z, mKJNA 


NM_0 18923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant i, mtviNA 


NM 032095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant z, mKJNA 


NM_018922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant i , tiikjn a 


NM_032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant z, mKiNA 


iNJVi_uioyzi 


Jdomo sapiens protocaanenn gamma suDtamiiy A, y (rULmUAy), transcript 
variant i, mKJNA 


NM_032088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant l, mjviNA 


NM_0 14004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant z, mKJNA 


NM 032853 


Homo sapiens hypothetical protein FLJ14868 (FLJ14868), mRNA 


JNJVl Vj/,joy 


Homo sapiens Down syndrome critical region gene o (DdCRo), mKNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 


NM 018920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NMJ)32086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NMJ)18919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NM 032054 



NM 018918 



NM 032053 



NM 018917 



Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 



Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1, mRNA 



Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 



Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1, mRNA 



NM 032011 



Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 



NM 032009 



Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 



Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1, mRNA 



NM 031993 



Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 



Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 3, mRNA 



NM 018912 



Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 1, mRNA 



NMJ)32091 
NM 018914 



Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 



Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA 



Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 2, mRNA 



NM 018913 



Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 1, mRNA 



NM 019120 



NM 018940 



NM_018939 
NM 015669 



NM 018937 



NM 018936 



NM 013340 



Homo sapiens protocadherin beta 3 (PCDHB3), mRNA 



Homo sapiens protocadherin beta 2 (PCDHB2), mRNA 



NM 018935 



16 (PCDHB16), mRNA 



NM 018934 



Homo sapiens protocadherin beta 15 (PCDHB15), mRNA 



NM 018933 



Homo sapiens protocadherin beta 14 (PCDHB14), mRNA 



NM 018932 



Homo sapiens protocadherin beta 13 (PCDHB13), mRNA 



NM 018931 



Homo sapiens protocadherin beta 12 (PCDHB12), mRNA 



Homo sapiens protocadherin beta 



NM 018930 



NM 031857 



NM 031856 
NM 018911 



NM 031852 



NM 018910 



NM 031501 



NM 018908 



NM 031500 



NM 018907 



348 



WO 03/074654 



PCT/US03/05028 



xNiVx VJ L*+y / 


II/\mA cartipnc r\rn to par1Hpt*fn nlWha 1 fPf^FiTTAI ^ trancprint variant 9 mRNA 
X1UII1U bcipicilo pXULUL/aUlxCIHl dip J la D yr^XJXlSXJJy UalXdlrlipi Vallallt Z», lillviTf^. 


1N1VX UI07U0 


tfArrtA canipnc TYrfitrbPaHliPriri ntWha 1 fPfTYH A1^ trancprint variant 1 mRNA 
XxAJxllU 2>apxdIo pi V/lv^aAliiCl 111 a 1 pi la J y± vl/llfwyj liailalaipL YailOXJl 1, iiiivi'ii i 


NM 011406 


T-Tnmn canipnQ n it* tnp a HViPrin alriha 9 fPf^Tji-T A 9^ tranQP:rint variant 1 mRNA 
Hvjiiivj oaplCllo pi vjix«f^aixii^i in al pi id yx \.JT\~t* j , Liaxiovxipi v ax ioxxl j, ixxavx^ixx 


NM 01149S 


1-Tomn Qanipn<i nrntrtfiadherin alnha 9 fPr^DTT A 9 ^ tran<;p.rint variant 9 mRNA 

xxvsixxu oa JJIL/Xio yJL vjujwcivjiiVwi iji alalia <u ^x \~*±*s i.xj*-z* jj ucuiouiipi vaxiain >c« j luivin i 


NM 01R905 


Wnmn canipnQ nrntofiadhfirin alnha 9 fPf" v T)i-TA2 , i tran<;crint van* ant 1 fnRNA 


NM 01141 1 

l^XVX \/J l*tl 1 


Wfimn Qani ptiq nrntfir.aHhfrin a Inha 1 n^C^TjWA 1 ^ tran^nrint variant 1 mRNA 


NM 011410 


T-Iomft canipnc nrfttAp.aHnprin alnha 1 rPC^fiWA 1 ^ tran^CMTit vatiant 9 ml^NA 

XXVJliiVI oAL/lvllO pi VJ l\J\sO.Vlll\-il III dipila 1 ^1 V^JL/ll/Xi Jy liaJLlOWlipk VClHCU.iL A*^ lllXVL^I^m. 


NM 01RQ00 

lNlYX U107W 


TTnmn Qnni pn q nrfitn^aHViPrin alnha 1 fPfTjIT A 1 ^ tranQfrrint variant 1 mT^NA 
iivjinu CMipidio piULLiwaiUidiii dipila l ^i viyixni y f ucuioviipu vaiiaiiv Aj uulvi^xt. 


NM 01186S 


TTrvrrm cnnipnc ■nrAtrtPaHViprin nlnlin 11 fPfTYWAI X\ tranQpri"nt variant 9 ml^N^A 
xxv/inu oapiciio piULLfvu-viiiwi in aipna i j ^i v^i/nn.i j ucuiowiipL v ai xaiiL x.j liixvi^ij*. 


"MM 01RQ04 


TTnmn cnnipnQ m*ntAr*5j HV^prin n1r\V\5i 1 1 fPfTYFTA 1 1 1 tranQprint variant 1 nVRNA 
xxvjiiiu aapiv/iio piuujisaiiii&iiii aipiia 1J \JL vyJL/llrilJ y, tictiiowiipi. vaiiaiit x } ii xx vx ^ -rx 


NM 011840 

xNlYX VJ 1 Ot^ 


llAmn cQm'pnc rYrritrM"*j*rrhpn'n al'nlici 6 ^P/^*rj TT A 6^ trancprint variant 1 ml?NA 
XiUlilU oapiCIJo piUlwOaUIlwixll aipixa U \T K^iJLxjCWjj 9 llaXlol/lipi VallallL J 9 lixxvii^v 


NM 031864 

1N1YX \JJ 1 OUT 


TTnmn cnnipnc r»rr\tnp^HliP7*i'n alnlia 1 9 rPr^TiWAl 9^ trancprrrvt variant 9 mt^N^A 
iiuiiiV/ oapidio pi L/l-UC><*Kiiid ill aipiia iz> \X. v»xX^/ii/i. iz<yj uaiiDviipi vcuxaxxi z> ^ nxxvx^ixx. 


NM 011848 


Womn Qfinipnc nrAtnpaHnprin alnna 6 rPr^FiTTAn^ tran <w*rint variant 9 m"RNA 
xiviixiu oapit/llo pivLUwainibixii aipiia \J yx \^i^x±x\.\j j f uaxid^xxpL v aiiani liiJ-Vi t/v 


NM 018901 


TTfimn *?anipnQ nrntn naHnprin alnVia 19 fPC^DWAI^i Iran ^crint variant 1 mRNA 

xxviii\j ouL/iviio ux uivjwauxxwxxxx axuxxa x Ju ix vx/aXtxi /) uaiigviiuL vuxxuxxl iy ax u.vi hi 


NM 031861 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 01 8909 


TTnmn Qanipn*; nrntopaHiSprin alnlia 6 t'Pf^TjTTA^ tran<;rrint variant 1 mRNA 
xxviiiv ou LJiwiio jjx vivvauiiti xxx axfjxia w ^x v/X/ixrvu ucuiavi ipi vaxiaxxi x } xxxxvl^xl 


NM 011860 


Wonrin QanipnQ nrntnpflHhprin alnVia 10 ^PPriTTAI Oi tran <icrint variant 1 mRNA 
xxvsixiu oapiC/iio pujujv^ciuixvxxxx aipiia iv ^x k^m^xxt\.x\j j t uaxxov^xxpi vaxiaxxt j ? xiixvj. ^ix. 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


"MA/T 01 2Q01 


ixomo sapiens prorocaanenn aipna iu \it^xJxij\.x\j), uanbunpL variant i, iiixvln/\ 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM_U314ol 


Homo sapiens solute carrier tarmiy z^, (mitocnondnai earner;, memoer lo 

^o-Ll^zDAloJ, xixKJNA 


XTN^" fill /MO 


riomo sapiens oram cen memorane proiem t ^i3L/iVLr i j, mj\jN/\ 


XTTV/f (Y\(\1£D 

InJYL_voU /oz 


xiomo sapiens oasic nenx-ioop-neiix aomain containing, ciass t>, j ^dx^i^itjd j ) f 

UUSSVrX 


XTN/T 09101S 
IN jyx__\Jz, j\JJD 


Wattia coniAnc 1 ii 1m oT^ctHTk**! "v/r^lto f>^_<^AT%pn/1<»Tit P/f^ hmp c\ 1t\Viq 1 A QiiVvnnit 
xxUIIlU oapicno valUlUin. UllallJlClj VUllagC~UCpcilUCJll, xl\J^ type, aipiia 1 A oUUUllll 

TPAPNA1 A^ transcrint variant 1 mRNA 


NM 014487 


T-Tnmn QanipnQ nnrlpnlar rvctpinp-ripli nrntpin nTS»A6SQ1 i mRNA 
xivJiiivj ocipiwio liui/XtsUiai v_y oivixit i ivii pi\jLt in ^x x lj n \ju y i j ^ i i ix vx i a 


NM 095719 

xNxVX v^JiJy 


UnmA cjmipnc ■nrnoramrnpH Hpatn licxanH 9 fPT"jT 9^ mRN^A 
xxuiiiu oapiciio pi Ugi an xxiivii ucaui ugaiiu z> \x xjxj**)) i i ix vx x a 


NM 074859 


U nT nn cnniprns hvnnthptiral nrntpin FT T91 687 fFT T91 687 1 mRNA 

IxUlxlU oapivllo liypULllCLlval piL/lVlll 17J-fJZ»lUO/ \X XuJ X VJO / iiixvx^-fx 


NM 000575 


Wnmn campnc lntpflpiiT^rn 1 nlt^lm ( TT 1 A i mRWA 
xxUlllU oapicxlo llllvl iCUlviil 1, aipiia. \XX^lr\.j y liixviNri. 


NM 005148 

xNxVX V/V/-/J*tO 


Uomn canipnc lipat ^Vinplr OOItTj nrntpin 1 alnna fTTSPC'A^ mRNA 
XlUillU oapiwxlo lltal aiiviviv y\Jr*AJ piVJlClll 1, aipiia ^xiui V/A j y 1 1 ixvx 1 1\ 


NM 006900 


• 

TTr»mr» canipnc intPTtpfnti allelic* 11 (\ KI\J A 1 1 1 tnRN^A 
xXUlllvi oapicxio xllLdlciuii, aipiia u ^xriiAi Jjj liixvi^ixx. 


NM 091067 


TTnmn canipnc fnrlrnpaH tranQprintirtn fartor KO*XT 9 rRP'RS'i mRNA 
xxvxiiiu oapidio ±\Ji xviivtua ti aiiowi lp lxwxx iavi\Ji x vaxjx* ^xja x_»ij f, nixvx i a 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 099146 

INxVl V/^Z>j*+tl 


T-Tntvir* ccimPTic plrmTYincr\Tnp rnnHpncnfirtTi T»rntpiTi (~r fTTi AP— irl mR^JA 
XxUlllU oapiClio VAXlUXUUoV/llXlv L'UllUClloallL'lX piUtClll V_J ^XXv/iU. VJ J j llllVXNrV 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


xnvr 0990^9 


U Arnn com'pnc P"R"V/Wi ntie*A 1 l^nmpnKnY 9 fP"K'NOV9\ mRNA 

xiomo sapiens xdaj xviujllcu i hohicodoa z ^x xvin y, iiixmn/\ 


XTN/F fil 
lNiVx UloOOD 


xiomo sapiens xjciaxj-uva protein ^xi/vvjxi ) f mtviN/i 


xNlVx V/U*t01 £ f 


xiomo sapiens myrniuinc Kinase z, nxiiocnonoriai v xxvz/, iixxvin/\ 


XTN/T A9fi1/1^ 
1NM_UzUj40 


xiomo sapiens soiuie carrier iamiiy i / v souium-oepenucni inorganic pnospnaic 
couansponery, memoer o ^oi-rv^i /ao^, inixiN/v 


XTA/f fl'Ifi'aflQ 
1N1YI__UZU J Kjy 


xiomo sapiens soiuie corner iamny i / v soaium-uepenucni murganic pnospnaic 
coiransporxerj, inciiiuci / ^ojlv^i i r\i j, mrviN/\ 


MM 0901^1 
INIyx UZU ljl 


xiomo sapiens cnruiiiuouiiic i open redoing irdiiie o x v>iunu^, iixxvln/a 


NM 017444 i 

XilVl vx / tit 


Unmn QanipnQ pliromatin aor>p^Qihi1itv rnmnlpv 1 fCTTRACl i mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1 A, 2 (Helios) (ZNPN1 A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp5 660084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDRl), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo saniens Dolvmerase fDNA directed I. lambda fPOLLV mRNA 


NM 003235 


Homo saniens thvroorlobulin fTG^ mRNA 

XXUXliv OupXwXll) UXJlvgXwUUXXU \* y J IXliVI, " * *- 


NM 001963 


Homo saniens enidermal erowth factor fljeta-urOEastronei (EGFi. mRNA 


NM 007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 

X llYl \J\J 1 \J\J\J 


Homo sanipns uronlalcin 1 A fTTPTC 1 A i mRNA 

XXV/1XLVS ocxLyilsllO UX UJJXCXXVlll XXX ^ \-J X XV. X A J y XXJ.L VX 11 k 


NM 006947 

1 1 1V1 \J \J\J 1 


Homo ^aniens sipnal rpcocmitinn narticle 72kD fSRP72^ mRNA 

X XU111U t3 Ct yj 1 wl X O OIL^XXCXX X wv^lUUUll yJLIX llwlv / £*M\J~r ^C/X\l 1 **J} X1J-I.VX 1 i. L 


NM 006892 

X > XVA vUUU/ai 


Homo saniens DNA ^cvtosine-5-i-methvl transferase 3 beta fDNMT3B i. mRNA 


NM 006760 


Homo saniens uronlalcin 2 f[JPIC2 1 mRNA 

XXvlIXV JHUlviXu UX V L/iuJuiX \ \J X XVm m lllXxXli k. 


NM 006691 


Homo sapiens extracellular link domam-containing 1 (XLKD1), mRNA 


NM 006572 

X>lxYX WvU / •£» 


Wnmn sanipnQ cniflninp TniplpoHHp VivnHino' nrotpin fCr nrotpin i ainna 13 

XXv/JXlV/ OOUivXiO gUCllllllV HU^XVUIXVXW UlllVJllXti Lfl VJLV11X LJXwtVXXXy ? CXiJpx IU. X w/ 

(GNA13i mRNA 


NM 006494 

111 'X \J \J \J T *S f 


Homo saniens Fts2 renre^sor factor fERF i mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 

X ^1 XVX vvwUii 


Homo saniens tubulin alnha nbinuitons HC-AT PHA-1^ mRNA 

XXV/XXXW OCX J.V'XX O lUUUlllX^ CXX L/X XCX ^ UvlUUllvUO \X\ iUUX X X-X X X / j UlXVl liX 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetvlhvdrolase nlasmai CP! ,A1Ct'7} mRNA 

nv v i y ii J y ux viuo v ^ u»i cxox xxtx j \x xjixxvj / ij xxxxxxix x 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sanipns rvstinosis npnHronathin ^( ""I'lvTS i mRNA 


NMJ04212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 

mpmhpr ? (SsX P9RA? i mRNA 

IllCIIlUCX Z. ^Ox_<VsZ> Ox\Z,y, IxxaVx>^Tl. 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 

HpnpnHpnt 3 ^NFATP3 i mRNA 


NMJ)04554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 

HpnpTiHpTit 4 fNTRATPd i mRNA 


NM" OOOfiQS 


Wr«Tin cQTi'ip»n c Qlr1<*Vi\/rlf» i\f>\x\iATf\crp*T\n^f* "faTnilv m^m V»f*r R9 TAT r*TT^R9 i 
nUIIlU oapxCIlb alUCliyuC UCIlj/Ux UgCIlaoC J lalliliy, lilClilL/Cl Dx< ^x\_L«xyr 1 JX>Z. 

mRNA 


IN 1V±__VJ uuj / J 


XxOinu oapiCUb IxriUIIlC IIlUIlUpilUopilaLC ajrlltliCLaoC ^UlUutlC pilUopilUi lUKJoyi 

transferase and orotidine-5 '-decarboxylase) (UMPS), mRNA 


IN iVl_UU jjjZ 


iiomo sapiens i i lwj proiein lyrosine Kinase uinuing pruiem yi issxjDrj, 

mRNA 


NM" 000167 
IN 1VX vwj O / 


Wnmn cqtiiptio tTii r»TMiT*iTiP Q_tyi f»f lr\/1 fa~a n CTF*ra CP 1 ' I 'PTV/T' 1 1 TnT?NTA 
xlUIIlU oapiCilo IxlIUpur 1I1C O - IllCIJiyiU<UiolCIooC yXx IVJLX J, I Ilxvl^/v 


iNlVx__v/v/ lZJU 


TTaty^o ciiiTi**Tic tiim/vr np^Tricic ■footftT fpppf^trtT* ciit^pfTbinilv TYiPimnpr S 
xxOillU bapJCHo LUIIIUI UCUIUdIo laUtUi ICUCpiUl oUpdlailHlj , lllC-llxUCl J 

(TNFRSF5), mRNA 


NM 007880 


Homo QnnipnQ v-raf-1 murinp Ipulrpmia viral onpotypnp liomoloo 1 CR AT^1^ 

XXLfXllV OdL/lW'llO V Ifll i llllXLXLIV IwlXIVL/XIXXtX V 11 CXX \Jl±\/\Jg\/H\/ JlVJXllVJlV/g, 1 ^lvi\J 1 Jj 

mRNA 


NM 003978 ! 


Homo <;anipri<i "nrolinp-Qprinp-tlirponinp nftosnhatasp intpTantin(y nTotpin 1 

XXwliltJ OuUl\/Jld UlUilllt Ot'llliXv UllVUlllllV L/iiWOL/lltX Uti C5 w IIXL^/X QVLXXig L/XV/tVllX X 

(TSTPIP1 1 mRNA 

^X Ull XX X Jy lllXVllXX 


NM 003627 


Homo Qanipn*? nro<;tatp ranrpr overexnresspd ppnp 1 fPOVl^ mRNA 

XXV/lilVJ OCl|JJWllo }Jl\JO\X*l\i bullvVl V V WljJl vQOVvU g^iXL' X ^X v l 1/j XX XX VI 'iV- 


NM 002557 


Homo sar>ipn<» oviHiir.tal plvconrotein 1 120VT) Tmncin 9 oviductini TOVCtPI^ 

XXvrllXV^ O CX YJ 1 wX X O \J V 1 vX irX^ LXX 1 gl V l/uL/1 V/tvill X, i / wm m uiiuvlll U ? dUUwUill IV-/ V VJX X f, 

mRNA 


NM 002541 

XI XVX WA/«y~A 


Homo ^anipnQ oYoclntaratp Talnlia-lcetoplutaratp i dpnvdrop'ena^p Hinoamide^ 

XXV-/XXXV/ OCXL/XV'XXO VaUKXULCU CXtw ICZILyXXU JVULUglUlUXlllwl UV/11 V VJX VbvIUluu 1 up UUi 1X1 Uv 1 

(OGDfH mRNA 


NM 000406 

X > XYX UvU ruu 


Homo sanipnc: aonadotronin-releasinff hormone rpcentor rCri\IRHRi mRNA 

XXV/X11U OU^JlLfllO g\JlIOVJ.WUl V/iyXlX IVlwdOlXXg M. XV/X XXXWX Iw l^V/WLJ'iVfX ^ VJ X ^ X VX XXV y j XXXXVXll X 


NM 001979 


Homo sanipn*; pnoifiHp Tivdrolase 2 cvtonlasmic fPPH5C9 1 mRNA 

XXUlllvJ OupivXlO v^vAlUv lljf 1X1 VXCIOVp' V J VW^XCXOXXXl\v yX-/X XX/l ' ' J1 XIXXVX. 1XX 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NM 001190 


Homo saniens branched chain aminotransferase 2. mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NMJ)22436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
1) (ABCG5), mRNA 
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NM 016333 


Rrimn cntvipnQ Qprrnp/arcririinp renptitivp matr-iv 9 fST?l?lvf9^ nVRNA 

XxUXXXU OujJlbliO OVl LI IW Ol gXXXXXXVs XCpdXLXVW ilia LI LA. X. ^OxXxvxYJXy, XXXXVJ. liT. 


NM 012412 


Unmn Qanipn<; hi stone TT9A K/7 variant fR9A\A mRNA 


NM 001897 


"HVvmn ^aniens cVionHmitin sulfate nrntencrlvpan 4 /rn e1 an rvma -a ccnei a teHl 
x.xa/hxu oapit/iio vxxuxxixxuxixxx ouxxaic piuivUgX^vaix *t ^xxxcXaXAUXXlci "aooUL/XalCCiJ 

fCSPG^ mRNA 


NM 031420 


Homo sapiens niitochondrial ribosoirial nrotein L9 (TVIRPLQ^ mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC571 15\ mRNA 


NM 015956 


Homo saniens mitochondrial ribosomal nrotein L4 rMRPL4^ mRNA 


NM 004537 


Homo saniens nucleosome assemblv orotein 1-like 1 fNAPllM^ mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


MM 033503 


Homo sanipn*; T^cl-9 modifvirny faetnr fRIVf \*\ rnPNA 


NM 022059 


Homn «wmipn<2 rlipmnlnnp (CJY-C mnti-Tl IiitjitiH 1 (\ /'PYPT 1 fCl mPlsIA 

AXUU1U oiApiwilo UAICIXIUIVIAIC YV. XXIUUJJ llgallU 1U \\/J\\*tJLi lllX\±\f\ 


NM 022048 


Homo ^anipns raQPin lrina^p 1 oamma 1 rP*^NTiri frl^ rnt77sJ A 


NM 019009 


Homo 5saniens Toll -in teracfin <r nrntpin CTOJ T VP\ mPMA 


NM 018058 


Homo saniens cartila&e acidic nrotein 1 iT'RTAPl^ mRNA 


NMO 17443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (P0LE3), 
mRNA 

AA4*> 1A A 


NM 007359 


Homo sapiens MLN51 protein (MLN51), mRNA 


NM 030956 


Homo sanien*; toll -like recentor 1 0 fTT R 1 0^ mRNA 

xiuiiiv o<A|yi^iik> lull tiiw 1VA/&|^IU1 XV ^ X 1jJ\Lv AXXJlVXNXA. 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 




xxuxxuj oapiciib />xxxu xiiigcx pruicin /.oo ^ZjINF zooj, itii\Jn/\ 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 


NM^O 13432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 


NMJ)03740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 

mRNA 

liXXvXN/n. 


NMJ)33311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 

fKTTSTK' &\ franQrrint variant ^ m"R"MA 
^xvVw/XNXV-r UaXXoUXipi VaxlallL J, IlllviVrV 


NM_033310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 

fKPNK^ trarmrrinr variant 9 mTCTsJA 


NM016611 


Homo sapiens potassium mwardly-rectifying channel, subfamily K, member 4 

(KC^MKA^ trancrrint variant 1 mT?"MA 
^Xvv^iNxv. 1 T^, UdxlbC/XipL VailallL x j IIlXviN/V 


NMJ)33360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 

fJCRAS9^ tran sprint variant a mPISJA 
^xvxviOi^/, ixaxxouxipi ValXdixl a, IiilviN/i. 


NMJ)04985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 

n<CRAS? , i tran sprint variant h mPATA 

^IvAvrvui. Jy UclAXoUlXLJl VaXXaXXt I/, XXUVLN/V 


}JM 022442 


Xiuxxxu odpxcxx^ uuli^UXLlxi-vUIxJ UgaLxxlg CxxZyxxlC JZrZ Varidlll 1 ^Ux5xiZV 1 ) } UaTlSCnpi 

variant % mRNA 


NM 021988 


Homo saoiens ubiouitin-pnniiiaaHnff pnTvme K2 variant 1 rrrRP9V^ trancprint 
variant 1 mRNA 


NM 003349 


Homo saoiens ubiauitin-enniii^atinfy en7vme K2 variant 1 fTTRT^Vl^ trancprint 
variant 2. mRNA 


NM 003546 


Homo saDiens H4 hi stone familv member K fH4FK^ mRNA 


NM 003541 


Homo saoiens H4 histnnp familv member D rH4FD^ mRNA 


NM 003536 


Homo saniens H3 histone familv member K ^H3FK^ mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone family, member 5 (H1F5), mRNA 


"NTM 091066 


nomo Sapiens nzn nisione iamiiy, memoer n inzArJCtj, ituvin/v 


NM 003510 


Homo sapiens H2A histone family, member D (H2 AFD), mRNA 


INIVI \J\JJO\Jy 


nomo sapiens nzA mstone iamny, memoer (nzArL'j, mKJNA 


NM_033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
vanani u, mjKiN a 


NM.033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant u, nuuN a 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 

■ t -t*l i i a it ^ f ill ^V_T A 

variant v, mKJNA 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant r>, mKJNA 


NM_001228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, itlkina 


NM.033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant oeta, rniviN a 


IN JV1__U j JJJ7 


nomo sapiens caspase / , apoptosis-reiateu cysteine protease ^Aor / ) y transcnpt 

^7*5M'3f»+ rtOITlfVlO Tm1?T^TA 

van ant gamma, nuvrN a 


■MTV/f fi^mR 

IN 1V±_JJ j J jjO 


nomo sapiens caspase /, apoptosis-reiateu cysteine protease ^LA&r / ), transcript 

VdlldLlL UCild, IIltvjLNA 


"MM 001997 


xiomo sapiens caspase / , apopiosis-reiaieu cysxeme protease ^nor / ) y transcript 

VPTIJJTlt Q lflTlQ TTlT? T\T A 

V <*l lain aiyiulf ilu\±S£\. 


NM 001005 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM 006011 


T-Ir\nnf\ cotMPno nVi/icrvrMol Arnf pim Tin fT) T-^T 1 (W -r»VI?"\TA 

numo bapicnb riuuboiiiai proiein L/Ikj ^ivrXjiv/j, irutviN/\ 




nomo sapiens xsjt A-omumg irans-aciivaior yjsjj 1 1), mxviN a 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 




nomo sapiens JLLz-inuuciDie i-ceu Kinase ^njs^j, hikina 


JNM UUjjjo 


nomo sapiens inmom, beta c ^JUNJIxjC), rruCNA 


JNjVl_U3i2j / 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 

m pvr a 
nlruNA 


TVfN/f fifi 1017 


nomo sapiens u-amino-acio oxidase ^ju'AU ), itlkina 


"MTV/f 001 69Q 


nomo iidpiens drawniaondie j-iipoxygcnase-acnvaungproicin (ajlvayjatj, 
mRNA 


NM 000094 




NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), rnRNA 


"MM 0006R9 


T-T/"»*Y!A coniptic o rl t"^»t> f>f rri <*■ o ItaVici _9T-i _ rpppn+nr / AT"YR A9"R^ tnPAf A 

numo bapicnb aurcncrgiu, aipiid-z-o-, rccepior ^/\jL^xvrvzx5 j /, iiiivln/\ 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


TvTAyf 0OA17O 


nomo sapiens neurotropnm d ^neurotropnm ^/jj (jniio ^, rriKiNA 


NM 033277 


Homo sapiens lacritin (LACRT), mRNA 


XTA/f fiO710C 


nomo sapiens riooianase (KJdoJs.;, mKJNA 


NMJ)04823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
rnKJNA 


MM 002246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK3), 
mKJNA 


NM_032405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 

JJ, mKJNA 


NMJ)32404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C, mRNA 


NM 032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (bALLo), mKJNA 


NM_006883 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXb, 
nrRNA 


XTX It AAA A CI 

NM_00045 1 


Homo sapiens snort stature homeobox (l>HUa), transcnpt variant bMUAa, 

♦WDTVT A 

nuuNA 


NMJ)06476 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 

SUDUnit g (AlJtOJLj, mKJNA 


NM_006356 


Homo sapiens Air synthase, H+ transporting, mitocnonunai rU complex, 

suounit a (Alr3ri/, mKJNA 


NM 024683 


Homo sapiens hypothetical protein FLJ22729 (F1J22729), mRNA 


NM 0334oo 


Homo sapiens zinc linger protem 257 (ZNrzD /), mKJNA 


NM_033453 


Homo sapiens inosme triphosphatase (nucleoside tnpnospnate pyropnospnatase^ 

(llrAJ, mKJNA 


JNJVL U3Z 144 


xiomo sapiens kajjol, memoer KAo oncogene iamny (K/VDOL/j, hikina 




±iomo sapiens ivrVDjjjD, memoer ivrvo oncogene iamiiy ^jvajjjjjdj, miviN/\ 


NMJ)22570 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superiamny memoer iz (i^Lii^o-r izj, mivLN/v 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM UzZ44y 


Homo sapiens KAol /, memoer KAo oncogene iamiiy (KAt>i / ), nuviNA 


NMJ) 16322 


Homo sapiens RAB14, member RAS oncogene family (RAB 14), mRNA 


NM 006331 


Homo sapiens C2t protein (C2F), mRNA 


NMJ)07066 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor gamma 
(PKIG), mRNA 


NM_002732 


Homo sapiens protein lanase, cAMr-dependent, catalytic, gamma (rKJsj\Cu;, 

•v»T>XT A 

mKJNA 


XTX/f A AC AC C 

NM_0U5U5d 


Homo sapiens receptor-associatea protem oi tne synapse, 4jku (KAroiNj, 
rranscnpi variant l, mtuNA 


MM_U3Zo43 


Jtiomo sapiens receptor-associatea protem oi tne synapse, 4 jku (kajt oin 
transcnpt variant z, nrtvLN/v 


INJVl \)djj\jj 


riomo sapiens cnorea acantnocytosis ^ixax^j, transcnpt variant /v, uixvln/\ 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


XTA X AA/liCO/1 

NM UU40/4 


riomo sapiens vasoactive intestinal peptide receptor i ( virKi ), mKJNA 


NM 030967 


Homo sapiens keratin associated protein 1.1 (KRTAP1.1), mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


NM 031885 


Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA 


NM 030966 


Homo sapiens keratin associated protem 1.3 (KK1 Arl.3), mKNA 


NM_007O83 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 
(JNUJDlo;, mKNA 


NMJH3317 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
uanscnpt variant l, mKJNA 


NM_006474 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
transcnpt vanant z, mKJNA 


NM 006275 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


"VTlk X A1 /A/I 1 

NM 016041 


TT • /~^f~y T 1 ni j ■ /T? T A XT "1 \ ^.T)\T A 

Homo sapiens CGI-101 protein (r-LAJN-1), mRNA 


NMJXH954 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
vanant z, rriKXN a 


NM_0l3994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NMJH3993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1, mRNA 


NM_022ll7 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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Yi XT A 

mRNA 


NM.003048 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 2 


jnm uu i y / 1 


Homo sapiens eiastase i, pancreatic (bLAl J, mKJNA 


XTN/f mi/in 
JNM \)55hH 


Homo sapiens nypotnencai protein similar to L/<jr/y4.J (Mvjui^ojoj, iukjna 


INM KjdjhZK) 


Homo sapiens nypotnencai proxem muu4Uzz jKjzio4 rnivWA 


X "r\ K r\i n A AO 

INM UJ34Uo 


Homo sapiens nypotnencai protein JVLJt50JzU!> (JVjJdCJzud), mKJNA 


XTAif A1 /11AC 

NM_U14395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 

(JJAr r 1 ), mKJNA 


JNM UUjylo 


Homo sapiens glycogenm z (tji Cjz), niKJNA 


xnv>r aa 1 c ao 


Homo sapiens glycoprotein z (zymogen granule membrane) (Orz), mKJNA 


JNM UUOJOZ 


Homo sapiens nuclear kjna export tactor l (JNAr tj, rnJtCNA 


NM 033155 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 5, mRNA 


"MA/T fill 1 
INM UjjIjh* 


Homo sapiens nuclear JbuNA export tactor j (JNAt jJ, transcript variant 4, mKJNA 


"KTAjT fill 1 CO 

JNM UJJljJ 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 3, mRNA 


NM 033152 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


XTK X AO Ifl/t/T 

NM 032946 


Homo sapiens nuclear RNA export factor 5 (KXF5), transenpt variant 1, mRNA 


XTX K AO OACt 

NM 022052 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 


XTTV >T A01 OAO 

NM_021808 


TT ~ - ^ ' _ TTT\T> XT _ ' 1 1 1 TX 1 i • | . ■ i -v T 

Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


XTX K A1*70/IA 

NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 

x 1 1 m. « ii n o /r<^1\T A * T'0\ //"« A T \TTO\ - TiXT A 

acetylgalactosaminyltransierase 8 (GalNAc-T8) (GALNT8), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


XTX K AO 1 AAO 

NM 021998 


Homo sapiens zinc finger protein 6 (CMPXl) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NMJ)02646 


Homo sapiens phosphoinositide-3-kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, ewev and kazal-like domains proteoglycan 
(testican) (SPOCK), rnRNA 


NM_033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


NM_025208 


Homo sapiens spinal cord-denved growth factor-B (SCDGF-B), transenpt 
variant I, mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (seme/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


"V "TTl jr /"\ /X /x /x j 

NMJ301204 


TT • 1 1 » • j i XT ^ * ;,i • 

Homo sapiens bone morphogenetic protein receptor, type u (serme/threonme 
kinase) (BMPR2), transcript variant 1, mRNA 


NM 003933 


TT * T^\ A T 1 ' * « ^x inr^* ATA T"» O X T*l "V Y A 

Homo sapiens BAH -associated protein 3 (BAIAP3), rnRNA 


NMJJ05467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 

T* ^ T A 

rnRNA 


NM_005944 . 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (MOX2), 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWK-1) (KCNK1), 
mKJNA 


NMJ)05247 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokdne (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GicNAc:betaGal beta-l,3-N-ace1ylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


NMJH4256 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosammyltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hvdroxvacvl glutathione hydrolase (HAGHV mRNA 


NM_013445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 

T XA A Awi A V A A M ar 9mmw ax \ A A^A X * ^ A ■ 


NM_033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5\ transcriot variant 5. mRNA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-gaiactosyltransferase, polypeptide 
5 (B3GALT51 transcript variant 4 % mRNA 


NMJ)33171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5). transcriot variant 3. mRNA 

\ m.-w ~\ . -* A A *X / % VA I4AAW X* A A AX w ■ |AA 4IIAAV »X a AAAA «A v A A 


NM_033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5V transcriot variant 2* mRNA 


NM_033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3\ transcrint variant 4 mRNA 

•X \ A-** A AAW A fcX # • VA HI A <J V A- 4 V T VAA A * A A AW ■ « A AAA X A " A A 


NM_033168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3). transcriot variant 3. mRNA 

m A mW "^m-r Am A»A -J A. / « WA WAAtf VA A V w l*A AHJL1 V «^ A 11AAVL l A A 


NMJ)33167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3). transcriot variant 2 mRNA 

mm* 1 A^h/ ^fcJ X A tmrnrnf A fc** / J VA H UUVl 1 If T AAA aUaX V A^ ^ 1 1 14 %X T A A 


NM_003781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3\ transcriot variant 1 . mRNA 

%%-f \ *\mmw n\mw ^SmW A AA# Jk # 4 VA MAAA/VA A A' v V AAA A AAA A \w A A T ■ A A 


NM_003782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4) mRNA 


NM__003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT21 mRNA 

Ad » A-#^ mmf V_* A >J A Aw f % A AAA VA " A A 


NM 004631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receotor fLRP8^ transcriot variant 1 . mRNA 

W A \^ a mmr m mmf^mr hVA 1 F V-A. V 7 « U UlAvVl A A_/ V T AAA A AAA A V A y AAU\A T A A 


NM 033300 


Homo saniens low densitv linoDrotein receotor-related nrotein 8 aDoliooorotein 
e receotor (XRP8\ transcriot variant 2. mRNA 


NM 017522 

A ^ A * XX A # %X MM 


Homo sapiens low densitv lipoprotein receotor-related protein 8. apolipoprotein 

A A A A AV W L^r -» A A » T * * ll/A V A A %-* bm* A V VAAA A W X^ k*' A-X^ A A XV A m+W AV%A A A^ A V A A A ' 4 X^ A A A-»» A X^ »*X^ ' A & 

e receptor (LRP8), transcript variant 3, mRNA 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1. caveolae protein. 22kD fCAVl\ mRNA 

A AVAAAV KJ kAUAwllW X**A y XW X^ A A A A A • W M> » XV XX 4«Aw A7A X^ VVAAAt MMAAA*' \ X«^A A. T A A A A AAA X*A ■ A A 


NM_033291 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 

AXJULxJL ™ A A 


NMJ)33290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


NMJ)33274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
CADAM19"! transcript variant 2, mRNA 


NM_023038 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 1, mRNA 


NMLO33308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NMJH9112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), rnRNA 


NM_006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(rUurKA), rnKJNA 


JNM_033UlO 


jnomo sapiens piateiet-uenveu growtn iactor oeia porypepnae (simian sarcoma 
virai jy-sisj oncogene nomoiogj \r\J\jrt>), transcnpt vanant z, jiuuna 


iNM UUUO/o 


riorno sapiens adrenergic, aipna-iJj-, receptor ^ajljkaijljj, mrUNA 


XTNA AAAATQ 


jtiomo sapiens acrenergic, aipna-iu-, receptor \ aukai,dj, rnKJNA 


"MTV if AAO/C7C 

INM UUzO/j 


Homo sapiens promyeiocytic ieuKemia (rMLj, transcript variant o, mKJNA 


"MTV/f ftQlOCA 

JNM U33ZjU 


Homo sapiens promyeiocytic IeuKemia (riVLbj, transcript variant 11, rnKJNA 


INM 


xiomo sapiens promyeiocytic ieuKemia ^jriviLrj, transcript variant iu, mxuNA 


INIVI U33Z*f/ 


riomo sapiens promyeiocytic ieuKemia ^rjvj_b^, transcript variant o, rnKJNA 


KTlV/f A330/1/C 
INM U33Z40 


jtiomo sapiens promyeiocytic ieuKemia (rjyLLj, transcript variant /, mKJNA 


NM 033245 


Homo sapiens promyeiocytic leukemia (PML), transcript variant 12, mRNA 


INM UjjZ'+^f 


nomo sapiens promyeiocytic ieuKemia (JrMJL^ cranscnpt variant j, rnKiNA 


NM 033242 


Homo sapiens promyeiocytic leukemia (PML), transcript variant 3, mRNA 


JNM U33Z4U 


Homo sapiens promyeiocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyeiocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyeiocytic leukemia (PML), transcript variant l, mRNA 


NMJ)33304 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 2, 
mRNA 


JNM_U3330z 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 3, 
mRNA 


\r» x AOOO*7A 

JNM 033Z/9 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (KNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chonomc gonadotropin, beta polypeptide (CGB), mRNA 


NMJ)33295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NMJ)33294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcnpt vanant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteme protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM_0U122J 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase^ (UAoi^i j, transcnpt vanant oeta, mKiNA 


\T> X A A/CT7 1 

NM 006771 


Homo sapiens keratm, nair, acidic, o (IvKlHAo), mRNA 


VTKvT AAOOOA 

NM 0U228U 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


XTXjT AAACO/T 

NM_000526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


XT* X AAAAT5 

NM 000973 


Homo sapiens nbosomal protein Lo (KrLo), transcript vanant 1, mRNA 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


\r» r A AT 1 A A 

NM 007104 


Homo sapiens nbosomal protein LlOa (RPL10A), mRNA 


INM U332jj 


nomo sapiens epitneuai stromal interaction i ^oreastj (jbrolllj, mKJNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NMJ)30955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosarriinyltransferase 
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4 (B3GNT4), mRNA 


NM 014670 

JL. li-* JL V JL # V / w 


Homo saniens basic leucine-zipper protein BZAP45 (BZAP45), mRNA ! 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 

1 1 1 VJL VvvrTJU 


Homo sapiens rine finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 fiB3GALT5^ transcript variant 1, mRNA 


NMJ)00648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM 000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM 002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PHC3C2A), 
mRNA 


NM_002608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA 


NM_000680 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRA1A), transcript variant 1, 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens mvosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12\ mRNA 


NMJ)32105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B) transcript variant 2, mRNA 


NM 032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 


NMJ)32103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NM 002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NM 015722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM 014228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NMJ)02480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPP1R12A\ mRNA 


NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


AJAyf f\1 00/1*3 


Homo sapiens tnioreaoxm domain-containing Z (spermatozoa} (1 aKUCz), 

mPAJA 


TsTTV/f 'lAI'X 
INiVJ. \Jj LHJj 


riomo sapiens memorane-type tnzzieu-reiateci protein (MrKrj, mKlSA 


nm cvyyAfkfi 

XN vt±_\J£./M O O 


xiomo sapiens zinc linger protein, suDiamiiy ia, d i^regasusj ^x\cvjAoUoj, 


mm" ooznoo 


xiomo sapiens a i rase, <^a^T transpomng, caraiac muscle, last twitcn l 

(ATP? AW rnRNA 


NM 021047 


Homo sapiens zinc finger protein 253 (ZNF253), mRNA 


NM 0701 S? 


xauiiio bdpicnb cnromosome zi openreaaing name / ^v^zion/^, niKiN/v 


NM 017447 


Homo sapiens chromosome 21 open reading frame 91 (C21orf91), mRNA 




xiomo sapiens iv/\o4r>, memoer kao oncogene iamiiy (KAr>4rJ j, mKJN A 


AJM 01 f^OR 


xiomo sapiens uivir-uiVLr Kinase u wix -uivix i\. ) , rriKJNA 


NM 016066 

INlYl VIOVOO 


xiomo sapiens giuiareaoxm / ^oj-JxAZ j, mKJN a 


"MM 016?^S 


xiomo sapiens iamiiy wiin sequence simnaniy o, memoer ai ^rAivioAl ) t 


NM 014781 


xionio bdpicnb liKeiy oruioiog 01 mouse conea con iorming protem i 
HCTAA0203^ mRNA 


NM 014468 


TTnmn ^a-nipriQ VPNT-lilrp Viompr>"hnY 9 A/PNTVO^ -mPNA 


NM 0133R3 


T-Tr\TTirt C5intP*nc fToncf^irvfirin "fo/^irii* 1iL*<» A CX*t 1 l-<"T /I \ mT?\IA 
XiVJllIU oapiCIIo ualloLXipilUIl idClOr-llKc H ^xv^rJU'+J, ITllviN/\. 


NM 012481 


XxuillU oapicilb £dllv JUilgCI piULCul, bUDldlTlliy I-rv, j ^/VIOIOS^ ^Z^lNFiN Ijt\D) 9 IIlXvlNrY 


NM 012230 


Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (POMZP3), mRNA 


NM 0191QQ 


xiuinu bdpicns cuiuiryonc uransiauon miuanon xacior /x^, l ^xiirzv^l J, mxvfNA 


NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 00^41 A 


xiomo sapiens oivi-iiKe ^oisiL» ), nuvtNA 


JN1V1 


xiomo sapiens transglutaminase j (ICjMj), niKJNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 


JNM_U1 jo /U 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, and putative envelope protein (HSU88895), mRNA 




Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
jivi i ouj, rniviN a 


NM 033326 


Homo sapiens Sox-6 (HSSOX6), mRNA 


AJAvf A1 7C7Q 


xiomo sapiens cat eye syndrome cnromosome region, candidate 5 (CJbCRj), 

mPAJA 

niivlNA 


AJA/f AI^O^A 
iNlVl^UJ J /DO 


xiomo sapiens protem pnospnatase 1, regulatory (lnnibitor) subumt 14A 
^>PP1^?1AA^ mPAJA 


NM 0H?n 


xiomo sapiens nypoineucai protein iviij^iz^oo (jvloc 1/400^, rnKJN A 


NM On 070 


xiomo sapiens cat eye synarome cnromosome region, canoiaate j ^CJbCKjj, 

mPAJA 


NM 032752 


Pnmn cflniprm VwnntHptiral "nrotpin A/fr^PI ^^AS r\ACiC\ S>SAR\ mPXTA 
XXWlllU dd|JlCXio iiypUUlCLllsal pi IVXVJV^ 1 J^HO ^lVXOv.' 1 J JHO/, ITlxvlN/V 


NM 032686 


Hnnin conipnc Vivnnthptiral nrntpin A/nn ^OOR fKACZCi '^00S^ mPNA 


NM 032371 


xiuiiju sapiens nypouicutrai urutciu xvikj\-»i j*tio ^ivivjL/ 1 1 0^, miviNA 


NM 032366 


xiuinu sapiens nypomeut/ai pruicm iyivj^ i j l m ^ivivjv^i J 1 i^tj, niiviNA 


NM 032353 


Homo sapiens hypothetical protein MGC10540 (MGC10540), mRNA 


NM 01930A 


xiomo sapiens nypotneticai protein moL/zoUj (^MOuzoOj), mlvNA 


NM 032259 




NM 032240 


Homo sapiens hypothetical protein FU23519 (FLJ23519), mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NMJ)31294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo saoiens hypothetical nrotein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo saoiens hvoothetical nrotein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FLJ1 1 800 (FIJI 1 800), mRNA 


iy ivx \jjz**tsJ^ 


Hnmn saniens hvoothetical nrotein F022659 fTU22659 > > mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


INIVx UZtOUH- 


Hnmn Qsmipns Vrvnnthpriral nrntpin FT T19606 fFi" J1?606^ mRNA 

xxUIIlv oaJJlCIlo IxypUtHCUval JJIULC1I1 xXjJ IZ.\j\J\j \x XjJ lArUuU^ llxiVLNiTt 




Untnn cnnipns hvnnthph'pal nrntpin MGP^048 fMGP3048^ mRNA 


NM 094049 


Wnmn canimQ hvnnfhptipal nrntpin MGP9601 fMGP2601 i mRNA 


MM 090,535 

IN 1VI v£ V J J J 


Wnmn cnm'pnc Irillpt* ppII irnmiinncrlnVinliTi-lilfP rpppntnr twn flnrnfliTls lone* 

XXUIJAU ottpiCIlo JUX1C1 vCll lllUIlUJIVglUUUllIl lllVC 1 vVV/p IV1 , IWU UVXAiaiUO, IVlig 

cvtonlasmic tail 5 HC1R2DL5 1 mRNA 

\J J l\JyJl(XOlllL\s lull, »J ^XvAllY »l ' X^/*J 11XX\X 1A 


NM 021939 


Homo saniens hvnothetical nrotein FLJ22041 similar to FK.506 hindinc oroteins 
(TLJ2204n mRNA 


NM 020664 


Homo sapiens 2.4-dienovl CoA reductase 2. "peroxisomal (DECR2), mRNA 


NM 018722 

1 iITA V 1 W / ^-*AV 


Homo saoiens BWRT protein (HSA404617), mRNA 

AAViAlV VUU1V4 *W ^ 1 T A» A- J-/ A bvlAl 1 AV A^ ' A Av I V I V/ *• f A y J1 AA VI 1* * 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC57116), mRNA 


NM 019013 


Homo ^anipTK hvnnthetical nrntein rFTJT10156^ mRNA 


NM 018629 


Homo ^aniens hvnothetical nrotein PR02533 fPR02533^ mRNA 


NM 01856R 


Homo ^anieri«? hvnothetical nrotein PRO0943 fPRO0943^ mRNA 


NM 018050 


Homo saoiens hvnothetical nrotein FIJI 0298 rFLJ10298i mRNA 


NM 018019 


Homo saniens hvnothetical nrotein FIJI 0193 rFLJ10193^ mRNA 


NM 017609 


Homo saniens hvnothetical nrotein DKFZo434A1721 (DKFZo434A1721). 
mRNA 


NM 016332 


Homo saoiens selenonrotein X. 1 fSEPXl), mRNA 


NM 016360 


Homo saoiens clone HO0477 PRO0477o (LOC51204\ mRNA 


NM 016002 


Homo saniens CGI-49 nrotein ^00510971 mRNA 

llvlllv OvaUIVHO \**\n9A. i y L/l vlvlll 1 JUW^ ivy / J y liU-u ~i a 


NM 014913 

IN IVX V l*t7 xJ 


Homo saniens XTAA0863 nrotein flCIAA08631 rnRNA 


NM 014700 


Unmn sanipns TCTA A0665 crene nroHuct OCTAA0665 1 mRNA 


NM 014680 


Homo saniens TCTA A01 00 aene nroduct fKIAAOl 00^ mRNA 


"NM 012948 


Hnmn saniens selenonhosnhate svnthetase 2 TSPS2^ mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo saniens SNARF nrotein (YKT6) rnRNA 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Unmn saniens rrl^R9-re1fltpfl arlantor nrotein fOR AP^ mRNA 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), rnRNA 


vry 016441 


T-Tnmn csmifMiQ rvct^inp-ripli mnfcvr n pi iron 1 ff^RTA/fl i mRNA 
xxviiiv odpidia v/jraidiic null xiivLVX iivixivii l ^v^xxxxvxx y, iiixxxxxx 


NM_014787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 

inxvTN.rx 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 

IIlCIIlDCr I ^OXw^Z.OrVl j t Lxu\xHr\ 


MM 003141 


xiuiiiu oapiciio ujogrcn oynuronic diiugcii r\ 1 ^j^ax/, iiuuiiuuicupiuiciii 

autoantigen SS-A/Ro) (SSA1), mRNA 


MM nno/^07 


xxoiiiu bapicnb piaLciei-ucrivcu growin xa^iui aiyua. pviypcpnuc ^x xjvjrrrv^, 
truncPTint variant 1 ml? XT A 


NM_033023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 

uailol/iipl Variant miNJLN/\ 


NM 005675 


Homo ^aniens OiCTPortyp svndrnme critical region eene 6 rDCrC'R6^ mRNA 


NMJH6083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
rnRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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Wnmn cairipriQ 1 VTTiTYh a nvtp nnticypn patatiIp'Y IncilS "O lE4o V mRNA 


ANAVA UVO / O / 


TJnmn canipnQ mplflrnma flntiffpn familv T"j 2 flVTAGliD2^ TriRNA 


A liYA v A uiuJ 


Wattia QnnipnQ nlatplet deriveH trrAwfh far/tAr P fPDCrFC) mRNA 


NM 017913 


Homo sapiens Hsp90-associating relative of Cdc37 (HARC), mRNA 


XTN/T m 77/11 
JNJVl Ul / /Ul 


T-Tnmn canine PVia CWPc\Qf> artwafma -nrofpin R f ARTJGAPJtt mRNA 
XlOmO SapidlS Jvno ulrdoc aOUVaTlIAg pruicill 0 ^/\lSJtiVJ/Tjro^j liuvi^^v. 


JNJVL UIjjOO 


TJnmn cQniprc PVia rrTPao#» ar'twatrrm •nrntpi-n R f APHYrAPRl mPNA 

noniu sapiens xviio vjiiabc activating pruicm o ^/\i\jnL\j/%r oy, miviNrv 


NM 012269 


Homo sapiens hyaluronoglucosaminidase 4 (HYAL4), mRNA 


XIX K AA/C">A*7 

1NM 00620/ 


Homo sapiens piateiet-uenvea growin iacior receptor-nice ^ri^uTJvui, mruN/\ ; 


XTA K f\r\AC\OC 

NM 004986 


xlomo sapiens Kmectm i ^Kinesin recepxorj ^iviin a mruN/v 


NM_001840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, 

__.T)XT A 

rnJKJNA 


3SfM 014417 


Homo sapiens Bcl-2 binding component 3 (BBC3), mRNA 


NM_033223 


Homo sapiens gamma -ammo uutync acia {Kjj\t>/\) a receptor, gamma j 

(OArJKUr j ), niKiN/V 


XTA/f AAC7/C7 

JNM 0U j /oz 


xlomo sapiens inpariiie moui-contamuig jvuviz.oj, liuvi^n. 


"Mi\jf ai ^oha 
!NM_0lDy0o 


xiomo sapiens triparLiLe moui-coniaining jj ^lixiiYijjy, iiaiis>^iipi vaiiaiii aipiia, 
mjtviN/i 


XJA/f A'l'iAOn 

JNM_UjjUZU 


JtlOmO Sapiens IXipaTUlc inoili-vOnid.lumg jo ^ijvuvujy, uaiid^/iipL vaiiaui ucia, 


iNJVA UjZHZA 


TTnTMn car»i<*'nc oxH^atiI a cmi r» linlrpr 7 ^OVT fr?in<»fTriAt variant 7 mT^NA 


XNJV1 UjihIO 


T-Tn-mn coniAtic ^lirnmnCAmP 1 R rcnfTl 1*P5lHinor TTJ1TTIP 2 ( \. 1 AATTyl TTlK^J A 
XIUJIIU odpiCIlb t/IU UIIlUoUllJC lO upcil iC'dUlllg uaiJLXC/ a» v_V-^ i OUi xx» y } iiixviNrv, 


NM 014412 


Homo sapiens Siah-interacting protein (SIP), mRNA 


XTA/f A1/C717 

INM OiOZlZ 


riomo sapiens ijtjj iuj protein ^ijtjj ivjj j, iiuviNrv 


JNM OIoDjZ 


xlomo sapiens xesus specmc anKyirn-iiKe proicin i ^ajuwizoi;, lijuxt^rv 


XTA/T A1 Z1£Q 

JNM 01j3oy 


xiomo sapiens ijtjj i uj proiem \ ±± do a iaaavln/\ 


NM 033284 


Homo sapiens transducin beta-like 1 protein (TBL1 Y), mRNA 


xtk x mci 

NM 031951 


Homo sapiens in y ju-^a a i protein t\tN i u-or a i ataa\jln/\ 


XT* K AO A /I 1 A 

NM_020414 


Homo sapiens JJrsAU/H Asp-oiu-Aia-/\sp/ wis ) oox poiypepuae zh j 
mRNA 


XTAT AAT) CO 

NM 007268 


Homo sapiens lg supenamiiy protein y&jyiKjj, mAvAN/\ 


NM 006707 


Homo sapiens butyrophilin-like 3 (BTNL3), mRNA 


NMJ)02491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 

T> 1 0\ /XTTNT TTTT> T\ «»T)\T A 

Bl2) (NDUJ^B3), mRNA 


NM 001386 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 


NM_000090 


Homo sapiens collagen, type HI, alpha l (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3 Al ), mRNA _j 


NM_033150 


Homo sapiens collagen, type 11, alpha 1 (primary osteoartnnns, 
spondyloepiphyseal dysplasia, congenital j (CUkZAij, transcript variant z, 

mKJNA 


XtN/f AA 10/1/1 

JNM_00io44 


Homo sapiens conagen, type ai, aipna a {primary ubAcu<uujiiua, 

SpOnQyiOepipnyseaA lAyopidbla, UUngCZlALaA^ \\^\JX^^i\x j t n oiio^a iiji vaiiaui 1, 
mPTsJ A 


ANlVA UZjZ'tJ 


TTnrv»n ponipnc Tl-PP^ll lf»lllrf»miC< trari CPnntl ATI fctctClT 4 1 1 R X4 1 TTlR 7\ A 
ATLOmO Sdpienb prc-X> LCJA 1C Uracil lla LlallbUI IJJUUil la.\^WL "t j-»^v.-ry, iialxan/t. 


XTTA/l HA/I 1/10 


TJawia cinione pQl/iPcmnn 1 ^PAT fi1\ tr*cm QPT"i nt VJITlflAt ^ TTlRNA 

xiomo sapiens caiocsmuAi a ^v>jtvj_<j_v i j y Lraiibuii.pi vaiiaiiL uixKi^rx 


NM 033157 


Homo sapiens caldesmon 1 (CALD1), transcript variant 2, mRNA 


ANAYA \JDJ LHKJ 


TTnTYin caAiVnc rn1Hp«:TnAn 1 iT'AT D1 > trari <5CTint variant 5. mRNA 


NM 033139 


Homo sapiens caldesmon 1 (CALD1), transcript variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


TWnrt sarne.ns testis snecific ankvrin-like protein 1 (LOC51281), mRNA 


mi 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 00171*5 


Homo sapiens B lvmohoid tyrosine kinase (BLK), mRNA 


NM_033158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


NM 033159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAJL1), transcript variant 2, 
mRNA 


NM_007312 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


NM_006119 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 

variant R mRNA 


NM_0331 65 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 

van' an t A mRNA 




Homo saniens fibroblast growth factor 8 (androgen-induced) (FGF8). transcript j 
vari ant K mRNA 


NM 033163 


Homo saoiens fibroblast erowth factor 8 (androgen-induced) (FGF8), transcript 
variant F mRNA 


NM_002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM 033148 


Homo saoiens dvstrobrevin. beta (DTNB), transcript variant 3, mRNA j 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 01SQ02 


Homo saniens progestin induced protein ODD 5). mRNA 


NM_000777 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
nolvneotide 5 CCYP3 AS). mRNA 


nm nno7M. 


Homo saniens cvtochrome P450. subfamilv HA (phenobarbital-inducible), 
oolvneotide 7 (CYP2A7). transcript variant 1, mRNA 


NM 030589 


Homo saniens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NM 000762 


Homo sapiens cvtochrome P450, subfamily DA (phenobarbital-inducible), 
polypeptide 6 (CYP2A6), mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


NM 033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged helix/forkhead transcription factor (HFH1), mRNA 


NM 018476 


Homo saoiens brain exDressed, X-linked 1 fBEXl), mRNA 


NM 07? 1 S4 


Homo saoiens up-reeulated bv BCG-CWS (LOC641 16), mRNA 


NM 003773 


Homo saniens hvaluronofflucosaminidase 2 (HYAL2), transcript variant 1, 
mRNA 


NM 032794 


Homo sapiens NG22 protein (NG22), mRNA 


NM 030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 
(TLKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF11), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (Hgand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


T-Fnmn Q^nipns Qarpolinin fST M^ mPMA 

XXUllIU oajpitixo oax^Uxipxll ^OXjlNy, XIlxVlNrV 


MM 00176R 


XxOIXlU SdpiCllS pilOopilupiUlClIl ClUluIlCQ in dSlXOC/yieS Ij ^iLn 1 J ) y IlxlvlN/V 


MM 009010 

XNXYX UUZV/Xv/ 


X1UII1U £> dpi Clio XlUlUUXdoL glOYVlli XdVlUX 7 ^glld-ddl Valulg XdL/lOXj )) ITXlvlNxT. 


NM_033215 


Homo sapiens protein phosphatase I, regulatory (inhibitor) subunit 3F 

fPPP1 P3TH mRNA 

y± x x 1 IVjr J, X1XX\XNX\ 


XNXVl__U J Z / 1 


nomo sapienb i-auyigiyccrui-j-pnospnaie w-acyiiransierase x ^lysopnospnauuic 

ar*iH ar»A/ltrancfpi*2»cp q1t»Viq^ fAfvPATPl 1 mUXTA 
axtiKl ax>yi\X dlloieiaoc, aipildy ^/A-VJTx .rV X X llXXvXN/A. 


My 099 1S9 

XNlYX UZZUZ 


Ufimn cartipnc PP1901 nrntpin fPP19ft1 i mPM A 
XxUIllU odpiCllo XT X 1ZU1 LJiULCIll \x x XZUXJ, IIXX\XN/\ 


NM 03399S 

XNXY1 UJJ^J 


XJ.UIIIU odpiCllb V/UJJ allU OUoill IXlUlLipiC UOIIIdUlb X yL^OXYXX-/ X ) 9 IIUVlN/v 


NM 014S0S 


TTfvmrt CQtri/^n c nrttoocn itn 1qt*(tp p/vnfliTP't'iiTtPP < n o1^»iii'iYi_or*'fiT7?i+**/ , 1 /^^otitiaI 
XxUiilU aapiCllo pULaooXUJIX XaXgw UUIlUUL/UlXltvC ^aiWXUXXX'alvUYaLCU. LlldiillCl, 

suhfamilv M beta member 4 OCPNMTM i m"RNA 

kSLLUxcLiiiiLy ivXj L/vicL xxix/iut/bi "t yxw»^x i i vx x_/ ~ IIXXVX^I^V 


NM 032559 


ITnmn ^aTjipn*; kine^in "nrotpiii n.OC84643 i ml^MA 


NM 015394 


Homo sanien<? 7inc finoer nrotein 10 fKOX 1 1 f7Nl?10i mRNA 

IIUIUV/ OuUlvllu i-ii J IV/ XXXlgVl L/XV/lwXit X v UVUA X I I ^IX XV/ /j ""V * / f 


NM 003388 


Homo sanierK evtoti1a t »mie linVer 2 feTYT.N9 1 tTanseriTit variant 1 mRMA 

XX\J111AJ OdUlvlli) v V IvylctOlliiv XXlUVvX \ v/ IJUli^l) UCUlOvl IL/l VwXXuXXv Xj XXXXXX^Ixx 


NM 032736 


flffittin QanipnQ toi*<?iii familv 1 member R ^toTQiii rTOR 1Ri mRNA 


NM 039689 


Rnmn «;ar)ipn«; bvnntbetiral nrntpin MnCI 3071 (\JiC\C\ 3071 i ml^MA 


NM 032227 


Homo ^atjieTK? hvoothetical nrotein FTJ22679 fFT T22679 1 mRMA 


NM 014506 


Homo ^atiipn<3 tor<jin familv 1 mpmberR Oor^in i rTORH^ i mPMA 


NM 030900 


T-T(imn ^amen^ nell evele nrooTPQ^inti 9 "nrntpin ftTP9i ml? MA 


NM 030758 


Homo sapiens oxysterol binding protein 2 (0SBP2), mRNA 


NM 017698 


Hnmn Qarvipns bvnntbpriral nrntpin FT T9967Q {VJ T9967Qi mRNA 

IxUlllU oaUlv^xLo 11 y V\JlllKsll\sCLL LrlUlvlll x JLvJZ-Z- v / v 1 1 I^Jz,Z.U ( y f } lllxvlii*. 


NM 018925 


Wnmn car\ipnc nrtrvinlntT nf I" 1 plpoanc cmii.1 rQTWTTT_1 i mP TSTA 
XxUiilU oo-piClXo XxUlUUlUg l/X ClCgailo MX1U~X ^OXYXU'l ) t uUSJlSsX 


mm 016985 
rN lvi u l ozo j 


xiuiiiu bd.pi tiio xvx ixppei-i live xdv/iur iz ^jsjup x^j», iixXviN/v 


NM 007249 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


XN1VX UvWDt 


XxUino sapiens uaixs-goigi neiwoiK proiem z ^xvjvjxjXNZ^, nxi\xN/v 


AJM 00 Ail 1 1 


nomo sapiens i-at/yigiyceroi-j-pnuspnaie vy-dcyitransierase x ^lysopnospnaiiaic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


x>xvx wh / *+y 


nomo sapiens ecu oycie progression z protein v i^Jrx\zj, lxxxxiNrV 


MM 0009R5 


xiomo sapiens pepuaase xj ^riirjjj, mtviN/v 


MM 001467 

1N1YX UU 1*tU / 


xiomo sdpiens giui/osc-o-pnospiididbe, ixdiibpon ^gxixLObe-o-pnospnaiej proiem i 
^n6PTH mPMA 

l^\sJUx A X J, llixNJLNxTk. 


MM 033 1QR 


Xxuxiio bdpieus pxiospxiaiiuyixnubiioi gxyv/dnj uidss o ^x^xvjro^, iixXviN/v 


MM 009090 

XNXYX vvZ.7Zv 


noino sdpiens xcguidLory xdLior a., h ^inxiuent/cs iUjA cidss xx expression^ 
(RFX4), mRNA 


MM 018Q44 

X>1Y± UlOy'rT 


TTrtTTin cqtyiptic plirnmncrtmp 91 r\T*PTi rt*vt Aimer ■fi*Q"rrn a A.^ ( ^9 1 f\i*fid.^l -rnT?M A 

Xxuiiiu sapiens v/ixx oiiiusoxxie zx open redumg xxdiixc *tj y\_/ZxoxxH'j ^, riixviN/\ 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


MM OT10RQ 


iiomo sapiens nypoinencai proiem rx-jzzx xj \rx-uizzx x j), mxvtN/\. j 


NM 016015 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


mm ni^ono 


nomo sapiens iny-x co-xranscixDeQ {LKjK^yHLyjjj, rnxviNrv 


NM_033093 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 

rnP/MA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 


NM_033091 


Homo sapiens tripartite motif-containing 4 (TR1M4), transcript variant beta, 
rriKNA 


MM 0H017 


nomo sdpiens inpdruie moiir-containing *t v xxmxyxh^, LXdnscnpt variant aipna, 
mRNA 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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NM 032864 


TTrrmn Qarnpnc Twnnthptirnl r»mtpin FT T14036 fFT T14036i nYRNA 

A 1 villi/ oapidlo XXy y\J lAlvlllsal fJIOlCIll ri>Jl*t7JU ^JT A^l X*t7 JKjJy IXlAVlNzV 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NM 037SR3 


XaOIIIO octpiCIXb AX X^-DlIXUXng CaobCLLC, SUO~XaIIXuy A Ax/XVJJvx J y IIltylllL/Cl X 1 
^/iA^V-zV^X X J, 11 IXvlN/v 


NM 032284 


Homo sapiens hypothetical protein FLJ14936 (FLT14936), mRNA 


XN1VA UJZiu^ 


xaoiiio bapxcub nypouicixt/dx protein riuj ioqih \vi~>j xooi'f/, ixxxvina 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FADS3), mRNA 


NM n??79£ 

XN1YX UZZ/ZO 


xiomo sapiens eiongauon 01 very long cnain iatty acias (rJixNi/xMOZ, oujcvh/aIIOJ, 
yeast)-like 4 (EL0VL4), mRNA 


NM 0 1 ^ 1 69 

1NXVA UlJl OZ 


xiomo sapiens npiuosin \a>vj x ^, mi\iN/\ 


NM 09 1 1 76 

XNXYX OZ ll/O 


xiomo sapiens isiei-specmc giucose-o-pnospnaxase caiaiyxic suDixnii-reiaiea 
protein (TGRP), mRNA 




xiomo sapiens nuuix ^nucieosiae aipnospnaxe luiKea moiety y^j-iype motii 4 
(Kn rr>T4^ m RNA 


NM 010001 


Aiuixxu oapicxid picuKoiiiii xxuixiuxogy uomdiu-voniaxixxng, iamiiy t\ 

rTiViAQT^ViAiTiAciHH^ HinHinrr cr\pr»i"fip^ mf*mV\f*r *X APT T7TTTTA^^ rnT? "NT A 
^JllUaL/llUiXlUolllUC UXXXUillg opCLlXIU J IXICXI1UCX J \i 1 ji^r^ g\r\ J IIlX\aN/\ 


NM 01R9Q3 


aauiixu aapxcxid xiypuuicLiuai proLcin rxj \.\)yy I \r x^j ixjyy / y s xTLtvi.N/\. 


NM 015094 


AAUillU oaLJlCLLa AiidoC, XI ' llcUX2>pUI LXXXg lyoUoUXTlai ^YavlXUldi pXIJLOXX piXXXip ), 

member M (ATP6M), mRNA 


NM 015952 


Hnmn qanien<? PTD01 3 nrntHn fPTDOl 3^ mRNA 


NM 015800 

INIVJ. vl J077 


Urtmn CQniPTic iMitafivp 0"1vr»r»1ir»i/1 traricfpt* T\rr\tpir» fT O^^lft^Zl^ tnPXTA 

xnuinu oapiciio puiaixvc gxyvunpiu ixcuxoxcx pxuicux \lj\J\^j lkjjhj^ xixxvi^/v 


NM 016300 

XNXYX U A vjv/ 


Aiuxnu txipicxit) xcuiyixic caxooAyi meinyiiTansierase ^AvVyXVA x ) t iiitviN/v. 


NM 013345 

XNXYX v 1 JJ 


xiuiinj adpicus vj proicm-coupxeu receptor ^oz/yj, nxxviNA 


NM 019998 

XNXYX VlZZrZO 


"HntTlrt MniPfic tm1iti_1i1^p tiMti cprmfi'nn '^o^»^'/^T• AOTT H\ tviP"NTA 
XT.UXI1U baLilCIlo pillIX-lliLC UctllbC'i lpilUIl XaUlUr \x XX-»X> j, 1TXIVIN J\ 


NM 006886 

XNXVA_ V/l/vJOOl/ 


XAUiiiu bapiciib /\aa byimidbc, Ai~ irdnsporiing, niii.ocnonun.ai r i complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


TlVvmn caniptiQ ititprfpron rpoiiln+Arv fnftor ^ / 1 1> T7^^ i~rar\ corint variant 1 mPNA 

±M\Jl.ii\J oayx\>Llo 111 tvl Id \Jlx XCgUiaivJLj Aot/LUl J ^AAVrJ^j U.ailoL/1 ipi VaXlalXl X, IllIVLNxA. 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 

XN 1VX Vv*t*tU*t 


xiuiiiu bdpicno xiuruuutbi growm xacior o \r\jrj) y nanscnpt vanani i, nitsJNA 


NM 033143 

XNXYA V/JJltj 


AAunio oapicxio xiuiuoiabL growm iacioi ^ ^rurj ) 9 LTanscnpi vanani z, mxvxN/\ 


NM 020638 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


1N1V1__V/UU 000 


xiomo sapiens xiuroDiast growtn xactor i (acioicj (rtjrrlj, transcript variant L, 

nAXvLNA 


IN iVX_vj j 1 j / 


xiomo sapiens noroDiast growm iactor l ^acicncj (^rLrri ) y transcript variant 3, 

rnRNA 


NM 032102 


Homo sapiens Splicing factor, argmine/serine-rich, 46kD (SRP46), mRNA 


NM 033136 

XNXYX V/JJlJVJ 


xiomo sapiens xiorooiabi growin xactor x ^aciaicy ^rvjrri ) ) transcnpi variant z, 
mRNA 


NM 0090S9 


AlUmU bapiCIio XXDUoUIIXal pXUvCXn OZ \X\A oZj, mxviN/v 


NM 033130 


xi ouio ixipienb biaiiu doiu oxnuxng xg-iiKe lectin xu ^oivjrX-.xiv> 1 u^, mxviN/v 


NM 090665 

1N1YX v/ZUOOj 


xiomo sapiens Kioney-speciiic memorane protem v,jna-i / j, lxxKiNA 


NM 033180 

XNXYA__UJ j X OU 


xiomo sapiens ojiaciory receptor, iamiiy dx, suDiamny x>, memoer z ^ukdixszj, 

mPNA 


NM 033170 


xiomo sapiens oixauiory xcucpior, xamny ji, suoiamiiy o, memoer *\ [KJjxj ld^j, 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type IT (PDI2), mRNA 


NM 015894 


Homo sapiens stathnain-like 3 (STMN3), mRNA 
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NM_032491 


TT • 1 am w> a a** F% T TT A * \T'\T * \ 

Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein FLJ21432 (FLJ21432), mRNA 


NM 021830 


Homo sapiens chromosome 10 open reading frame 2 (ClOorfz), mRNA 


NM 017972 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NMJ)20398 


Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains l 
(eppm) (SPINLW1), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 


NM 019113 


Homo sapiens fibroblast growth factor 21 (FGF21), mRNA 


NM 017926 


Homo sapiens hypothetical protein FLJ20689 (FU20689), mRNA 


XT* M t\"\ X* A A A 

NM 016444 


Homo sapiens zmc finger protem 226 (ZNF226), mRNA 


NM_015966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 

T\ 'VTA 

mRNA 


NM 015919 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


NMJ)07096 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specific, mRNA 


NMJ)02007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transfonrung protem 
1, Kaposi sarcoma oncogene) (FGF4), mRNA 


NM_001833 


Homo sapiens clathnn, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, rriRNA 


NM 022143 


Homo sapiens NAG14 protem (NAG14), mRNA 


NM 005292 


Homo sapiens G protem-coupled receptor 18 (GPR18), mRNA 


NM 001371 


Homo sapiens dynem, axonemal, heavy polypeptide 8 (DNAH8), mRNA 


NM_012276 


TT ' I* .J.* 111*1 *1 « 1i"»'1A/*i1 • 

Homo sapiens leukocyte lmmunoglobuhn-like receptor, subfamily A (without 

rrf» r J \ -t jt /tt rrvtx t*» "VTA 

TM domain), member 4 (ILT7), mRNA 


NM 012092 


Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 


NM 032447 


TT * C~ 1 *11* 1 /Tr T A A 1 T\"VT A 

Homo sapiens fibnlhn3 (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


NM 032379 


Homo sapiens synaptotagmm-like 2 (S YTL2), transenpt vanant b, mRNA 


NM 024690 


Homo sapiens mucin 16 (MUC16), mRNA 


NMJ) 18558 


Homo sapiens gamma-ammobutync acid (GABA) receptor, theta (GABRQ), 
mRNA 


NMJ) 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21), mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NM_J)06545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM__005398 


Homo sapiens protem phosphatase 1, regulatory (inhibitor) subunit 3C 
(PPP1R3C), mRNA 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 

Tl XT A 

mRNA 


NM 032800 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


Homo sapiens fatty acid desaturase 1 (rAJDSl), mRNA 


NM 031428 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(Ins(l,3,4,5)P4-binding protein) (GAPHP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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NM 015984 


Homo sapiens ubiquitin C-tenninal hydrolase UCH37 (UCH37), mRNA 




Homo sapiens angiopoiean-like 4 (ANCjJrlJL4), mRNA 


INiVi UIOIjO 


Homo sapiens myotuoularin related protem 2 (M1MK2), mRNA 


NM_006667 


Homo sapiens progesterone receptor membrane component 1 (PGRMC1), 


NM 006312 


Homo sapiens nuclear receptor co-repressor 2 (NCOR2), mRNA 


XTA/f aa/sioa 

1N1VI_UUOjZU 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 




Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


xnv/f ai <ioa 
N1V1_U1 D32U 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1, mRNA 


XTAyf A 1 A A A Q 

JNM U 14448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


XTKyf AAC/1QC 

JNM_UUD43!) 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 


lNlVl__UU t T / ZJ 


nomo sapiens rno/rac guanine nucleotide exchange tactor (Cjbr) 2 (ARHGEF2), 

ml? XT A 


NMJ)04706 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 (ARHGEF1), 

mPlSTA 
ulivLNA 


jnjvi uu i Uj i 


Homo sapiens noosomai protein o2o (KJro2oj, mKJNA 


J.NXV1 UUIUJU 


Homo sapiens noosomai protem oil (metallopansnmulin 1) (KFo27), mRNA 


NM 001029 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


JNM Uuzyli 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 


XTA/T AA^/CC^ 

JNM_UlDuo!> 


Homo sapiens CjH*21 repeat domam-contaimng l (GTF2IRD1), transcript 
variant z, itlkjna 


NM 005117 


Homo sapiens fibroblast growth factor 19 (FGF19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


1nM_UUj /oj 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
memorane sector associated protem Mo-9 (Ar loMo-9), mKJNA 


XTA/T AA1 C/1C 
INM UUlo4o 


Homo sapiens collagen, type VI, alpha I (CUL6A1), mRNA 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial earner; Graves disease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protein, mRNA 


INM l>Jzy4j 


Homo sapiens synaptotagmm-like 2 (SYTL2), transenpt vanant a, mRNA 




Uawih nnm'aHn i-i. LLJ tTt.ul* - /OA M ' 1 ' F\.T\ - - - "VTA 

Homo sapiens smootneJm (bMl JN), mKJNA 


fvTA/f AAA/11 1 


Homo sapiens iioiocarboxylase synthetase (biotin-[propnonyl-Coenzyme A- 

porn /*\Y A dCP 1 A I TJ h'»;nrr\1'l rc-in rrM liitnca^ /TJT ^~ , 0 > V rnDXT A 

carooAyiase ^Aijr-nyaroiysmgjj ngasej {HiA^oj, mtvoNA 


NM_030777 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 10 

f P7 A 1 fV\ mPXT A 


INiVl vzzoy / 


nomo sapiens jvain omaing protein i / ^kajnha i /), liuvN A 


NM 015339 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


JNM U 15024 


Homo sapiens RAN binding protem 16 (RANBP16), mRNA 


XTX4" ATIA/1/r 

JNM 022046 


TT * 1 tl ?T * . _ 1 a /tr T T^" 1 A \ TT\T A 

Homo sapiens kalhkrein 14 (KLK14), mRNA 


NM 090041 


xiuiiiu bdpiciia ouiuic earner idmny z ^iacniiaieu giuouse uansponerj, memoer y 
(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NMJ)19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA _ | 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRT) mPNA 


NM 006568 


Homo sapiens cell growth regulatory with rine finder domain fmn 1 <n mRNA 1 


|NM 004841 


Homo sapiens RAS protein activator like 2 (RAS AT. 9.) mRNA 1 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14Y mRNA 1 


NM 003244 


Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GAB AR APT 2) \ 
mRNA ] 


NM 006047 


Homo sapiens RNA binding motif Drotein 1 2 fRBMl 2\ ml?NA I 


[NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA | 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA | 


[NM 022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled 12 (P2RY12) \ 
mRNA j 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domain.^ rnRfft mPNA 1 


1 NM 018144 


Homo sapiens Sec6 1 alpha form 2 fFLJl 0578V mRNA 1 


1 NM_032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA | 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 amha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3) mRNA 


NM 020358 


Homo sapiens ring finger protein 1 8 (RNF 1 8\ mRNA 1 


NM _005882 


Homo sapiens macrophage ervthroblast attacher Hvf AF,A) mRNA i 


NM^O 16523 


Homo sapiens killer cell lectin-like receptor subfamilv F member 1 fKJ PT?n 
mRNA j 


NM 014141 


Homo sapiens contactin associated protein-like 2 fCNTNAP^ mi?NA i 


NM 006862 


Homo sapiens tudor and KH domain-containing Drotein fTOttTTm mRNA i 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2) mRNA \ 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101). mRNA 1 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3). mRNA 1 


NMJ)02558 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel 1 <T2RXn 
mRNA 


NM 006712 


Homo sapiens FAST kinase (FASTK), transcript variant 1 , mRNA | 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2 mRNA 1 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA | 


NM_003852 


Homo sapiens transcriptional intermediary factor 1 (TEFl) mRNA 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA | 


NM 021013 


Homo sapiens keratin, hair, acidic. 4 (KRTHA4) mRNA 1 


NMJ)04068 


Homo sapiens adaptor-related protein complex 2 mn 1 Qnhnnit {at>o*\ai\ 1 
mRNA j 


NM 006803 


Homo sapiens adaptor-related protein complex 3. mu 2 subunit (AP3M2) ! 
mRNA 


NMJ)05498 


Homo sapiens adaptor-related protein complex 1 mu 2 subunit (AP1M2) 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA). transcriDt variant yeta mRNA 1 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA) tran^crint variant pncilon mP>JA 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA). transcript variant gamma mPNA 


NM 032978 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA | 


NM 032975 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant alpha, mRNA | 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3 , mRNA I 


NM_001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 1 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA ( 


NM 001026 


Homo sapiens nbosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 ] 


Homo sapiens nbosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM_024416 


HoiTlO SaDienS OSteOPlvCin AvstenuiHlirfiVP farfrvr rrtimp^Qn^ /'AfTKA trimcr-rmt ! 

uoiwvgi j wn yv/oit<wiiivii*L/U vt» lavLUI, IlilXXlCvall J 1 V/UIN J, IXdllovlipi j 

variant 2, mRNA 


NMJ)33014 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1, mRNA | 


NMJH4057 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA j 


NM 016152 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


1 Homo sapiens retinoic acid recentor beta fRARR^ tran^rrint variant 1 mRNA ! 


NM_032977 


I Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant D. mRNA ! 


NMJJ32976 


1 Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant C. mRNA 


NMJB2974 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant B, mRNA I 


NMJ)01230 


1 Homo sapiens caspase 10» aooDtosis-related cvsteine nrntf»»<3f» fPASPIfh 
transcript variant A, mRNA | 


NM.032992 


1 Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA [ 


NM_001226 


| Homo sapiens caspase 6, apoptosis-related cvsteine nrotease fPASPtfl trancm'nt ! 
variant alpha, mRNA j 


NM 033133 


1 Homo sapiens 2',3-cvclic nucleotide 3' ohosnhodi esterase (CKIPi mPMA j 


NM 033125 


Homo sapiens organic cation transporter OKR 1 fOTCRn tiVRWA 


NM_020349 


I Homo sapiens ankyrin repeat domain 2 (stretch resnonsive muscled (ANTCRTY^ 1 
mRNA 1 


NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal) fRYRl) mRNA 1 


NM 016930 


Homo sapiens syntaxin 18 (STX18), mRNA I 


NM 014808 


! Homo sapiens KIAA0793 gene product (KIAA0793\ mRNA 1 


NM 005428 


Homo sapiens vav 1 oncogene (VAV1), mRNA j 


NM 005747 


Homo sapiens elastase 3 A, pancreatic (protease E) (ELA3A), mRNA 


NMJ)00922 1 


Homo sapiens phosphodiesterase 3B cGMP-inhibited rPDE^B) mRNA 1 


NM 033069 


Homo sapiens ADG-90 protein (ADG-90), mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo saniens SMART/HT) API a<;<:nriatprl r^rvrpccnr rwvvr^iri /'ct^A^?p^ tWdtvta 


NMJ>32984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmental^ down-regulated 2) (CASP2), transcript variant 4, ! 
mRNA | 


NMJ)32983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed. develoDmentallv down-repiilated 9^ (CA^V)} trnncrrA-ni i70T-i<*n+ 1 \ 
mRNA | 


NMJ)32982 


Homo sapiens casnase 2 anonto^i^-related cv^fpitip nrntp^cp ^r»AnrQl nrprnrcrtr 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1, 
mRNA 


NM 032957 ! 


oojj/i^no luuiui iicui ut>ii> lacLui ict/cpiur oupenamny, memoer oDj oecoy ' 
(TNFRSF6B), transcript variant 1, mRNA 


NM 032945 


o°piwia luiiiui iicL-rubib lat/tur icv/cpiur aupenamiiy, memoer oo, cecoy 
(TNFRSF6B), transcript variant M68C, mRNA ' 1 


NM_001224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM 015647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy i 
(TNFRSF6B). transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 | 
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(TNFSF1 1), transcript variant 2, mRNA 


NM_003701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF11), transcript vanant 1, mRNA 


NM_005409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(SCYBll),mRNA 


NM_005035 


t t * 1 j I x \ t i \ ♦ i * 1*1 j' ■ s- -v «■ 4 « » , 4 v *■ ^ yr-»v y T"\ **4 /rn\ 

Homo sapiens polymerase (RNA) mitochondnal (DNA directed) (POLRMT), 
nuclear gene encoding nutochondrial protein, mRNA 


NM_006980 


Homo sapiens transcnption termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudm 4 (CLDN4), mRNA 


NM_032996 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
vanant beta, mRNA 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 

• * 1 1 T"% T A 

variant alpha, mRNA 


NM_J)04346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
vanant alpha, mRNA 


NMJ)32991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
vanant beta, mRNA 


NM 033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 

T\ "VTA 

mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


NM 033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


NM 033006 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcnpt vanant D, mRNA 


NM_033005 


Homo sapiens death effector filament-forming Ced-4-hke apoptosis protein 
PEFCAP), transcnpt vanant C, mRNA 


NM_033004 


Homo sapiens death effector filament-forming Ced-4-hke apoptosis protein 
(DEFCAP), transcript variant A, mRNA 


NMJ) 14922 


XT' * 1 ll /V* ^» « • y** 1 >4 1 **1 t * J • 

Homo sapiens death effector filament-forming Ced-4-hke apoptosis protem 
(DEFCAP), transcnpt vanant B, mRNA 


NM 000088 


Homo sapiens collagen, type I, alpha 1 (COL1A1), iriRNA 


*X T"fc Jt f\ 1 f\ 1 /\ **** 

NM 019105 


Homo sapiens tenascin XB (TNXB), transcnpt vanant XB, mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM_033029 . 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 
mRNA 


XT* AT ATlrtAO 

NM 033028 


TT _ ' _ T~» J A, f\' J1 J A /TT>T"»0 A\ fl\T A 

Homo sapiens Bardet-Biedl syndrome 4 (BBS4), rnRNA 


NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), rriRNA 


NM 020137 


Homo sapiens GRIP-associated protem 1 (GRASP1), rnRNA 


NMJM5133 


Homo sapiens mitogen-activated protein kinase 8 interacting protem 3 
(MAPK8IP3), rnRNA 


"XTX AT /\ 1 Af\f\S 

NM 014006 


TT * * _ Til 1 1 • _ i . j i • on A/~\ t /'OX 1 \ T> XT A 

Homo sapiens PI-3-kmase-related kinase SMG-l (SMG1), mRNA 


NM 021914 


Homo sapiens cofilm 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protem CAB56184 (CAB56184), rnRNA 


JNM Uizyzi 


Homo sapiens nypotnetical protem MCjCloUiij (MucioUzjj, mKiNA 


NM 032917 


Homo sapiens hypothetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FU14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mRNA 


\im 019^0^ 


XJi-\t"Y-«/~v cortipnc fl TYrnf PiTi-pnnnlprl TPPPtvtnr elf" I T*i mP "NT A 

xxuiiio bctpicno vjr pruiciii-v/uupicu rcwcpiur mi ^ox^x j 9 iih\j.n/\ 


"MM 0^9377 


nomo oopicnb nypoincuxvai pruiciu ivxvj\_^ t +J t +:7 ^ivivjrv^'r JHyj y ixiiviNrv. 


MM 019^96 
INxVx Uj<6JZO 


TTnmn carvi p-nc hvnnthptiral nrntpin MfrP46l 8 fMY~5P461 Ri m'RNA 
xlUIIlL) oapiCIlb liypUlUCUoai piUlClU 1V1Vj\^*tU1 O \ L lVxVJVy t rO 1 O^j IliXviN/x 


MU 0^9306 


Unmn esmipne hvnnthpriral nrntpin Mf?P10Q74 fMnP10Q74i m'RNA 
xxuiiiu oapiciiD iiypuiiicuvai piuicin iyivj kj iu / *t \iyi\j\sL\jy /Hj) iiixvin^a. 


MM 019981 


TTnmn Qflnipn<3 hvnnthptiral nrntpin "nKF7nS47T016 frYK"T?7nS47T016i mRNA 

XXUIIIU ou-jJIClla liy LJUUlCUl^al LJlUlClll i/ISXijpJ*r / JU JU ^ A-/l\-»r Z> p J*t / JU -JvJ/j iUXVlNxA. 


"NTM" 01S6SO 

lNXVx v l J O J\J 


TTrvmn enmpne mipTYvhThnlp.. intpmptincr nrntpin that oocru^tafpc vxrirh IT? AT71 (~\A\ P— 
XXUIllU oapivilo IIllUIULUUUIC-lLllCloUUIlg piUlClIl Lildl aboUvIalCb Willi lAVrVX' J \JyiXL - 

T3 1 mRNA 


NM 011487 


TTnmn cianiVns hvnnthptiral nrntpin MGP4604 fMnP4604i mRNA 


NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


nm omozi 


TTrM-nn car»ipnc KvnotVipfipal -nrntpin MPJP490^ HV/i PP/19Q'^^ m'RNA 


NM 011911 


U/xmn conipnc V»\mntVipti pa 1 nrntpin Mf"5P^ 944 fAACZC'^OA/Vi mRMA 

xiurno bdpiciio xiypouicuvai proicin ivivjv^.jzhh, ^ivivjv-'.jzhh^, iriivf\/\ 


NM 01190R 

1N1VX UJUl/O 


Unmn Qa-nipnc hvnntViptirnl nrntpin fj'K'Fyn^ 66 T9 046 n^l^F7PS 66 T9046^ mRNA 


NM 010Q94 


Unmn Qn-nipnQ livnntliptirnl nmtpin PRTD-NV? rpRTTi-NV^^ mRNA 

xiuiiiu oajpiciio lljf UVFUlCU\^ai ^/iUlClll IJVIL/ IN X J ^AXvlJL' IN 1 JJy lllxvlN Ji. 


NM 010894 


Unmn QnnipnQ KvnntlipHpal "nrntpin FT T14^56 ^FT T14^S6^ mPNA 


NM 010611 


TTnmrt canipnc crVhitp rflrripr fnmilv 9S rmitnpVinnHrinl fYYnrlipnrhfVYvljitp parHpr^ 
xxuuiu oajpiciio oyiuic i/aiiivi laiiiiijr z,v/ ^iiiitu^/iiviim lai UAUUii'di uuAyiaic wtuiici^, 

member 21 CSLC25A21 , 1 mRNA* 


NM 024571 


Homo saniens hvoothetical orotein FLJ22940 n 7 LJ22940 1 mRNA 


NM 025015 


Homo <5fl-nien<? KTAA0417 eene nroduct rKTAA0417i mRNA 


NM 024103 


Homo saniens hvoothetical orotein MGC2615 rMGP2615 1 mRNA 

X. lull iw OuUlvllJ 11 J L^V/lrllVLlVUl UlUCvlll lrl\J\y«(V/U IIVIVJV/AUU If llll.Vl.Tik 


NM 010S7K 


TTnmn «:anipnc; hvnnthetical nrotein MGP409^ fMGP40Q^^ mRNA 


NM 014015 

IN1YX Ul'tUlJ 


TTrtmrt ojmipnc 1V4~VT F •niritpm /TvTVT F^ mRNfA 

XXU111U odpiCIlo 1V1 X l-i Lj U1ULC111 ^IVX X x-ii-i J, lillVlN^V 


NM 075004 

JLNXYX UAJU/t 


Unmn csmi'pnQ hvnothptipfll rjrntpin FT T991 84 (VI T991 R4i mRNA 

XXv/lllU oaUlvllo liypvUlvUlL'al \JL VJtt/ill X JLJZ.i.lO'T ^X XjJ^«Z» 1 IIUVXN^A. 


NM 095078 

1N1YX \J£* Ju / O 


TTnmn Qanien<: hvnnthetical nrotein FT T22^78 fFT T29^78 1 mRNA 


NM 095061 

JLN JLYX v^s. Jvvl 


TTnmn Qanipns hvnnthetipal nrn tp in FT T9^490 fFT T9^490i mRNA 


NM 094967 


TTnmn ^anipriQ Tjvnntheripal nrntein FT T1 16^7 fFT T1 16^7^ mR7\TA 


NM 094RQ8 


TTnmn Qam'pnd livnnthpriral nrntein FT T997S7 fFT T997S7i mRNA 

XXl/lUU oo.pi Clio liy pvLllt/LlOdl piULVlll X XjvFZfZ< / _/ / ^X XvJZ.^/ J / 111IVLN/A. 


NM 094877 

1NIYX V/Z,*"tO / / 


TTnmn «:anipn<5 hvnnthptiral nrntein FT T1^965 fFT T1396Si mRNA 
xxwiuvj oajpiciio liy pL/uiwuv^oi jjiuiviii x XvJ i jz>uj ^x i-iJ i j^uj y s iiuviNr^. 


NM 094796 


TTnmn caniprn: hvnnthptiral nrntpin FT T99S97 fFT T99S97i mRNA 

XXU111U oapiCIlo liypUlllCLlUal piUlClil JTX^JZ>Zf JZ> / ^fljJifZ. J<6 / y 9 111 iVi N r\ 


NM 09471 Q 

1N1YX V/X*t/ 1/ 


Unmn Qflnipnq hvnnthptiral nrntpin FT T99474 fFT T99474i mRNA 

XXUlliU oapiCllo liypUUlCllual pitJLClll rL/JZ,/, 4 ? /*+ yiT LjJ JuJLH i "-r J 9 lllXvlN/i. 


NM 094600 
iniyx \j xtuyu 


TTnmn c»niVnc nvnnthpHrjil nrntpin FT T90R08 fFT T90R0R^ mRNA 

XXUXIIU oapiCIiO liypULUClll/al pivLCiil ITX^JZ.V070 ^XJUZ^O/OJ, lllXVLN/\ 


NM 094508 


TTnmn canipnc hvnnthptiral nrntpin MGP10706 fM"GP10706i mRNA 
xxuiiiu oapiviia iiypuuicuwai piuLcm ivxvjwiw/7vi yxvi. vJ \s i \j i y \jj } iuxvin/a. 


NM 094141 

1N1YX V/Zf*TJ*Tl 


TTnmn ^anirnQ hvnnthptiral nrntpin MGP40^4 flvfGP40S4 1 mRNA 

XXU111U odpiCilo liy pUUlCLlval |JlULfclll IVXVJ^^TV/Jt ^1VXVJV^*TV J*Tyj liUVlN/A. 


NM 024064 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


1N1VX \j£*^\JZ.I7 


TTnmn canipnQ hvnnthptiral nrntein MGP^969 fMOP^969 1 mRNA 
xxwiiiu octpiciio iiypuuictiwo.1 L/ivHdii iyi\j\^rD£,\)z* \iyx\j\^ j£* , iiir\JiNr\ 


NM 023078 


Homo sapiens hypothetical protein FLJ13852 (FLJ13852), mRNA 


NM 091076 

IN XYX Ui»J \J f\J 


TTnmn cnnipriQ hvnnthptiral nrntein FT T9^^60 fFT T91360i mRNA 
xxuiiiu oapiciio iiypuuicuuai JJIULClll X^ J_«JZ> JJUU \I? ±jJZ*J JOVJ, liUVLN r\ 


NM 099849 


TTnmo cQ-nipnc h^mnthptirnl r\mt(*\r\ FT T99Q60 fFT T99060^ mRNA 
xxomo bapicno iiypumciivai piuicin r l»j z.z.y\jy yr jlj Ju&yyjy ) y iiix\j.n/\ 


NM 022737 


Homo sapiens hypothetical protein FIJI 3055 (FIJI 3055), mRNA 




xiomo sapiens nypoxnencai proiein tlj idkj^o similar to exponin jvi/\ai /zi 

nr fFT T1 30/161 mPM A 




nomo sapiens Air-omaing casseire, suD-iamiiy vt ^wriiiiiy, memoer o ^stcroim 

9^ f APlPPtRi mRMA 


NM 099 IIS 


xiomo sapiens popeye proiem z ir \jr/,j } niLvLNA 


NM 099066 

iNlYx_V/ZZUOO 


nomo sapiens iiKciy onnoiog 01 iuuubc: uDiquiiin-conjugating enzyme xiz-zjujv 
fE2-230Ki mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13 -like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 



Homo sapiens hypothetical protein DKFZp547Q146 (DKFZp547Q146), mRNA 



NM 019064 



Homo sapiens hypothetical protein (FLJ10832), mRNA 



NM_019012 
NM 018635 



Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP2), mRNA 
Homo sapiens hypothetical protein PRO2900 (PRO2900). mRNA 



NMJ) 18687 1 Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908) 
. mRNA _ _ 

NMJ) 1 844 1 I Homo sapiens peroxisomal trans 2-enoyl Co A reductase; putative short chain 

alcohol dehydrogenase (HSA250303), mRNA 



NM J) 1 8645 I Homo sapiens hypothetical protein HES6 (HES6), mRNA 



NM_ 017967 J Homo sapiens hypothetical protein FU20850 (FLJ20850), mRNA 



NM_017914 | Homo sapiens hypothetical protein FU20640 (FLJ20640), mRNA 



NMJH79Q5 I Homo sapiens hypothetical protein F LJ20623 (FLJ20623Y mRNA 

VFA/f nmio I TT • t " ,i 7~- , ~~. — ' . 1 ■ / 



NM_Q 1 7722 1 Homo sapiens hypothetical protein PU20244 (FLJ20244Y mRNA 

XT\>f rtH/T/TO I TT • ▼ ™ - . . . ' ! \ ■ — 



NM_01766 8 I Homo sapiens LIS 1 -interacting protein NUDE1, rat homolog (NUDE1), mRNA 
NM 017616 Homo sapiens hypothetical protein FLJ20004 (FU20004), mRNA 

N.TA K A1 O 1 Of I TT— * i .* ■ * « . '• . " 1 * ■ 



NM_018185 I Homo sapiens hypothetical protein FU10704 (FLJ10704), mRNA 

rW. I IV n fx ■ 0/\^ A I TT ^ • t . . • * \ *" : . . _ ^^~^™ ~' 



NM_018074 I Homo sapiens hypothetical protein FU10374 (FLJ10374), mRNA 



NM_0 1 8057 I Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 

NMJH 8049 J Homo sapiens hypothetical protein FLJ10297 (FLJ1 0297); mRNA 

NM_,018028 I Homo sapiens hypothetical protein FLJ1021 1 (FU1021 1), mRNA 

NMJH8000 1 Homo sapiens hypothetical protein FU101 16 (FLJ1Q1 161 mRNA 

'Km/r ni«in I tt • . . . « : " > 



NM 016510 I Homo sapiens putative selenocysteine lyase (SCLY), mRNA 



NM -° 1 6434 Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

(TNFRSF6B), transcript variant 2, mRNA 

NM_Q16289 I Homo sapiens MQ25 protein (LOC51719), mRNA 



NMJH6264 I Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 

1 (GIOT-2), mRNA 



NM_016149 I Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 

NM J) 15897 Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 

mRNA 



NM 016581 I Homo sapiens ECSIT (LOC5 1295), mRNA 



NMJ) 1 6479 I Homo sapiens hypothetical protein (LQC5 1 246), mRNA 



NM_ 0 1 6474 I Homo sapiens hypothetical protein (LOC5 1244), mRNA 
NM_016094 I Homo sapiens HSPC042 protein (LOC51 122), mRNA 



NMJH 5942 I Homo sapiens CGI-12 protein (LOC5 1001), mRNA 
NM_ 0 1 6475 Homo sapiens hypothetical protein (HSPC2 1 3), mRNA 

NM_016457 I Homo sapiens protein kinase D2 (PKD2), mRNA 

NMJ) 16111 I Homo sapiens KIAA0683 gene product (KIAA0683 ), mRNA 
NM_0 14049 Homo sapiens NPD002 protein (NPD0Q2), mRNA" 



NM 014963 Homo sapiens KIAA0963 protein (KIAA0963), mRNA 
NM_015571 Homo sapiens SUMO- 1 -specific protease (SUSP1), mRNA 



(KIAA0628), mRNA 
NM_014714 1 Homo sapiens KIAAQ590 gene product (KIAA0590). mRNA 
NM_0 14758 1 Homo sapiens KIAA0254 gene product (KIAA0254), mRNA 
NM_014065 1 Homo sapiens HT001 protein (HT0Q1), mRNA 
NM_014170 Homo sapiens HSPC135 protein (HSPC135), mRNA 



NM_015462 Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 
NM 015642 1 Homo sapiens zinc finger protein 288 (ZNF288), jn RNA 



NMJH5493 Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 

NM 0 14446 I Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 
NMJ) 13314 | Homosapiens B-cell linker (BLNK), mRNA 
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1 NM 007086 


1 Homo sapiens AND-1 protein (AND-1 1 mRNA 


NM 006701 


t Homo sapiens similar to S. pombe diml+ (DIM1), mRNA j 


NM 006300 


1 Homo sapiens zinc fineer nrotein 210 f7NF?10i rnRTtfA 1 


NM 006477 


1 Homo saDiens RAS-related on chromo<5omp 79 rRPP?9 i m"RNA 1 


NM 006087 


Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 


NM 006056 


1 Homo sapiens G nrotein-connlpd rerpntfir (\f% (OtVHf\6\ m"R"NTA 1 


NM 005815 


f Homo saniens Knmnpl -i*vnp rinr fi-ncypr (C*0W)\ (WW mPTMA ! 


NM_005817 


1 Homo sapiens cargo selection protein (mannose 6 phosphate receptor binding | 
protein) rTIP47) mRNA ^ | 


NM 005801 


1 TTfimn ^fJniPTlQ "niltntiv** frnnclcifirin i"r»ifiati/\n •foj^trtT* ^QTTT1 i •»-»-» T? XT A f 
i xxuuiu oaj^iciio puvalLVC Uallblaliun lnillaUOn laULOi ^oUll rnivlNA 1 


NM 005837 


! ri OTDn SfirilPriQ Pf^i"P7 /" Tvri^/^pccinrr rvF nrppnrcnr Q /-» £vt»£»t ri c-i a <="\ Virk-mrk1r\rr /UX^TJOn\ 1 

[ iivinu oapit/iio i / ^jjiiAsCoMiig \jl prcuurbur, o. t/crcvisiac^ nomoiog ti\JrJrZUi, 1 
mRNA 


NM 005776 


1 Homo saTiiVn < ? norniflion-liTrp ^r^TsTTT ^ mPXTA i 


NM 004970 


1 rifymn SflDIPnQ ITIQuIiti— llVf* crrr\n/+Vi 'fortrs-r Kin/litnfr nmimn or»-t/4 InKil^* rnVinmil l 

1 aavijiu oapit-na uiauiiii-iijvc giuwiii idv/Lui Dinuiiig proicin, acid laoue suounit 
fIGFALS) mRNA 


NM 004945 


I Homo sapiens dvnamin 2 (DNM9) mR*NTA T 


NM 004283 


Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 


NM 004548 


I Homo Saniens NAOW HpVivHrncrpnflCP ^liHiniiinnrip^ 1 V»f*to cnVir»r\mr\l*»v 1ft ! 
1 -»-*vijiv oupiviii} m~ns±i. LivJlIJf Ul V/gCIiaoC ^UUl^UlliUIlCy 1 UCld. oLlUdJlTipiCA, IV | 

(22kD, PDSW) (NDUFB10), mRNA 


NM 004124 


1 Homo sanienf? fflia mahirfiHnn fnrtnr hpta /'^rA/TRR^ mPMA 1 


NM 004877 


1 Homo sapiens glia maturation factor, gamma (GMFG), mRNA j 


NM 004907 


1 Homo KanieTIQ immpH late pari v rw-ntpiti /*PXP 1 01 ^ ttiPXTA i 


NM 004044 


j-iviiiu oapiciio j~aiiiiiiuiiiuuazoie-*t-carooxamiQe nDonucieoiiQe ' 
fonnvlTTan^feraseyiTVrP rvrlofivHrolacp ^ATTP^ mP"MA 


NM 004315 


s Homo sapiens N-acvl^nliinpo^iTiP flmidnfivflrolnQp ^nn'H pprQm^/^acf»^ / AC ATT\ 1 

mRNA 


NM 004846 i 


1 Homo Sanierif5 eillcarvotip trfmQintinn initintinn foptr^r 1 /PTI7zlt7T 7\ 1 
liuuiv oapjujo vulval y LlaJLiolallVil JLllillaLlUII laUlUi 4 tC™lHv.C J IxJJJT'rlvJ-rj 1, " 

mRNA 


NM 003765 i 


Homo ^aniens <rvntay in lO^^TVIO^ mUTsIA 


NM 003110 


Homo sapiens Sp2 transcription factor (SP2), mRNA | 


1 NM 003113 


Womo ^ariiPTic nnrlp^r qti+i npn Qr^lftft /QP1ftn% -rv»l>XTA i 
xiA/iiRj 5apiCll£> llUt/lCai allllgcn opivU ^oilUV/, mivLNxV I 


NM_000543 


Homo sapiens sphingomyelin phosphodiesterase 1, acid lysosomal (acid 
sphingomyelinase) (SMPD1), mRNA | 


NM 00107? i 


xiomo sapiens o wi/oiNr reiatea, matrix associatea, actm aepenaent regulator 01 

nhromfltin QiiTyfamilv n mpmV>*»r A /"QlV/f AT?r^A/l\ mT?XTA 1 
v/iiiuiiiaLiii, duuiaiiiiiy a, iiiciIlUCi •+ \&lylf\J\\^£\H) 9 mjcviN/V 1 


NMJ)02807 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 \ 
fPvSMDn mRNA ! 

IX UJ.TXJL/ 1 1, llLlvI^ii. [ 


NM 002704 ! 


xxuiiiu sapiviio piaicici udML pruicin ^liiC/iuucs piaieici Dasic protein, oeia- | 

t}irfimbnD r 1nHllllTl POTITIPpHv** tlccilf»_sir»tii/<Jti'niT n<ar»fi^p Ti"l r-if^i ifrrtrtVtil oofi\rofi-n rr 

uuuiiiuugiuuumij v/uimtuuvc iioouc-at'iivaung pcpuuc ill, neuuopnii-accivaiing 
peptide-2) (PPBP), mRNA | 


NM 000089 


Homo saniens collagen tvnp T alnHn 9 (C^CW 1 A9i mP'MA I 


NM 001687 i 


Homo QflTlipn^ ATP wnfhncp TJT-X. frnn cnarfin rr m-itnnVi/vn/li-ial T71 /«n-rvi-«l*»v AcAtn. \ 

xxujiiu oapitno mi oyiiuiia&c, xx~ u cuibpui Ling, miiounonQiiai vi complex, oeiia I 
subunit fATPSD) mRNA 


NM 020168 ! 


Homo saniens t>21fCDKNl A i-artivatpH Irina^p fPATf^ mP>JA 1 


NM 032657 1 


Homo sarnens hvnothetical nrotpin A/friPl OAd'y flV/TfrPI CIAA1 \ mPMA 1 


NM_032571 


Homo sapiens EGF-like module-containing mucin-like receptor EMR3 (EMR3), ! 
mRNA 


NM. 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA | 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


1 NM_024662 | 


Homo sapiens hypothetical protein FLJ10774 (FIJ10774), mRNA j 
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xriwr (\ia£ih 

JNJVJL \jzmK>3 1 


Homo sapiens beta-galactose-3-U-suliotransierase, 4 ((jrAL3M-4), mKNA 


JLN1VL UZ401 / 


Homo sapiens nypotneticaJ protein JrLJ 134Uy (bLi 13405/;, mKJNA j 


NM_020796 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic j 
uomain, ^semapnorinj o/\ ^oiiiviivoAj, mKJNA | 




riomo sapiens meinionine aaenosyitransierase jul, oeta \Mj\izd), mKJNA j 


NM 012231 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), raRNA 


1N1V1 UZU4ZO 


Homo sapiens C 1 .Lz gene (C 1 JLzj, mKJNA | 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


XTA/f A1 >1T7 1 

1NM_U14/ /I 


Homo sapiens 95 kDa retinoblastoma protem bmdmg protem; KIAA0661 gene 
pro (KIAA0661), mRNA j 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


"MTV /f 

INM_UI344/ 


Homo sapiens egi-like module contauimg, mucrn-like, hormone receptor-like 
sequence 2 (EMR2), mRNA 


xnv a AAiC/ioA 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


XTTV/f AA/CAO 1 


Homo sapiens pencentnn 2 (kendnn) (PCNT2), mRNA J 


NM 022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1, mRNA j 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA | 


NM__032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA | 


NMJM4146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 1 


NMJ)31992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA | 


NMJ)06234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (1 3 .3kD) 
(rOLR2J), transcript vanant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcnpt vanant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) ! 
(POLR2J), transcnpt vanant c, mRNA 


iNjyi_uu2oy4 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA j 




Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33 kD) 
(POLR2C), transcript variant gamma, mRNA 




Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA ! 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


"MTVyf AAAQQA 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NMJ)33013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA j 


NMJ)03889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NRII2), 
transcnpt variant 1, mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


NM 022170 


xiuinii bdpienb wmiams-xjeureii bynurome cnromosome region 1 ^WHoUKlJ, 
transcript variant 1 , mRNA 


NM_032408. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), j 
transcript variant 2, mRNA 


NMJ)23005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1 , mRNA | 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA | 
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NM 012138 



NM 016343 



Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 
Homo sapiens centromere protein F (350/40013), mitosin) (CENPF), mRNA 



xiuiuu ucuirumcre protem r ijju/quuicu, miiosinj (UfcfNJtrj, mKXNi 

Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 



NM 032988 



NM 032052 



NM 032051 



Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 
Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 



NM 032050 



Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 



NM 014323 



Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 



NM 033003 



Homo sapiens general transcription factor II, i (GTF2I), transcript variant 5, 
mRNA 



NM 001518 



Homo sapiens general transcription factor II, i (GTF2I), transcript variant 4, 
mRNA 



NM 033001 



Homo sapiens general transcription factor II, i (GTF2I), transcript variant 3, 
mRNA 



NM 033000 



Homo sapiens general transcription factor II, i (GTF2I), transcript variant 2, 
mRNA 



NM 032999 



Homo sapiens general transcription factor II, i (GTF2I), transcript variant 1, 
mRNA 



NM 002904 



Homo sapiens RD RNA-binding protein (RDBP), mRNA 



NM 002755 



Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 



NM 012453 



Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 

ITT • . » < 1 « m • . , _ _ . _ ■ 



NM 006347 



Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPM), mRNA 



NM 001631 



NM 021151 



Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 



Homo sapiens carnitine O-octanoyltransferase (CROT), mRNA 



NM 005090 



NM 000124 



Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 



NM 020157 



Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 



Homo sapiens otoraplin (OTOR), mRNA 



NM_018313 
NM 018165 



Homo sapiens polybromo 1 (PB1), mRNA 



NM 016503 



Homo sapiens polybromo 1 (PB1), mRNA 



NM 012139 



Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 



NM 007061 



Homo sapiens deafness locus associated putative guanine nucleotide exchange f 
(DELGEF), mRNA 



NM 005379 



Homo sapiens serum constituent protein (MSE55), mRNA 



Homo sapiens myosin IA (MYOIA), mRNA 



NM 000500 



NM 000063 



Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
congenital adrenal hyperplasia), polypeptide 2 (CYP21A2), mRNA 



Homo sapiens complement component 2 (C2), mRNA 



NM 014078 



NM 021134 



Homo sapiens mitochondrial ribosomal protein LI 3 (MRPL13), mRNA 
Homo sapiens mitochondrial ribosomal protein L23 (MRPL23), mRNA 



NM 020249 



Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 9 (ADAMTS9), mRNA 



uuvmuu^mmm type i mom, y yJ\U/\v/x A py j 9 mJKJNA 

Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 

Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 
Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 

saniens SH3-dnmain nrntein S fnnnsirrt fSmn^ mPTMA 



NM 018094 



NM 014180 



NM 014175 



NM 015385 



NM 006434 



Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 



NM 000135 



Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 



Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 



NM_005656 
NM 021974 



Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 

Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 



NM 004167 



Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA1 5), transcript variant 2, mRNA 
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NMJB2965 


1 Homo sapiens small inducible cytokine subfamily A (Cys-Cvs), member 15 1 
1 (SCYA1 5), transcript variant 3, mRNA ! 


NM_032964 


I Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 j 
(SCYA 1 5), transcript variant 1 , mRNA | 


NM 032454 


1 Homo sapiens serine/threonine kinase 1 9 (STK1 9), transcript variant 2, mRNA 


NM 007057 


1 Homo sapiens ZW 1 0 interactor (ZWINT), transcript variant 1 , mRNA 


NM 032997 


| Homo sapiens ZW1 0 interactor (ZWINT). transcrint variant 2. mRNA ! 


NM 003262 


1 Homo sapiens translocation protein 1 (TLOC1), mRNA | 


NM 032470 


| Homo sapiens tenascin XB (TNXB). transcrint variant XB-S mRNA 1 


NMJ)04166 


| Homo sapiens small inducible cytokine subfamilv A fCvs-Cv*^ member 14 
(SCYA14), transcript variant 1 , mRNA 


NMJ)32963 


1 Homo sapiens small inducible cytokine subfamilv A (Cvs-Cvs} member 14 
(SCYA14), transcript variant 3, mRNA | 


NMJ)32962 


1 Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA | 


NM_014456 


1 Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor* 
(PDCD4), mRNA 


NM 004197 


j Homo sapiens serine/threonine kinase 19 (STK191 transcriDt variant 1 mRNA \ 


NMJ)07214 

] 


I Homo sapiens SEC63, endoplasmic reticulum translocon component (S. I 
| cerevisiae (SEC63L), mRNA I 


NM 006808 


I Homo sapiens protein translocation complex beta (SEC61B), mRNA | 


NM_001028 


I Homo sapiens ribosomal protein S25 (RPS25), mRNA | 


NM_001022 


Homo sapiens ribosomal protein S19 (RPS 19), mRNA | 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS 17), mRNA | 


NM 001020 


Homo sapiens ribosomal protein S 1 6 (RPS 1 6), mRNA | 


NM 001018 


Homo sapiens ribosomal protein S 1 5 (RPS 1 5), mRNA 1 


NM 001017 | Homo sapiens ribosomal protein S13 (RPS13), mRNA 1 


NM 012423 5 


Homo sapiens ribosomal protein L 1 3a (RPL 1 3 A), mRNA ! 


NMJ)02907 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NMJJ32941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA * | 


NMJ)21128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA | 


NM_006233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA | 


NMJX>6232 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), 
mRNA j 


NMJ)02695 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA | 


NMJ)04805 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NMJ)00937 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA | 


NM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 


NM 032973 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM_ 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


|NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


1 NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NMJ)32457 


1 Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcriDt variant c 
mRNA 


NMJ)32456 


1 Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcriDt variant b 
mRNA 


NM_002589 


1 Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a, 
mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NM 032420 


1 Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2 
mRNA 


NM 032969 


1 Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d. mRNA 


NM 032968 


1 Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant c, mRNA 


NM 032967 


1 Homo sapiens protocadherin 11 (PCDH11). transcript variant K mRNA 


NMJ)32950 


1 Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2 
mRNA 9 \ 


NM_024302 


1 Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1 
mRNA ' J 


NM_006575 


1 Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 1 
I (MAP4K5), mRNA 1 


NM 004635 


I Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 1 
1 (MAPKAPK3), mRNA 1 


NM_002587 


1 Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 1 
mRNA 1 


NMJ)04759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 1 , mRNA * ! 


NM_032960 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 2, mRNA | 


NM_032515 


Homo sapiens Bcl-2 -related ovarian killer protein-like (BOKIA mRNA 1 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 1 


NMJHH795 


Homo sapiens cadhenn 5, type 2, VE-cadherin (vascular epithelium) (CDH5) 
mRNA | 


NM 001794 


Homo sapiens cadhenn 4, type 1, R-cadherin (retinal) (CDH4), mRNA | 


NM 001793 


Homo sapiens cadhenn 3, type 1 , P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadhenn 2, type 1 , N-cadherin (neuronal) (CDH2\ mRNA I 


NM 004360 


Homo sapiens cadhenn 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 1 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant l,mRNA . 


NM_032459 


Homo sapiens signal transduction protein (SH3 containing) (EFS2) transcriDt J 
variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 1 
(H-L(3)MBT), transcript variant n, mRNA 


NMJ) 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 1 


NM_004318 


Homo sapiens aspartate beta-hydroxylase (ASPffh transcript variant 1 , mRNA 


NMJ)32468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM_032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA | 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3 mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NMJH4217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 J 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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NMQ2 1 797 Homo sap iens eosinophil chemotactic cytokine (TSA 1 902), mRNA 
NM 014330 Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15A 
(PPPlR15A),mRNA ' 

S ■ Q . 14 .? 2 1 H ° m0 Sapi6nS P rotQcadheriD 1 1 (PCPH 1 1), transcript varia^RNA 

Homo sa piens secreted and transmembrane 1 (SECTM1), mRNA 
NMJ)02696 Homo sapiens polymerase (RNA) n (DNA directed) polypeptide G (POLR2G) 



NMJ)00938 



NMJ)01372 



^^B^Sa 1161 ^ 6 (RNA) n (° NA dire cted) polypeptide B (140kD) 



NMJ)04215 



Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 



Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 



^Or?^ 111 HOm ° SaPiCnS ciystallin - zcta Mnone reductase)-like 1 (CRYZLn mRNA 
NM_004381 | ^^ sa P iens C AMP responsive element binding : protein-like 1 (CREBL1), 



NM 022567 



»L34), mRNA 



NMJJ22467 
NM_016557 
NM 016116 



NM 016114 



NM 016115 



NM 014398 



NM 014434 



NMJ)04860 



NM 006850 



NM 006541 



NM_004662 



NM_000029 



NM 004050 



NM 004049 



NM 001623 



Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHST8), mRNA 

Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 

Homo sapien s ankyrin repeat and SQCS box-containing 4 (ASB4), mRNA 
Homo sapiens ankyrin repeat and SQCS box-containing 1 ( ASBl)j mRNA 
Homo sapien s ankyrin repeat and SQCS box-containing 3 (ASB3), mRNA 
Homo sapie ns lysosomal-associated membrane protein 3 { LAMP31 mRNA 



^^^^^APPH-dependent FMN and FAD containing oxidoreductase 



Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2) 
mRNA /a 



Homo sapiens interleukin 24 (IL24), mRNA 



Homo sapiens thioredoxin-like 2 (TXNL2)> mRNA 

Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
vanant l.mRNA 



Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT). mRNA 



Homo sapiens BCL2-like 2 (BCL2L2), mRN A 



Homo sapiens BCL2-related protein Al (BCL2AR m RNA 



NMJB2955 



NGJ)00010 



NM_004847 



NM 005452 



Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3 
mRNA ' 



Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1 
mRNA ' 



Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
mduciblc) (CYP2A.2@) on chromosome 19 

tT~-„ ' • tt JT . __ _ - " 



Homo sapiens allograft inflammatory factor 1 (A1F1), transcript variant 2 
mRNA 3 



Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl l) r mRNA 
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NM 031282 


Homo sapiens immunoglobulin superfamilv receDtor translocation associated 1 
| (IRTA1), mRNA 


NM_031281 


I Homo sapiens immunoglobulin superfamilv receptor translocation associated 2 
I (IRTA2), mRNA 


NM_000767 


Homo sapiens cytochrome P450, subfamily UB (phenobarbital-inducible), 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


1 Homo sapiens postreplication repair protein hRAD18p (RAD 181 mRNA 


NM 001710 


| Homo sapiens B-factor, properdin (BF). mRNA i 


NM 021800 


1 Homo sapiens J domain containing protein 1 CJDP11 mRNA 


NM 020404 


1 Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NMJ)06672 


1 Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7), mRNA 


NM 006398 


| Homo sapiens diubiquitin (UBD\ mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) CCSPG6V mRNA 


NM 017495 


| Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


| Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


| Homo sapiens beta tubulin 1, class VI (TUBB1V mRNA 


NM 020643 


Homo sapiens chromosome 1 1 open reading frame 16 (CI lorfl6), mRNA 


NM 020644 


1 Homo sapiens chromosome 1 1 open reading frame 15 (CI lorfl5), mRNA 


NM 020642 


| Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl71 mRNA 


NM 020201 


1 Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


1 Homo sapiens chromosome 2 open reading frame 3 (C2orf3) mRNA 


NM 007175 


I Homo sapiens chromosome 8 open reading frame 2 fC8or£2) mRNA 


NM_007023 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 
GEFII), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 fClorf2V mRNA 


NM 006105 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated bv cA 
(EPAC), mRNA 


NM 005637 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


NM 001213 1 


Homo sapiens chromosome 1 open reading frame 1 fClorfl\ mRNA 


NMJ)02354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 
mRNA 


NM 003492 


Homo sapiens chromosome X open reading frame 12 fCXorf!2\ mRNA 


NM 003797 


Homo sapiens embryonic ectoderm development (EEDY mRNA 


NMJ)32863 


Homo sapiens hypothetical protein FLJ14927 fFLJ14927\ mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ14624 (FLJ14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ14437). mRNA 


NM_032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4V mRNA 


NM 032239 


Homo sapiens hypothetical protein FLJ2351 1 0FU2351 1\ mRNA 


NM 032012 


Homo sapiens chromosome 9 open reading frame 5 CC9orf5\ mRNA 


NM 031922 


Homo sapiens RALBP1 protein aOC83859\ mRNA 


NM_031890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6) 
mRNA 


NM .031456 


Homo sapiens chromosome 17 ooen reading frame 1A CC17orfl AY mRNA 


NM_030944 


Homo sapiens chromosome 15 open reading frame 5 CC15orf5^ mRNA ! 


NM 030806 


Homo sapiens chromosome 1 open reading frame 21 (Clorf2i), mRNA 


NM_030790 


Homo sapiens hypothetical protein CDA08 (CDA08), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (Cllorf23), mRNA 


NMJ)24298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- t 
enhanc (LENG4), mRNA 


NM_022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 | 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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NM„022163 
NM 022107 



NM 006781 



NM 019895 



NM 012265 



NM 021254 



020645 



NM 012112 



NM 



NM 



NM 



NM 



018555 
,019106 
020375 
020374 



NM 020373 | Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 

12 open reading frame 6 (CI 2orf6X mRNA 



NM Q2Q367 Homo sapiens chromosome 



NM 020130 



NM 019596 



chromosome 8 open reading frame 4 (C8orf4), mRNA 



chromosome 



NM_019063 
NM 018956 



chromosome 
chromosome 



NM 017586 



NM 018691 



NM 006134 



NM 016940 



NM 017438 



NM 013265 



NM 016190 



NM 015927 



NMJH6564 Homo sapiens BM88 antigen (BM88), mRNA 



NM 016348 



NM 014009 



NM 015524 



Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 
Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 
linked (IPEX), mRNA 



NM 006345 



chromosome 



NM 015373 



chromosome 22 open reading frame 2 (C22orf2), mRNA 



NM 014205 Homo sapiens chromosome 1 1 open reading frame 5 (CI lorf5), mRNA 



NM_0 12264 Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 



NM_0121 1 1 Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 



NM 007211 



chromosome 



NM 006706 



NM 006382 



Homo sapiens chromosome 17 open reading frame 1 A ( C17orflA\ mRNA 

tt ~ r _ _ _ vmrT a t • '' „ . i . , . - i r 



NM 005967 



Homo sapiens NGFI-A binding protein 2 (EGR1 binding protein 2) (NAB2), 
mRNA 



NM 005966 



Homo sapiens NGFI-A binding protein 1 (EGR1 binding protein 1) (NAB 1), 
mRNA 



NM 005663 



NM 005491 



NM 005128 



NM 004928 



Homo sapiens Wolf-Hirschhom syndrome candidate 2 (WHSC2), mRNA 
Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 
Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 



NM 004894 



NM 004872 



Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 
Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 



Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 

1- , — : i— — V \ /> 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 fC16orf7), mRNA 


NMJ)00956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2), 53kD (PTGER2), 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfB), mRNA 


NM 003475 


Homo sapiens chromosome 11 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007234 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 


NMJ>21246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1) 
mRNA 


NM_013291 


Homo sapiens cleavage and polyadenylation specific factor 1, 160kD subunit 
(CPSF1), mRNA 


NM 014500 


Homo sapiens HTV TAT specific factor I (HTATSF1), mRNA 


NMJXJ5567 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 3 (EDEL3), mRNA 


NM 016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


NM 021049 


Homo sapiens melanoma antigen, family A, 5 (MAGEA5), mRNA 


NM 019602 


Homo sapiens butyrophilin-like 2 (MHC class II associated) (BTNL2), mRNA 


NM 018002 


Homo sapiens oxidation resistance 1 (OXR1), mRNA 

r — r £2 


NM 013392 


Homo sapiens nuclear receptor binding protein (NRBP), mRNA 


NMJH2396 


Homo sapiens pleckstrin homology-like domain, family A, member 3 
(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 (MAGEA9), mRNA 


NM 005364 


Homo sapiens melanoma antigen, family A, 8 (MAGEA8), mRNA 

■ — *- , , — , _2 — -L J 2 i JL1 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGEA1 1), mRNA 


NM 024490 


Homo sapiens ATPase, Class V, type 10C (ATP 10C), mRNA 


NM 020354 


Homo sapiens lysosomal apyrase-like protein 1 (LALP1), mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP). mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL19), mRNA 


NM 006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo sapiens mitochondrial ribosomal protein L12 (MRPL12), mRNA 

£- — : — v / ? 


NM 016239 


Homo sapiens myosin XVA (MY015A), mRNA 


NMJW5094 


Homo sapiens solute carrier family 27 (fatty acid transporter), member 4 
(SLC27A4), mRNA 


NM_0 15077 


Homo sapiens sterile alpha and HEAT/Armadillo motif protein, ortholog of 
Drosophila (SARM), mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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1 NM ,031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA | 


NM 032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3) transcript ! 
variant 3, mRNA j 


NM 032402 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 2, mRNA j 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 1 
variant 1, mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


NMJ)01389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA | 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (TTHL1 7\ mRNA I 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA | 


NMJ)03736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NM_032938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3 
mRNA I 


NM_004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 1 
mRNA 


NMJB2442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1 
mRNA 


NM_001887 


Homo sapiens crystallin, beta B 1 (CRYBB 1). mRNA 1 


NM 005208 


1 Homo sapiens crystallin, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


NM_022132 

1 


Homo sapiens methylcrotonoyl -Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA ' " [ 


NM 001288 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


NM_021624 


Homo sapiens histamine H4 receptor (HRH4). mRNA 1 


NM 032527 


Homo sapiens hypothetical protein FLJ14972 (KIAA1 847), mRNA 


NM 005560 


Homo sapiens laminin, alpha 5 (LAMAS V mRNA I 


|NM 032931 


Homo sapiens hypothetical protein MGC 13219 (MGC 13219) mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC16040 (MGC16040), mRNA 


NM_032920 


Homo sapiens hypothetical protein MGC15873 (MGC15873), mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC14458 (MGC14458I mRNA 1 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC14336), mRNA 


| NM 032889 | 


Homo sapiens hypothetical protein MGC1 1308 (MGC1 1308), mRNA 


1 NM 032815 1 


Homo sapiens hypothetical protein FU14639 (FLJ14639), mRNA 


LNM 032798 


Homo sapiens hypothetical protein FIJ14503 (FLJ14503), mRNA 


I NM 032793 1 


Homo sapiens hypothetical protein FLJ14490 (FU14490), mRNA 


| NM 032791 j 


Homo sapiens hypothetical protein FU14477 (FLJ14477), mRNA 


1 NM 032789 1 


Homo sapiens hypothetical protein FLJ14464 (FLJ14464), mRNA | 


NM 032769 


Homo sapiens hypothetical protein MGC16212 (MGC16212), mRNA 


NM 032760 | 


Homo sapiens hypothetical protein MGC14966 (MGC14966), mRNA 


NM 032696 I 


Homo sapiens hypothetical protein MGC12262 (MGC12262), mRNA 


NM 032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA | 


NM 032662 


Homo sapiens hypothetical protein MGC 1 0600 (MGC1 0600\ mRNA 1 


NM 032655 


Homo sapiens hypothetical protein MGC10997 (MGC10997), mRNA | 


NM 032625 j 


Homo sapiens hypothetical brain protein my040 (MY040), mRNA 


NM 032621 


Homo sapiens X-hnked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM 005485 


Homo sapiens ADP-nbosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 | 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 2 (ADPRTL2), mRNA 



NMJ)05447 Homo sapiens peptidylglycine alpha-amidating monooxygenase COOH-terminal 

interactor (PAMCI), mRNA 



NM_000 137 Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), 

mRNA 



* * - \ —/ 1 — — j. ^ 

NM_0326Q8 Homo sapiens hypothetical protein bk !25H2. 1 (BK125H2.1), mRNA 



NM_032607 Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 
NM_032602 1 Homo sapiens connexin 62 (CX62), mRNA 



(NYD- 



NMJ)32592 I Homo s apiens l-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 

NM_03258 1 Homo sapiens down-regulated by Ctnnbl , a (DRCTNNB 1 A), mRNA ' 

NM_032579 I Homo sapiens colon and small intestine-specific cysteine-rich protein precursor 

similar to FIZZ2/resistin-like protein (HXCP2), mRNA 



NM 032570 Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 

NMJB2565 I Homo sapiens emopamil binding related protein, delta8-delta7 sterol isomerase 

{ related protein (EBRP), mRNA 



NM 032561 Homo sapiens EVG1 protein (EVG1), mRNA 



NM 032555 1 Homo sapiens P143 protein (P143), mRNA 



NMJ)32549 Homo sapiens inner mitochondrial membrane peptidase 2 like (IMMP2L) 

1 mRNA 



NM 00567 6 Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 
NMJ)32526 I Homo sapiens cytosolic nucleotidase I (CN-I), mRN A 
NM 032483 Homo sapiens HTPAP protein (HTPAP), mRNA 
NM 032094 I Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12) transcript 

f variant 2, mRNA 



NMJ)03735 

NM_031887 
NM 032461 



NM 006986 



NM 005462 



NMJ)02375 
NM_030983 



NMJ)30885 
NMJ)30884 



NMJ)02374 



NM 031847 
NMJ031846 



Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 1, mRNA 1 



Homo sapiens pro-melanin-concentrating hormone-like 1 (PMCHL1), mRNA 
Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 



Homo sapiens melanoma antigen, family D, 1 (MAGED1), mRNA 



Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 



Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1 
mRNA 

Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 4 
mRNA 



Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 3 
mRNA 

Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 2 
mRNA 



Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 1 
mRNA ' 



NM 032446 



NM 032417 



Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4 
mRNA 

Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3 
mRNA 



Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2 
mRNA ' ' 



Hmriosapiens MEGF10 protein (MEGF10), mRNA 



Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_013453 


Homo sapiens sperm protein associated with the nucleus X chromosnmp familv 
member Al (SPANXA1), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085) mRNA 


NMJU2121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4) 
mRNA 


NM 001019 


Homo sapiens ribosomal protein S15a (RPS15A) mRNA 


NM 022551 


Homo sapiens ribosomal protein S 1 8 (RPS 1 8), mRNA 


NMJ)05909 


Homo sapiens microtubule-associated nrotein 1R fM"AP1T-fi tranc^t^t ^ori'iTit 1 
mRNA 


NM_032010 


Homo sapiens microtubule-associated nrotein 1 R ffV/T AP1 TVs fr^ncrnnt von'^f o 

uuviuvuuujv u^^uviuivu p'i vju^iii j, j_» \1VXj\_1T XJD /• LI tlllowlilj L Villi ciTlL X 

mRNA 


NM 002373 


Homo sapiens microtubule-associated nrotein 1 A fMAVi A\ mP>JA 


NMJ)31366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NMJ)31365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM 031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM 031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant L mRNA 


NM 002140 

I 


Homo sapiens heterogeneous nuclear ribonucleonrotein 1C fHnvJPPin trimcfnW 
variant l,mRNA 


NM 031263 

J 


Homo sapiens heterogeneous nuclear ribonucleonrotein K fTTNRPin trnncrrmt 
variant 3, mRNA 


NMJ)31262 


Homo sapiens heterogeneous nuclear ribonucleonrotein K (HNRPIO trnn<im*^t 
variant 2, mRNA 


NMJB2414 


Homo sapiens prokineticin 1 precursor fiPROKH mRNA ! 


NM 003214 


Homo sapiens TbA domain familv member 3 fTR A DTI mPMA 


NM_015613 


Homo sapiens DKFZP434K09 1 protein (PAD. mRNA 


|NM 030643 


Homo sapiens apohpoprotem L, 4 CAPOL4). mRNA 


NM 022064 


Homo sapiens hypothetical protein FLJ12565 CFLJ1 2565V mRNA 


NM 017971 


Homo sapiens mitochondnal ribosomal protein L20 (MRPL20), rnRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal nrotein T.27 fMRPT.7.71 mPMA 


NM_014050 


Homo sapiens mitochondrial ribosomal nrotein L42 flVTRPT.4?^ mRNA 


NM 000014 


Homo sapiens aIpha-2-macroelobulin (AIM). mRNA 


NM 004891 


Homo sapiens mitochondrial ribosomal nrotein L33 flVTRPTin mPTvJA 


NM 004864 


Homo sapiens prostate differentiation factor fPT.ARY mPlsJA 


NM 000454 


Homo sapiens superoxide dismutase 1. soluble famvorronhir lateral crWneic 1 
(adult)) (SOD1). mRNA 


NM__032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical nrotein FLJ22315 fFLJ22315Y mPKA 


NM 032365 


Homo sapiens hypothetical nrotein MGC5254 (MGC52Sd\ mPMA 


NM 032363 


Homo sapiens HEIL2 protein (HE1L2), mRNA 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797) mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NMJ)32272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123), 
mRNA 


1 NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZo434P144\ mRNA 
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1 NM 032237 


Homo sanier!*? livnofhptiml nmbin ?7T lO'X'X^fx H7T mB\TA i 
AAwmv/ oapitaio xiypuuiGUl/ol piUlCin rJL.JZj.jJO l_JZj JDO) y ITlivLNrV. | 


NM 032220 


Homo KaniPTiQ hvnotViptiral nrnt^in T7T fPT TOTJQ^ *WDXTA I 
aavjiiu oapi^iid iiypuuicui/al proiem ri-JZZZoJ ^.Ta-JZZZoj /, nTlvLN/v j 


NM 032219 


Homo sapiens hypothetical protein FLJ22269 (FLJ22269), rnRNA 


NM 032204 


Homo ^flniPTlQ hvnotViptir»s»1 r»rnt*»m T7T V51 <\R8 /T7T T01 ^Q0\ tv»D\TA 1 
aauiuu aapi^uo iiyjjouicui/cti pruicin rxjzijoo {JTJLJZI joo), mKJNA | 


NM 032203 


Homo sapiens hypothetical protein FLJ2 1423 (FLJ2 1423), rnRNA 


NM 032202 


nuiiio bapicnb nypoineticai protein JrLJZi4U4 (x*Uzl4U4), mKJNA 


NM_032173 


Homo sapiens hypothetical protein FU 1 2747 (FU 1 2747), rnRNA 


NM 0*j?157 


xiomo sapiens nypotnetical protein rJLJ 1 1 j J 1 (rLJ 1 1 53 1), rnRNA j 


NM 0191 SO 


xiomo sapiens nypotnetical protein IJivrz,p434P1735 (DKF21P434P1735), 
rnRNA 

ilAA-VAl.f\. | 


NM_021005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 

rnRNA i 


NM 0201 59 


xiomo sapiens nypotnetical protein DKrz,p /ozxvzU 1 5 (DKFZp762K20 1 5), 
mRNA 1 

* 1 .LA XA ^ il | 


NM 015449 


Homo sapiens DKFZP586G1722 protein (DKFZP586G1722), mRNA 


NM 015424 


Worn n cam'pnc TYR' T?7P^R£KT^ 1 1A *vr/\+<»-f-n /TiVTT'ZD^O/rK.T'^i — t>\ta 1 
xaui iiu txxpi cnt> JL/ivr z,r j o OXN Z 1 Z*f pro lem ^Ulvr Z-r 3 o 0 JN z I z4 mKlN A | 


NM 015235 


nomo sapiens iiKeiy ortnoiog ot mouse variant polyadenylation protein CSTF- 
64; KIAA0689 protein (KIAA0689), mRNA 


NM 015068 


nuiiiu b dpi ens paternally expressea iu (rxiLrlUj, mKJNA j 


NM 014599 

j AlAYA \fk~%JSS 


xauxuo bapienb jzxi-aoniam conxainmg 4 (lixllJ4j, rriKJN A j 


NM 014411 

I A 1 At A V A 11 X A 


oomu bdpiens Dram ana nasopnaryngeai carcinoma susceptibility protem (NSG- 1 
X) mRNA 


NM 007148 


axuiiiu iwipiciib inigcr proiem i /y ^Z/iNr 1 /y^, mKJNA [ 


NM 007266 


xzuiiiu bdpiciib at/\ uinaing protem i , putative Al Jr^Olrj-Dmaing protein \ 
fNTPBP, mRNA 

» A A A^»A Jy 1 i JAV1 > | 


NM_006313 


Homo sapiens ubiquitin specific protease 15 (USP1 5), mRNA 


NM 005726 


xxuiiiu aapicii^ x & uaiibiciiion eionganon iactor, mirocnonunal ( 1 orlvlj, mKJNA | 


NM 005277 


Homo sapiens glycoprotein M6A (GPM6A), rnRNA 


NM 005437 

| AlAYA VVJtJ / 


nuiiio b<tpieri5> nuciear receptor coacuvator 4 (aNLxUA4), mRNA l 


NM 0014^0 


xiomo sapiens exostoses (multiplej-IiKe z (riXlL2) ? mRNA 1 


NM 001287 


xiuiuu bdpicnb cnionuc cnannei / (^ia^jn / J, mKJNA | 


NM 021 194 


nomo sapiens solute earner iamily JU (zinc transporter), member 1 (SLC30A1). 
mRNA 


NM 013986 


xiumu 5dpicii6 wing barcoma oreaKpoint region i (xiWoivl ), transcript variant I 
EWS-b, mRNA 


NM 001013 


Homo <?aTiien<! riKncnmQl nmfpin n?PQQ^ mUMA f 
aapit/iid lii/UoUIIlal protein &y {±\Jl %jy) y mJvtNA. | 


NM 005617 


Homo sapiens ribosomal protein S 14 (RPS 14), mRNA 


NM 006361 

AtAYA VUUJUi 


Aiuiiiu oapiciib numeo OOX D I j ^rll.JA rS 1 jj y mjKJN A ] 


NM 000990 


xxuuio t>dpicns noosomai proiem lz /a (xvjrJLz/Aj, mKJNA 


NM 005871 


Unmn Qnnipnc N!HT?0 rNrRPO\ *y^"DXTA 1 
xauiiiu odpicnb iNJDivZ ^iNolvZ ) f mKJNA | 


NM 003483 


xiumo sapiens nign-moDuity group (nonnistone cnromosomal) protein isoform I- 
C (HMGIC), mRNA 


NM 002129 


xxuiiiu sapiens nign-moDiiiiy group ^nonnistone cnromosomal) protem 2 1 
(HMG2), mRNA 


NM 005QS9 


xxuniu bdpicns melatonin receptor 1x5 (lYUiNKixsy, itiKINA j 


NM 005958 


Homo sapiens melatonin receptor 1 A fMTNRl A) mRNA ^ 


NM 004739 


Homo sapiens metastasis-associated Mike 1 (MTA1L1), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM^O 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2) 
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NM 031203 



NM 005968 



NM 004966 
NM 032093 



NM 020236 



NM_0 16050 
NM 005520 

NM 002226 



NM 006805 



NM_005463 



NM 031372 



mRNA 



Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mRNA 



Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 



Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), m RNA 



Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 



Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 
Homo sapiens mitochondrial riboso mal protein LI 1 (MRPL11), mRNA 



Ho^o^sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
Homo sapiens jagged 2 (JAG2), mRNA 



Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPAQ), mRNA 
Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL) 
transcript variant 1, mRNA 



NM 031313 



NM 005080 



Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL) 
transcript variant 2, mRNA 



NMJB1267 



NM_003718 



NM 000106 



Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 

Homo sapiens X-box binding protein 1 (XBP1), mRNA 

Homo sapiens cell division cycle 2-like 5 (cholinesterase-reJated cell division 
controller) (CDC2L5), transcript variant 2, mRNA 

TT * . it • • — _ . _ • 



Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mR NA 

TP y • — — ^^^^^^^^^^^^^^^^^^^^^^^^^ 



Homo sapiens cytochrome P450, subfamily ED (debrisoquine, sparteine, etc - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 



NM. 03 1 862 I Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 

carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 



NM - 03 1 858 I Homo sapiens membrane component, chromosome 1 7, surface marker 2 (ovarian 

carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 



NM 005899 | Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 

carcinoma antigen CA125) (M17S2), transcript variant 1, m RNA 

TJam«a — — !_ 1 _ .1 , • i " _ . — . ' ' 



NMJ)32018 Homo sapie ns hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 
NMJH4469 Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 

1 (HNRNPG ^ - ™ TA 



NM - 002 137 I Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B 1 (HNRPA2B 1 ) 

1 transcript variant A2, mRNA 



NM - 03 1 243 I Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1) 

1 transcript variant B 1, mRNA 



NMJ)3 1 1 57 Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 

1 transcript variant 2, mRNA 



NMJ)09585 I Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2, mRNA 
NM_032049 I Homo sapiens angiotensin recepto r 1 (AGTR1), transcript variant 5 mRNA 

TvTft/r niiocft I tt • . : : . i . : — — C 1 — 



NM, 031850 I Homo sapie ns angiotensin receptor 1 (AGTR1). tran script variant A mBTJA 



NMJ)04835 I Homo sapie ns angiotensin receptor 1 (AGTR1), transcript variant 3! mRNA 
NM_000685 Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant \ [ mRNA 



NM_003965 Homo sapiens chemokine (C-C motif) r eceptor-like 2 (CCRL2^ mRNA 

MA/f nnzzA 1 I tjt™^ : 1- 1 . ~ tt *- — - : ^ — 



NM_006641 Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B 

1 mRNA ' 



NM_03 1200 Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A 

mRNA ' 

Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2 
mRNA ' 



NM_031409 
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NMJ)04367 I Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1 

1 mRNA ' 



NM.,031371 I Homo sapiens RBPl-like protein (BCAA), transcript v ariant 2. mM 

rVJA/f A 1 £.11 A I tj^.^.^ ■ titit>i ft ! : \ . — rr — ■ — -* — - * 



.NM_0l6374 Homo sapiens RBPl-like protein (BCAA), transcript variant l . mRNA 

NM 004281 Homo sapiens BCL2-associated athanogene 3 (BAG3), mRNA 
NM_032048 I Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMDLIN-2) 

1 mRNA 



NM_032045 I Homo sapiens kringle-containing transmembrane protein; kringle-coding gene 

! — u ™* s -~ : ' (KREMEN), — ' 



NMJ)32044 I Homo sa piens regenerating gene type IV (REG-IV). mRNA 
NM 03204 1 Homo sapiens neurocalcin delta (NCAL D). mRNA 



NM_032039 I Homo sapiens hypothetical protein DKFZp761D02 11 (DKFZP761D0211) 
mRNA h 

N MJ)3203 8 I Homo sapiens spinster-like protein (LOC839 85), mRNA 



NM_032020 I Homo sapiens hypothetical protein MGC1314 similar to focosidase, alpha-L- 1 

1 tissue (MGC13 14), mRNA ' 



NM .032016 I Homo sapi ens hypothetical protein MG C3251 (MGC325n ™t?tja 

MM WMT! I tl 1; V t — — i v^/wift imum 



NM_000323 I Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

- 1 '(RET), 



MM_O20975 Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thyroid carcinoma 1, Hirschspru ng disease) (RET), transcript var iant 2, mRNA 



MM_O2O630 Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

ft? 10 "* carcmoma *> Hirschsprung di s ease) (RET), transcript variant 4. mRNA 
NM_020629 Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thyroid carcinoma 1, Hirschsprun g disease) (RET), transcript variant 3, mRNA 



NM_0l68l7 I Homo sapiens 2 , -5 , -oligoadenylate synthetase 2 (69-71 kD) (OAS2) transcript 

1 variant 1, mRNA ' " 



NM. 0061 87 | Homo sapie ns 2'-5 t -oligoadenylate synthetase 3 (100 kD) (OAS3), mRNA 



NMJXB535 Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 

1 variant 2, mRNA ' x " v 



NM - 002342 Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 

(LTBR), mRNA 



NMJ)02136 



NM015139 



Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1) 
transcript variant 1, mRNA 



NM 001885 Homo sapiens crystallin, alpha B (CRYAB), mRNA 



NM 024333 



NM 017934 
NM 016492 



NM 031952 



NM_031949 
NM_031945 
NM 031943 



Homo sapiens UDP-glucuronic aciaYUDP-N-acetylgalactosamine dual 
transporter (UGTREL7). mRNA 



Homo sapiens fibronectin type 3 and SPRY domain-containing protein (FSDO 
mRNA w * Ji 



Homo sapiens pleckstrin homology domain interacting protein (PHIP) . mRNA 
Homo sapiens homolog of yeast MOG1 (MOG1), mRNA '~ 



NM_014185 Homo sapiens homo logpfyeast MOG1 (MOG1), mRNA 
NM 031965 1 TT : '- ; 7 * a 



NM 031942 



NM 031941 



Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 
Homo sapiens oculospanin (OCSP), mRNA 
Homo sapiens IFP38 (IFP38), mRNA 



Homo sapiens c-Myc target JPOl (JPOl), mRNA 

Homo sapiens AIE-7 5 binding protein protein (MCC2), mRNA 
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NM 031938 



NM 031937 
NM_031921 
NM 031915 



Homo sapiens putative b.b-carotene^MO'-dioxygenase (B-DIOX-II), mRNA 



NM 031911 



Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 
Homo sapiens AAA-ATPase TOB3 (TOB3), mR NA 
Homo sapiens CLLL8 protein (CLLD8), mRNA 



* . - * * * — — * — — 

Homo sapiens complement-clq tumor necrosis factor-related protein 7 (CTRP7) 
mRNA 



NMJ)31910 



Ho^o^sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6), 



NMJ)31909 



Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 



NM_03 1904 I Homo sapiens hypothetical prote in FKSG44 fFKSG4^n mPMA 
NM 031903 1 TT * ~ r ~ r ^ : " 



NM 031900 
NM 031897 



Homo sapie ns mitochondrial ribosomal protein L32 (MRPL32), mRNA 



NMJ)31896 



Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 
Homo sapiens calcium channel, voltage-dependent gamma subunit 6 
(CACNG6), mRNA 



NM_031939 
NM_031886 

NM_ 020992 
NM 031407 



Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 

Homo sapiens B29 protein (B29), mRNA 



NM 030582 



Homo sapiens potassium voltage-gated channel, shaker-related subfamily 
member 7 (KCNA7), mRNA 

Homo sapiens PD2 and Lflvl domain 1 (elfin) (PDLIM1), mRNA 

Homo sapie ns upstream regulatory element binding protein 1 (UREB1 ). mRNA 



NM_020390 
NM 018980 
NM 018417 



Homo sapiens collagen, type XVm, alpha 1 (COL18A1), mRNA 

Homo sapie ns eukaryotic translation initiation factor 5A2 (EIF5A2), mRNA 
Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 
Homo sapiens soluble adenylyl cyclase (SAC), mRNA 



NM_0 1 6945 I Homo sapiens taste receptor, type 2, mem ber 1 6 (TAS2R 1 6) mP N A 
NMJ)04775 1 u — T ™ — - ~ — ~ 



NM_003778 
NM 003779 



Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 



NM_0Q1296 
NMJW1497 

NM 014451 



Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA ^ 

Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 



NM 031265 
NM 031264 
NM 017717 
NM 021924 



Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 

Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
1 (B4GALT1), mRNA 

Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 



Homo sapiens mucin and cadherin-like (MUCDHL), transcript varia nt 4, mRNA 



Homo sapien s mucin and cadherin-like (MUCDHL), tra nscript variant 3* mRNA 

ii ^r^^ o^^-.'^^ ~ j ji ^wT^rrrr^ — : 



Homo sapiens mucin and cadherin-like (MUCDHL), transcript var iant 2 mRNA 



Homo sapiens mucin and cadherin-like (MUCDHL), transcript varia nt 1, mRNA 



NM_0 19855 1 Homo sapiens calcium binding protein 5 (CABP5), mRNA 

NM 01636 7 I Homo sapiens calcium bindi ng protein 3 rCABP3Y mP>JA 

NM7031204 1 TT ~ - — 

NM 005201 



NMJ)00786 



— ^ ^ * + — — 

Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 
Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 



Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51) 
mRNA * ' 



NM.030908 



Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4) 
mRNA 



NM 001009 
NM 001032 



NM 001014 



Homo sapiens ribosomal protein S5 (RPS5), mRNA 
Homo sapiens ribosomal protein S29 (RPS29), mRNA 
Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NMJJ00782 I Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 

(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 

NM03 1226 Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 

1 (CYP19), transcript variant 2, mRNA 



NM_000498 



NM_000102 



Homo sapiens cytochrome P450, subfamily XDC (aromatization of androgens) 
(CYP19), transcript variant 1, mRNA 



NMJ)00497 



NM_0 17460 



Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase) 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene 
mRNA 

Homo sapiens cytochrome P450, subfamily XVH (steroid 17-alpha- 
hydroxylase), adrenal hyperplasia (CYP17), mRNA 



Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase) 
polypeptide 1 (CYP1 1B1), mitochondrial protein encoded by nuclear gene, 
mRNA ■ 

Homo sapiens cytochrome P450, subfamily IHA (niphedipine oxidase) 
polypeptide 4 (CYP3A4), mRNA 



NMJ) 1 8482 I Homo sapiens development and differentiation enhancing factor 1 (DDEF1) 

1 mRNA w " 



NMJ)16366 1 Homo sapien s calcium binding protein 2 (CABP2), transcript variant 1, mRNA 
NM_007255 Homo sapiens xylosylprotein betal,4-galactosyltransferase, polypeptide 7 

(galactosyltransferase I) (B4GALT7), mRNA 



NMJ)06668 I Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxvlase) 

1 (CYP46), mRNA ; 



NM - 03 1 492 I Homo sapiens hypothetical protein similar to RNA-binding protein lark 

1 (MGC 10871), mRNA 



NM 03 1488 I Homo sapiens hypothetical protein DKFZp761I141 (DKFZP76 11141), mRNA 
NM_03 1 469 Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 ' 

1 (SH3BGRL2), mRNA 



NM 031468 



NM 031462 



NM 031458 



NM 031445 



NM 031440 



NM 031429 



NM 031427 



NM 031426 



NM 031422 



NM 031415 



NMJ)31413 
NM 022719 



NM 000669 



NM 000667 



Homo sapiens calneuron 1 (CALN1), mRNA 

Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024) 
mRNA ' 



mRNA 

Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 

mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 

Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 

T T * 1 



Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADH1A), 
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1 mRNA 


NMJ) 18833 


1 Homo sapiens transporter 2, ATP-bindine cassette sub-familv B (MDR/TAP) 
(TAP2), transcript variant 2, mRNA 


NMJJ00544 


1 Homo sapiens transporter 2, ATP-bindine cassette, sub-familv B (MDR/TAP^ 
(TAP2), transcript variant 1, mRNA 


NMJW0593 


1 Homo sapiens transporter 1, ATP-binding cassette, sub-familv B (TvlDR/TAP) 
(TAP1), mRNA 


NM 004678 


1 Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM_0 12392 


1 Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 
(PEF), mRNA 


NM 031308 


1 Homo sapiens epiplakin 1 (EPPK1). mRNA 


NM 031299 


1 Homo sapiens hypothetical protein MGC2577 (MGC2577), mRNA 


NM 012480 


| Homo sapiens zinc ringer protein 73 (Cos 12) (ZNF73). mRNA 


NM 030881 


1 Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 17 <72kD) 
(DDX1 7), transcript variant 2, mRNA 


NMJ)06386 


1 Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 1, mRNA 


NMJ)03587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


1 Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM.004820 


| Homo sapiens cytochrome P450, subfamily VHB (oxvsterol 7 alnha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NMJ)00780 


Homo sapiens cytochrome P450, subfamily VHA (cholesterol 7 aloha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 
(DDXBP1), mRNA 


NM 016373 


Homo sapiens WW domain-containing oxidoreductase (WWOX). mRNA 


NM 024164 


Homo sapiens tryptase beta 2 (TPSB2), mRNA 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


NMJ)31310 


Homo sapiens fenestrated-endothelial linked structure protein; PV-1 protein 
(PV1), mRNA 


NM 031302 


Homo sapiens gycosyltransferase (LOC83468), mRNA 


NM_031300 


Homo sapiens hypothetical protein MGC2383 (MGC2383). mRNA 


NMJB1297 


Homo sapiens hypothetical protein DKFZp761H1710 (DKFZP761H1710) 
mRNA 


NM 031287 


Homo sapiens hypothetical protein MGC3133 (MGC3133), mRNA 


NM 031286 1 


Homo sapiens SH3BGRL3-like protein (SH3BGRL3), mRNA 


NM 031285 [ 


Homo sapiens hypothetical protein PP1057 (PP1057), mRNA 


NM 031279 


Homo sapiens alanine-glyoxylate aminotransferase 2-like 1 (AGXT2L1), mRNA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM_014357 


Homo sapiens skin-specific protein (XP5), mRNA 


NM 030590 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


NM 031246 


Homo sapiens pregnancy specific beta-l-elvcoprotein 2 (PSG2). mRNA 


NMJ) 17422 


Homo sapiens calmodulin-like skin protein (CLSP), mRNA 


NMJ)05956 


Homo sapiens methylenetelrahydrofolate dehydrogenase (NADP+ dependent), 
methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
(MTHFD 1 ), mRNA 


NM_005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 I 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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! V) (TBXAS1), transcript variant TXS-H, mRNA 1 


NM_001061 

• 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V)(TBXAS1), transcript variant TXS-I,mKNA ! 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), j 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1 , mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1. mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA | 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 aloha subcomDlex 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM 004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcoranlex 1 i 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, j 
mRNA j 


NMJ)00771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA " I 


NMJ)00772 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 1 
polypeptide 18 (CYP2C1 8), mRNA * " I 


NMJJ17778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1) 
transcript variant short, mRNA 1 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA ' | 


MM 000766 


Homo sapiens cytochrome P450, subfamily EA (phenobarbital-inducible), 
polypeptide 13 (CYP2A13), mRNA ! 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX) mRNA i 


NMJH4110 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NMJW4109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA i L i 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA | 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), j 
transcript variant 6, mRNA 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), [ 
transcript variant 3, mRNA 


NMJB0668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO) 

transcript variant 4, mRNA | 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO). 

XX ^ A x^ # AV J mT V ^^^^ F & ! 

transcript variant 1, mRNA j 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (TTPRO) 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA i 


NM_024005 

! 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA — | 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


[NM 012467 


Homo sapiens tryptase gamma 1 (TPSGl), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA | 
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NM 004256 


Homo sapiens organic cationic transporter-like 3 (ORCTL3), mRNA 


NM 000774 


Homo sapiens cytochrome P450, subfamily HF, polypeptide 1 (CYP2F1), 
mRNA 


NM 000769 


Homo sapiens cytochrome P450, subfamily AC (mephenytoin 4-hydroxylase), 
polypeptide 19 (CYP2C19), mRNA 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA 


NM 031212 


Homo sapiens hypothetical protein NPD016 (NPD016), mRNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tRNA-guanine transglycosylase (TGT), mRNA 


NM 031206 


Homo sapiens hypothetical protein FLJ12525 (FU12525), mRNA 


NM 006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 
mRNA 


NM 030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mRNA 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13. 2 (ESP 13. 2), mRNA 


NM 030905 


Homo sapiens olfactory receptor, family 2, subfamily J. member 2 (OR2J2), 
mRNA 


NM 030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA 


NM^O 12377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 
mRNA 


NM 030981 


Homo sapiens small GTP-binding protein (RAB1B), mRNA 


NMJB0974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 

A 1 ATA \J *J \J *s f u9 


Homo sapiens hypothetical protein TCBi\P0758 (TCBAP0758), mRNA 


NM 030968 


Homo sapiens G protein coupled receptor interacting protein, complement-clq 
tumor necrosis factor-related (ZSIG37), mRNA 


NM 030945 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 


NM 030936 


Homo sapiens hypothetical protein DKFZp434C135 (DKFZP434C135/), mRNA 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 

S- — i • — - ■ — 


NM 030926 


Homo sapiens integral membrane protein 3 (1TM3), mRNA 


NM 030893 


Homo sapiens CD1E antigen, e polypeptide (CD1E), mRNA 


NM 014067 


Homo sapiens LRP16 protein (LRP16), mRNA 


NM 030661 


Homo sapiens homeo box A3 (HOXA3), mRNA 

r " i CI 


NM 030879 


Homo sapiens Small evolutionarily conserved RNA, resembling C/D box small 
nucleolar (X102), rriRNA 


NMJU2373 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3A3), 
mRNA 


NM 015072 


Homo sapiens KIAA0998 protein (KIAA0998), mRNA 


NM 030882 


Homo sapiens apolipoprotein L, 2 (APOL2), mRNA 


NM 002623 


Homo sapiens prefoldin 4 (PFDN4), mRNA 


NM 022167 


Homo sapiens xylosyltransferase H (XT2), mRNA 


NM 017506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 
mRNA 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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NM 005137 


Homo sapiens DiGeoree svndrome critical reeion eene 2- (DGCR2V mRNA 


NM 000022 


Homo saniens adenosine deaminase (ADA) mRNA 


NM 003215 


Homo saniens tec nrotein tvrosine kinase ^TEC\ mRNA 


NM 018425 


Homo sapiens phosphatidylinositol 4-kinase type II (PI4KH), mRNA 


NM 095918 

INIVA UZ.Ji.JO 


Homo ^aniens RTB fP07 1 domain containing 1 fBTBDl). mRNA 


NM 004948 


Homo caTvieno. G nrotein-connlpd reeentor 10 fGPRlO^ mRNA 


NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


MM" 010891 


Wrtmn citm'pnc crrnnn YTT cpprptprl nbncnbrilfnii CP A 9 fPT .A9CT1 9 i mRNA 
xxUIIlU oapiCllo ^iuup All ov7WwlCU pilUopiHJiipaot; rvt. ^x JL/r\*<\jiZ(^j iiiAvj. 


NM 030820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


JNiYl_UjUolO 


U AmA oanipno VitmntVi^+inal Tvrr.T^in TYSf F7n56n"ni 1*4A ny(CV7P^f\fJi\ l*dn^ 

riomo sapiens nypoineucai protein i^x\xz>pjooi^x.j < +o ^i^ivrzvx juux^x j*tu«, ■ 

nVRMA \ 


>jK/f 010R07 


U/M-nn canipnc rrli i r^r»cp frartcnftr+pr nrntpin 1ft (Cr\ T 1' I'l 0 1 rnT? M A 
XxUIIlU aapicnb glUt'UoC UallopuilCi piulClil IV ^VJ J-> v_> ± i\j j y iiLiVLN.r\. 


MM 0107QR 


Wrtmn canipnc hvnnthptirfll nrotpin nTCF7n414T)049 1 fDl<CF7P414D0491^ 
mRNA 


NMJB0797 


Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 


NM 010788 


Homo canienc on-snecific transmembrane nrotein fLOC81501^ mRNA 


NM 010787 


Homo cfmipnc. fnntor H-related nrotein 5 fFHR5^ mRNA 


NM 010786 

±N±VJ. V/JV / OvJ 


Homo cam'pnc intprmpdiate filament nrotein svncoilin fSYNC!OTT^TNi mRNA 


NM 010785 


UnmA cnniVtic rirtTinlntT nfmnncp raHial cnokphfiflH-Hke 1 rRSHT.l i mRNA 
1 1VJ111VJ oaplCllj Ui lllx/lVg \Jx liivJ llov louiai o|j uivwivau iiivv i ^ivuiiivi j 9 niiviin 


NMJ)30784 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 

\L Ox IlllVJ.Nl*. 


MM 010781 


TJnmn cam'pnc ■nnncnlin'HHvlcprinp cvnthacp 9 rPnTT)SS9^ mRNA 


"MM 010770 
xniyx t /y 


TToTrir* cnnipnc T?3a-rp1atpH crpnp mpmhpT 9 fRT?fr9^ mRNA 
1 1 LH1XVJ oajJlCllo Dag ivJaitu g&ii^/ iiit-iiiL/v^i ^ Ju>ixvj j 1 1 nviiii 


NM 030774 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


MM 0 1077 9 
inIVx UjU//Z 


nomo bdpicns coiincxin jj/ ^vjjjr\.iujj niiviN/^. 


MM 0107£*d 


T-Tr»mrt canipnc ^1-T9 flrtmain-rrvntninintT nViocnViataQP anchor nrotpin 1 fSPAPl^ 
XiUIIlU odpiCIlb OXiZ. iiUllialil-VUiiiailiiiig piiuopiiauiot/ aiiiviiui piuiviii i ^01 irxx iy, 

mRNA 


MM 0707/^1 


Unwin conipn e nn^lpncnmol Viinrlinfr niritpin 1 ^NF.Q'RP 1 i n*iT?"WA 

xiomo sapicno iiuuicuooixioi uiiiuuig piutcm i ^iNoi>ir i j f iiixsj.n/a. 


MM 010757 
xNxVl \JD\JlDi 


Hnmrt ooTvi^rio tyi rx \tc\t\ x\ Wncr 'fin cipt ni*nfpin 4 riV4T» r "R"N*jl'^ ttiT? Tsl A 
ilUIllU odpiCIlb IlmiVUI lilj Illlg lillgCI piULCllly t ^IVJULNJCviN'tyj IllXvlN^A. 


MM 07 1 R1 1 
IN 1V1_UZ 1 o 1 J 


nomo sapiens did dnu v»/i>iv_/ noiiiuiogy 1, uaoiu icuuiiic *sippci uaiibuiipLiuji 
factor 2 (BACH2), mRNA 


MM O70S1Q 


WrkrnrkcanipncKTAA1id.i l r\rr\tf*irt HCTA A 1 41 1 1 nVRNA 


MM 0107^1 
iNxVx__UJU/ D 1 


XIn-mrk cam'pnc 4-f qt» orri'rxti r\n fortnt* R ^rpnrpccpc intpflpiilnn 9 PYnrpccirm 1 i 1 'fl^C^ 

nomu Sapiens udnscopuoii iauior o ^rcprcobCo iiilciicuisjji z> cApic&oiuii^ ^iv^jl? o^, 
mRNA 


MM 010754 

INxVl \JJ\J 1 J*r 


TTrkYnrk caTii^nc cpnifn 5»Tm^1r\ir1 A9 A A 9 i nriR^tfA 
ilUIIZU oapiCllo bCIUIll aXliyiUlU. AZ. ^O/VrvXy, lllivlNii. 


NM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


MM 0107^6 


TTr»mrt canipnc franc rrrrktir»n "farfrtr 7-1 ikp 9 fHT-PplI enprifir; WA^O-Hov^ 
liOIIlU oapiCllo UalloL/i ipilUIl lavlUI /"111S.C l. l^l'i^vii opevmu, xhvivj-uvja. J 

(TCF7L2), mRNA 


MM 00A010 


£Trvmr» canipnc aTr*inin*»_T-ir»1i mntafprl in pcitIv eta CP tiimorc AT?1M"FT^ mRNA 
ijLOITIU oapiCllo ai gllllllC-l lLll, mulalCU ill vailjf olagv Luiiiuio y/T_tvlVlJ_» 1 j t iiu\±yr\ 


NMJ)01182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 

mPMA 


NM_000382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3A2), 
niKJN/v 


NM 003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

evetpm^ member S if ST P7AS i mRNA 


NMJ)00694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
inRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM 030380 



Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 2, 
mRNA 



NM 030379 



Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 1, 
mRNA 



NM 020166 



Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCCC1), 
mRNA 



NM 005270 



Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 4, 
mRNA 



NM_002381 Homo sapiens matrilin 3 (MATN3) precursor, mRNA 



NM_Q30583 Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 2, mRNA 



NM_00238Q Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1 , mRNA 



NM_002379 Homo sapiens matrilin 1 , cartilage matrix protein (MATN1), mRNA 



NM 000168 



Homo sapiens GLI-Kruppel family member GLD (Greig cephalopolysyndactyly 
syndrome) (GLI3), mRNA 



NM_0Q3462 Homo sapiens dynein, axonemal, light intermediate polypeptide (P28), mRNA 



NM J) 1 7493 Homo sapiens Hin- 1 (HSHIN 1 ), mRNA 
NM 005602 



Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA 



NM 001195 



Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 
Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMS1), mRNA 



NM 004987 



NMQ00412 I Homo sapiens histidine-rich glycoprotein (HRG), mRNA 



NM 024494 



Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 



NM 004993 



Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 

Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), 



NM 004185 



NM_0244 1 5 Homo sapiens VAS A protein (VAS A), transcript variant 2, mRNA 



NM 004398 



Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 



NM 004397 



Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 



NM 004396 



Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 



NM 030588 



NM 001357 



Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 1, 
mRNA 



NMJ)04660 Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 



NM 019039 


Homo sapiens VAS A protein (VAS A), transcript variant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), 
member 20 (SLC25A20), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NMJ)04940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 



392 



WO 03/074654 



PCT/US03/05028 





mPXTA 
IlJAvrN/\ 


NM On^fi 


xiuniu sapiens dnapnase-proinoting complex suDiinii z {Ar ^, niKiNA. 


NM 00^791 


norno sapiens memurane-oouna uanscnpnon iacior protease, sue i ^ivld i ro i ) 9 
mRNA 


NM 002251 


Homo sarvien^ nntfl^tjilim vnltnop-oflfprl rVinTmpI Hplai/pH-rppfifipr cnKfamilv Q 
iiviiiu oo^iwio puwosiuin vvJiiagG-gaitu i/iiaiiild, UClaycu**lCUllAiei, oUUlalllliy O, 

member 1 flCCNSli mRNA 

11.II/.11.1UI/1 X 1 LJ 1 Jy X 1 ALVA 1 4JL. 


NM 006903 


Homo sapiens inorganic pyrophosphatase (SED6-306), mRNA 


NM 020956 


T-Tnmr» <JArvif*nc npn'flvin flTTA A 1/^90 1 mPTsJ A 

ixsjlxxsj oajjl^yllo pcilaAlll ^avaxa-TV. 1 vx> vy, IIIaVIN/a. 


NM 015435 


nuiiiu oapicxib uuuuic ring-imger protein, jjonin ^JLJv'xvriiN j, mKiN A 


NM 014338 


Homo sapiens phosphatidylserine decarboxylase (PISD), mRNA i 


NM 021 954 


nuiiiu sapiens gap junction protein, aipna j, hoku v connexin ho) (OJAjJ, niKJNA 


NM 023068 


xt.uaj.ivj sapiens sioiuauiicsin {onjy iiaaVln/\ 


NM 097871 


nomo sapiens eionganon 01 very long cnam iatty acids (rUlNlAblo^, oUK4/bloJ, 
veastVlike 1 fBT OVT 1 1 mRNA 


NM 021126 


TTrtmn Q^nipnc mprf*?iTYf"f>TYvmi\/jitp <n il fi tr+r^-n cfpro /^V/^DCT , ^ -r*iT?"\TA 
aav/aaaw oapiv/iio liiCAUapLupjriUVaLC oUJIUI U dllMClaoC ^VJLr o 1 ) y ITlAviN/\ 


NM 030666 


Homo 5?a"niftns ^ftWnp Tor PV^fpinp^ nmtpinacp inViiT^itor plarlp Tl ^rkvolViiiTrki-M^ 
oapit/iio ovAAilb ^v/A vfjroLdiiuy piULvlllaoC iilillUlLUr, vldUC X> ^UValDlillAin ) 9 

member 1 CSERPINBH mRNA 


NM 024014 


Homo sanipns hompo br>Y A 6 (VfCYX Af^i IMA 

a x.\Ji i i\j oa^JXK/xxo xi\jxlx\/\j UUA nu ^AAvyyv/AVJ J 3 HIavIN/Tl 


NM 030665 


Homo sapiens retinoic acid induced 1 (RAH), mRNA 


NM 030663 


xauiuu oapicilo ililLULlluilurial CdpbUlc Sclcnoproicm ^aV1L/oa ) y miviNA 


NM 030664 


Homo sapiens phosphotriesterase related (PTER), mRNA 


NM 030662 


xAuiiiu oapiciib iiAiiugen-aOLivaicu procem Kinase Kinase z ^iviAJrZjvzj, mKJNA 


NM 024896 


A AU1I1U oapicilb JiypULiiCLlLal piUlClIi PJ-JZjJUj/ ^X 1 JLJZ 3 j\jy) 9 mJKJNA 


NM 0021 81 


nomo bapiens lnieneuKin j receptor, aipna ^low ainnityj (^iLjKAj, mKJNA 


NM_021244 . 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 

DKF7n761H171 rPAGr)^ mRNA 


NM 005088 


nuniu sapient) iyiN/\ 6cgrriciii on enromosome w ana i ^ unique^ i expressea 
seauence fDXYSI SSFi mRNA 


NM 016090 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


NM 013106 


rioino bdpieiib boning nexm i j ^oixA ij), mKiN a 


NM 018367 


nomo sapiens iiKeiy onnoiog 01 mouse i^aaN-/l,, mammalian JLUN- / protein j 
(LIN-7-C), mRNA 


NM 018300 


numu adpiciis zinc linger proiem o j \xirr i y (£JNr o j ) 9 mKJNA 


NM 0147SA 


xiomo sapiens pnospnauuyisenne syntiiase i (r lL/oolj, inKNA 


NM 006140 


noino adpiens coiony siimuianng iactor z receptor, aipna, low-aitinity 

rpTflTnilorvfp-mflnrnnViaap^ ^^^^91? A i mRTvJ A 


NM 004043 


AAUiiiu dapiciid auCiyiaCIUlUIllIl ^-mCuiyiUalloierase ^/Vkjlvll ) y ITIavLN/V 


NM 002414 


Homo s aniens antigen idpntifipd V»v mnnrvlnnal j»Titif»nHiPc 19T77 P9 1 anH Ol^ 

xx.\JXXX\j ciAAVlgVAA i-Viv/llULAAt/d Ujr Alll/llvK/lUiidl ClAlLlUUVAlCo 1 Z.AJ« / , J/^l dllU Ul J 

flVI^) mRNA 


NM 002186 


Homo 5?aniens intprlenlrin Q rprpnfnr (Tl 01?^ mPNA 


NM 030657 


Homo sapiens lens intrinsic membrane protein 2 (19kD) (LIM2), mRNA 


NM 014349 


AAuiiiu bd.pj.ciib dpuiipupiuiem i-<, j ^/\a vji^j j y miviN/v 


NM 022566 

A^IAVJ. \J£+£*J \J\J 


nuirio bdpicns mebouerm aeveiopment canaioate i \xvie,oIJ\->1) 3 itlkjna 


NM 020727 


aauhiu oapiciid ^,nic linger protein z.yj ^ZANrzyj j s mt\iN A 


NM 012074 


Hnmn Qnnipnc cpr-AA ( Trim i \jn-mr\\r\er ( C^XXD X*\A\ mDMA 

xAuiiiu oapiviia ^niousej nomoiog yy^xiijSxjHjy miviNA 


NM 000861 


Homo sapiens histamine recentor HI (HRH1 • mRNA 


NM_006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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nYRNA 

IIlI\JLN.rV 


NM 007? S3 


jiuuiu sapiens cyiocnrome r*fju, suDiamny ivr, polypeptide o (CYi^ro), 
mRNA 


NM 000779 


T-Tfvmn Qfltiipnc pvtnplvrnmp P^^ft cnhfamilif T\AR rtrhl^mcmfi/lA 1 ff^yjTyATyw 
iiviiiu i>apicii5 v-y Luuiiiuiiic rHJU, oUOIoIIUiy 1 VO, poiypcpuuc 1 ^UlJrnJjl), 

mRNA 


NM 001514 


Homo saoiens peneral transcrintinn farfnr TTR frrTF9P^ mPMA 


NM 004127 


Homo «sar»ipTi^ Cr nmtpin nafhwav cnnnrpccnr 1 ^HPQ1\ ml? XT A I 


NM 024423 


Homo <3atYipn<? dp^mnrnllin 3 fDSf 1 '^ trsm^rriVit variarjt "ncr^l* -mPATA 1 
xx\jnivf oajjiviio uwoiiivjwixiii j ^x-»kjv>j^j LiaiioisiiL/L VdllaJll L/oOjD, IILl\JN/\ " 


NM_001941 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a, mRNA | 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA | 


NM 024422 


xiuiiiu bdpiciib ucsmocoiiin z ^uoLZj, iranscnpi variant JL/scza, mKJNA i 


NM 004948 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsclb, mRNA | 


NM 024421 


Homo sapiens desmocollin 1 (DSC 1 ), transcript variant Dsc 1 a, mRNA 


| INIVI \)\)iyJ.o 


Homo sapiens damage-specinc DNA binding protem 1 (127kD) (DDB1), mRNA | 


NM_00Q425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
bylvius 1 , MA6A (mental retardation, aphasia, shuffling gait and adducted j 
thumbs) syndrome, spastic paraplegia 1) (L1CAM), transcript variant 1, mRNA 


IN lVl__UZ*t UlO 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
6ylvius 1, MAbA (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 2, mRNA 


j IN±Vl__UU*t 1 1 V) 


riomo sapiens terreaoxm reductase (rDAK), transcript variant 2, nuclear gene ' 
ciiuuuuig iiiiiuuiionuriai proiein, nuviNA 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1 , nuclear gene j 
ciiouuing imiocnonanai protein, mjKJN/\ j 




xiuino bdpiens cyrocnrome sthju isoiorm lz [y, x Jr4r Izj, rnKJNA | 


NMJ>22845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1 , j 

nVPTvJA ( 


NM 027041 


xiomo sapiens gianx axonai neuropamy ^gigaxoninj (LjANj, mKJSA | 


NMJ)21187 


Homo sapiens cytochrome P450, subfamily F/F, polypeptide 1 1 (CYP4F1 1), 


>jm oiqsqq 


xiomo sapiens taste receptor, type z, member 1 (1 AozKl), mKNA \ 


NMJH7579 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 1 

J, IIuvlNrv j 


1SJM 01S670 


nomo sapiens sentrin/oUMU-specitic protease J (oJbNri), mKNA 


1 NM 019006 


nomo sapiens aaaptor protein containmg pH domain, r 1 d domain and leucine j 

•7iTvnpr mrvtif/ A PPT "\ mD\TA 

zipper rnoui \J\rri^) t mxsJNA 1 


NM 00S399 


xiuiiiu bdpiens rriu linger protein z yrjirzj, iruvlNA j 


NM 000R96 


nuniu sapiens cyiocnrome jt^ju, suoiamuy ivr, poiypeptioe j ^leuKotnene J34 

viiicga nyuiuAy I abCJ ^V-/ IT Hrjj, ITlrvlN/v j 


NM 022661 


nuniu bdpicnb orAiNA lamny, memoer \^ ^or aina.^ ^, rnxviNA | 


NM 022573 


Homo sapiens TSP Yq 1 (TSPYQ 1 ), mRNA 


NM 079080 


nuniu bdpiens putaiive Air ase ^rioAyi'^ / ) 9 ituvinA J 


NM 02S22R 


nuniu adpicrib nypoineucai protein qjhjhkjlh.d \\Jjhdh\Jlh.d), mKJNA | 


NM 07S0H 


numu bdpicnb JviA/\iuoi protein ^xvx/vrt.iuji ) 9 mKJNA | 


NM 02S027 


xxuiixu bdpicnb nypotneiicai protein TjUJ ih-zou ijti^j i*tzou ), mKJNA 


NM 022102 


Homo sapiens hypothetical protein FU20958 fFU20958) mRNA I 


NM_021724 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NR1D1), ! 
mRNA 


NM_030570 


Homo sapiens hypothetical protein MGC 1 0902 (MGC 1 0902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA 1 695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS0 1 9 (MDS0 1 9), mRNA | 
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NM 017509 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA 


NM 005583 


Homo sapiens lymphoblastic leukemia denved sequence 1 (LYL1), mRNA , 


XTTVvT AAAATA 

NM 020070 


TT . * _ ' _ 1 . 1_ 1 ' 1 f 1 1»1 1 i*J 1 /T/""1T T 1 \ TV "V T A 

Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


XTX X AAOOOO 

NM_00Zio3 


Homo sapiens MYC-associated zinc finger protein (punne-bmdmg transcription 

{*«v«vf/v«-\ /X/f A r 7\ _-T>XT A 

factor; (MAZ), rnKNA 


NM 016944 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), mRNA 


NM 01oy4i 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 0U03/O 


TT — ? TT T*1 J _ 4 AIT TT^ 1 \ J ' x * j. A T»XT A 

Homo sapiens Wilms tumor l (WTl), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor I (WTl), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WTl), transcript variant C, mRNA 


XTX K A A*~% A 

NM 024424 


Homo sapiens Wilms tumor 1 (WTl), transcript variant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily 1HA, polypeptide 7 (CYP3 A7), 

T) XT A 

mRNA 


NM 021570 


Homo sapiens BarH-like homeobox l (BARXl), mRNA 


NM_000068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha l A subunit 
(CALNAl A), transcript variant l, mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC10327 (MGC10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC 10963 (MGC 10963), mRNA 


NM 024867 


Homo sapiens hypothetical protein FJU23577 (FLJ23577), rnRNA 


XTX JT AAA*71A 

NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), mRNA 


NM 025 1 /O 


tTn«M/\ - _„ J _„ _ T/ r T A A API O A *_ fT7"T A A AO DAN T>XT A 

Homo sapiens KlAAU9oO protem (KlAAU9ou), mRNA 


NM 003789 


Homo sapiens TNFRSF1 A-associated via death domain (TRADD), mRNA 


NM 01/541 


Homo sapiens crystauin, gamma b (CRYCjiS), mRNA 


NM UUooyi 


Homo sapiens crystallm, gamma D (CRYOD), mRNA 


xtx jr noAOOO 
NM 0209o9 


Homo sapiens crystallm, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallm, gamma B (CRYGB), mRNA 


NM 014617 


Homo sapiens crystallm, gamma A (CRYGA), mRNA 


NM_002396 


Homo sapiens mahc enzyme 2, NAD(+)-dependent, mitochondnal (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM \) 2 j loo 


Homo sapiens hypothetical protem MGC4659 (MGC4659), mRNA 


NM 025244 


Homo sapiens testis specitic, 10 (TSGAIO), mRNA 


XTX yf AO CO/1 A 

IN AM UZjZ4U 


Homo sapiens H/ nomolog 3 (H7-H3), mRNA 


WA/f m^O^T 
IN1V1 UZjZj / 


Homo sapiens sclerostin (oUo 1 ), mKN A 


1NJYL UZDZjO 


Homo sapiens H^wl protem (HZr W 1), mRNA 


"NTAvf A1CT2C 
JN1YI UZJZJJ 


Homo sapiens tankyrase 2 (11NKL), mRNA 


NM 025233 


Homo sapiens nucleotide binding protein (NBP), mRNA 


XTXjf AOCO*50 

NM 025232 


Homo sapiens hypothetical protem FLJ22246 (FLJ22246), mRNA 


NM 025218 


TT T TT 1 "1 • J • . • <« /T TT rtTk1\ T^'VT A 

Homo sapiens UL16-binding protein 1 (ULBP1), mRNA 


XTX if AO C O 1 *7 

NM 025217 


T T * T TT 1 1 • 1 " .* « /~T TT T»T»A\ TV "VTA 

Homo sapiens ULlo-bmding protein 2 (ULBP2), mRNA 


XTX K Aocoi c 

NM 025215 


TT^ J * J * x1 1 /TVT YD 1 \ TV "VTA 

Homo sapiens pseudoundme synthase l (PUSl), mRNA 


XTX /f AOC0 1 A 

NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-binding protein EDAX (inhibition of the Dvl and Axin 

1— .\ / TTV A ^ J*\ TV "V T A 

complex) (ID AX), mRNA 


1N1V1 UZjZIVJ 


xiomo sapiens type i protein pnospnatase mniDitor ^1-4 j, ituvin a 


NM 025209 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NMJ)25193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FU13386 (FLJ13386), mRNA 
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XTN/f no < 1 fx 1 
1NXV1 UZD 101 


Homo sapiens nypotneucai protein rUzzi /d (rJLJzzl /j), niKJNA 


1N1VX UZjIjO 


xiomo sapiens nypoineucai protein rx^jzzzj 1 (x*jljzzzj i j, mKJNA 


1N1VX V/Z.J1*tO 


j xiomo sapiens nypoineucai protein rJLJizyoo ^rJ-jiz^oO), inxsiNA 


INIVI UZjIj/ 


jtiomo sapiens nypoineucai protein rJLJZi4jy (ri_JZl4jyj, rnKlNA 


"NFM ftO^I 1 £ 
INIYI UZJ 110 


nomo sapiens nypoineucai protein rJLJiz/oi {rL,J iz / oij, niKJNA 


MM" ftO^I 14 


xiomo sapiens nypoineucai protein rLJUoiD ^rJLJUoljj, mKlNA 


"MM O.O^OR'* 
INIVI UZjUOj 


xiomo sapiens nypoineucai protein ruzi iz<> (rL.JZi izoj, niKJNA 


1N1V1 UZJUD4 


xiomo sapiens nypotneucai protein rUzjoz (rU23liz), mKJNA 


"KTrV/T 0.950.17 


nomo sapiens nypotneucai protein rJU I JoVz (rLJ lioyzj, mKJNA 


TsJA/T 09501 1 


xiomo sapiens nypouieucai protem j^UJj /44 (rJJlj /44J, mKJNA 


r\nvr 09/igq5 


xiomo sapiens nypomeucai protein rLJ izolo [rL,j lzolo), mKJNA 


1N1V1 UZH2/0 / 


xiomo sapiens nypotneucai protem rJLJiZj4j {rL,J izjQj), mKNA j 


TsjlV/T 094000 


xiomo sapiens nypomeucai proiein rJLJZZ4/y (x l LJZZ4/yj, niKJNA 


NM 094R74 


i Tlnmrt c?JTi-i**nc? Tii/T\/\tV»*>f^/»»j1 «* , /At*»in TTT T1 /100C /TJT T1zlOO^\ ™D\T A 

nomo sapiens nypomeucai proiem ri_j 14ZZD ^pi^j 14ZZD mKJNA 


NN/f 094527^ 

1N1V1 UZ*to I J 


1 T-T/~vt-nr» coni Ano 1%irr»/\+Vi<»fi/*o1 -rvtwfo'i'rk T7T TO 1 1 /CO /T?T TO 1 1 /CO\ __T) XT A 

xiomo sapiens nypotneucai protein Jruzi ioz (rLJZi lozj, mKJNA 


NTV/T 094SA1 
1N1Y1 I/ZHOU 1 


xiomo sapiens nypotneucai protein rLJ2zo/l (rLJzzo/ 1), mKJNA 


NA/T 094R1/? 

IN lYl O J O 


xiomo sapiens nypotneucai protein ruzziUi (rUzzjUl), itiKJNA 


NA/f 094899 
INIYI UZ*foZZ 


I TJi-s-rv\/-v nnnionn "Ui mnttt aifionl T7T TO O /T A 1 /TTT TO l/AI \ "PJ "VTA 

nomo sapiens nypotneucai protein rUzzoUl (rUzzoOl), mKNA 


NM 094R10 


I tTr\t-nrt PQm'onP 1t?msvf1'iA4-is«n1 nrnfnin ITT TO THCC /TTT TOOOCC\ - \T i 

xiomo sapiens nypotneucai protein ruzzyjO (rJLJzzio j^, mKJNA 


ktm 094S1A 


1 T-T/vrv»/"» poniarip Vn r*^/^+T*tt-<^i /»r»1 •%«*rv^-/!»-t** TTT TOOOOO /"TTT TO"5O0O\ Tt\T A 

xiomo sapiens nypotneucai protein ruzjZoZ (rLjZjZoZ), mKJNA 


NM 09480*3 


Urvmn e»STi-i**ric' Vi^mrvfliofi nrAfoi'n TTT TO 1 /C /C C /TTT TO 1 /C/CC\ . .T) "\T A 

xiomo sapiens nypotneucai protein r JUziotD ^rLJZiooDj, mKiNA 


NM 09470^ 


Ur\mr\ paniann Vv\ m r^4-\t *»4~t ^ #\ 1 nvn^aiM "CT TOOOAA /TTT TOOOAA\ T>\T A 

xiomo sapiens nypotneucai protein rUzzoUl) (rJLJzzoUU), mKNA 


nm aiAifn 

INIVI UZH/u/ 


xiomo sapiens nypotneucai protein rJUzl lzU (rLJzl 120), mKNA 


NM O947A0 
INIYI l/Z*r / OU 


T-TsVtTt/> PaM-lAnn kimAtti^finnl TTT T1 ^AAA /TTT T 1 ^AAA\ T*> *K T A 

xiomo sapiens nypotneucai protein rLJ l4UUy (JrLJ 14UU7), mKNA 


TOM 094741 


UVvmr* oonimiP rrtrt+T^*a4-i nnl M«nfai« TTT TIOOOO /'L'l T10000\ «»T>XT A 

xiomo sapiens nypotneucai protein jpjljizoZ/ (rLJizoz/), mKNA 


NM H94791 
INIYI \jL*\lL3 


nomo sapiens nypotneucai protein JfLJz34/l (x , LJzJ4/l), mKNA 


JNiVL UZ4 /ZU 


TJ A win nnvn'oMn Ikimnflia^nnl .- ^ 4 ,-, * , T?T TO *? C 1 A /T7T TO 1 C 1 A\ TkXTA 

xiomo sapiens nypotneucai protein x'Uzijll) (rLJzjjlO), mKNA 


INIYI UZ4oyo 


TT — — - — n nM J ann Uimn^Uafinnl 4. _ T?T T1 1 f\ A A /T?T T1 OAil J\ ri\T A 

Homo sapiens Hypothetical protein rLJ 13044 (rLJ 13044), mKNA 


vnvyf 094A09 


xiomo sapiens nypotneucai protein JrJLJziuoy (rJ_Jzluo9), mKNA 


MM 0946RQ 


LTn«Yin P4nionc Vvir»-»j-k'fV»£»f-i/"»r»1 ■r>»»i-k+z»'««-» TTT T1 A 1 f\1 /TTT T1 /I 1 ^,T)\T A 

xiomo sapiens nypotneucai protein rJLJi4iUj ( k rLJi4iU3), mKNA 


MM 094£R7 
IN1Y1 l/ZH-00 / i 


XT/vrvirt oo-r-%-1 ar% r> m ntUa4i />n 1 TTT TO OA A A /CT TO Ifl/I A\ _-T)\T A 

xiomo sapiens nypometicai protein r LJZjvQy (JrJLJz3u4y), mlvNA 


MM 094648 i 


W/vmr\ eoniAnc Vitrt-»/-»+V»**+ir»'i1 -r>-r/\foi*s TTT TOOOOO /TTT TOOOOO\ -__"r>XT A 

xiomo sapiens nypotneucai protein rLJZ/./.z/, (rJUZzzZZ), mKJNA 


MM 094699 

J.N1YX u^HDiZ 


T-T rv-mr\ cQnioni! Viintrit1^ot4r»o1 i-M-nto-I r* TTT T0 1 OA 1 /TTT TO 1 AA1\ __T>XT A 

xiomo sapiens nypotneucai protem rLJZiyui {r lj ziyui ), mKJNA 


MM 09461 1 I 


T-l/N-mrv conipnc ViAmrk+Vk^+i r»i1 nrrtiain TTT T1 1 CO/C /TTT T1 1 QO/T\ »viD\TA 

xiomo sapiens nypoineucai protein rLJ i loyo (^rLJ l loyt>), mKJNA 


MM 094SQ1 


TTrimr\ roni'pn n 1itrr\/vfli<»f*j"»<i1 rvrMai'ri TTT T1 lO/tO /TTT T1 1 O/l A\ _-.T? XT A 

xiomo sapiens nypotneucai protein rL,j 1 1 my {rLJ 1 1 /4y), mKJNA 


MM 094^61 I 
1N1V1 v/ZHOOl I 


XJnmrt ein-nia-nei tiimAlUA+4An1 n-c-y^^Aiw TTT TOOAf/l /CT TOO AC /I \ T\ X T A 

xiomo sapiens nypotneucai protein .rLJzzuS4 (rUzzUj4), mKNA 


NM 024540 


Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mRNA 


NM 09/1^1 Q 1 


TT r»r>-»%-«rt«-.n TTT 1 C UimJimk MVK^Ai*. 1 /TTT T>T>0\ T"> XT A 

Homo sapiens ULlo-bindmg protem 3 (ULBF3), mKNA 


XTN/T AO/1 O ^ I 


Homo sapiens hypothetical protem MGC4645 (MGC4645), mRNA 


TvTTV/T AO/1 ^ A/1 ! 


Homo sapiens FK domain containing 14 (PRDM14), mRNA 


XTTV/T AO/1^A1 II 


Homo sapiens homeo box Dl (HOXDl), mRNA 


JLN1V1 UUOoZl | 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP 1 28), mRNA 


MA/T AO££QO I 
JNiVl_vU00oU 


Homo sapiens malic enzyme 3, NAJDF(+)-<lepenaent, mitochondrial (ME3), 

miVLNA 


NM 001944 


Homo ^aTTlPtic: HpQrnAfflpiTi ^ rtiPTTTnliioiiG \ni1trnric o-nti apn^ /T^Q/T3\ m"R "MA 
a. Av/ ill w ouj^riviio uvoiTiUglC'lJl J V/ 111^/111 gUo Vulgollo all LJf,CIl ) ^JL/OVJ«?y, IJLCvlNxV 


NM 001943 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM 024498 


Homo sapiens zinc finger protein 1 17 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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NM 015332 



Homo sapiens KIAA1068 protein (KIAA1068), mRNA 



NM 022001 



NM 021708 



Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 



Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 
d, mRNA 



NM 021706 



Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 
b, mRNA 



NM 002287 



Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIR1), transcript variant 
a, mRNA 



a, mRNA 

Homo sapiens E4F transcription factor 1 (E4F1), mRNA 
Homo sapiens matrin 3 (MATR3), mRNA 



NM 004424 



NM 018834 



NM 017830 



NM 006926 



Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 



Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2), mRNA 
Homo sapiens surfactant, pulmonary-associated protein Al (SFTPA1), mRNA 
Homo sapiens apolipoprotein (a) related gene C (APOARGC), mRNA 



NM 005411 



NM 024492 



NM 024491 



NM 015472 



Homo sapiens plO-binding protein (BITE), mRNA 



Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 
(TAZ), mRNA 



, mRNA 

sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 
Homo sapiens quiescin Q6 (QSCN6), mRNA 



NM 017797 



Homo 



NM 002826 



NM 024010 



Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 



NM 004972 



Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 



NM 000761 



Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 2 (CYP1 A2), mRNA 



NM 000104 



Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 



NM 000499 



Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 1 (CYP1A1), mRNA 



NM 024318 



Homo sapiens immunoglobulin-like transcript 8 (JUTS), mRNA 



Homo sapiens 2.19 gene (2.19), mRNA 

TT • i i . « 1 t 



NM 021806 



NM 006208 



Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 
mRNA 



NM 007076 



Homo sapiens Huntingtin interacting protein E (HYPE), mRNA 



NM 018571 



Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 2 (ALS2CR2), mRNA 



NM 015049 



Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 3 (ALS2CR3), mRNA 



NM 023036 



Homo sapiens dynein intermediate chain 2 (DNAI2), mRNA 



NM 022171 



NM 016128 



NM 021999 



Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA 
Homo sapiens coat protein gamma-cop (LQC51 137), mRNA 



NM 021992 



Homo sapiens integral membrane protein 2B (TTM2B), mRNA 



Homo sapiens thymosin, beta, identified in neuroblastoma cells (TMSNB), 
mRNA 



NM 021994 



NM 007257 



Homo sapiens zinc finger protein 277 (ZNF277), mRNA 



NM 021972 



Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 



NM 021976 



Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 



NM 021963 



Homo sapiens retinoid X receptor, beta (RXRB), mRNA 



NM 021978 



Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 
Homo sapiens suppression of tumorigenicity 14 (colon carcinoma^ matriptase, 
epithin) (ST14), mRNA 



NM 021977 



Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA . 
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xiomo sapiens zinc linger protein 148 (pHZ-52) (ZNF148), mRNA 


NM 021966 


Homo sapiens T-cell leukernia/lymphoma 1 A (TCL1A), mRNA 


JNJVl l/JZloO 


Homo sapiens ioncnead box E3 (FOXE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM UUooyi 


Homo sapiens hgatm (LGTN), mRNA 


NMJ)21955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 

/TiT»T> 1 T) 1 1 \ _~T» XT A 

(rPPlRl 1), mRNA 


NMJ)21951 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1), 

«,D XT A 

mKJNA 


JNM_U2 15/60 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), 
mKJNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 

_„jj___» TX\ /T?T AX7T A\ -^T) XT A 

antigen D) (JbLAVL4), mRNA 


NMQ21949 


Homo sapiens ATPase, Ca+-I- transporting, plasma membrane 3 (ATP2B3), 

_.T)\T A 

mKJNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXM1), mRNA 


NM 021956 


Homo sapiens glutamate receptor, lonotropic, kamate 2 (GRIK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI 1-like 2) (APBA3), mRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcnption factor 2 (DMRT2), 
mRNA 


INM_UUzz53 


Homo sapiens kinase insert domain receptor (a type m receptor tyrosine kinase) 
(KDR), mRNA 


JNM UUZJ/o 


Homo sapiens insulin-like growth factor buidmg protein 6 (IGFBP6), mRNA 


JNM__UU,5ojU 


Homo sapiens succmate-CoA ligase, ADP-forrmng, beta subumt (SUCLA2), 

niisJNA 


JN1V1 UUjoUZ 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


xnivx uyo7jo 


xiomo sapiens zinc imger protein Jo (KUa y) (ZJNr 16), mRNA 


IN1VX UUO03Z 


nomo sapiens tousiea-uKe Kinase z y x LJvzj, mKJNA 


INivl UZlZZi* 


xiomo sapiens neuin 4 (jn 1 iN4j, mKJNA 


IN1VX \JLJf lO 


nomo sapiens jn i\ur xi oxiaase j (JNUA3 mJvlN A 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 


XNJYL UUOl /o 


xiomo sapiens JN-etnylmaleimide-sensitive factor (NSF), mRNA 


JNM UUjIIo 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


XTA/f fit C70/I 
JNJVl U J o / Z4 


Homo sapiens lnterleukm 20 (IL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


xrrv yf nrvo 11/1 

JNM UU3 114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


\t\ jr i nno 

JNM__U210y/ 


Homo sapiens solute earner family 8 (sodium/calcium exchanger), member 1 
(blXoAlJ, mKJNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


XTX K 1 1 A1 

NM 021101 


Homo sapiens claudin 1 (CLDN1), mRNA 


NM_021095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), ! 
member 6 (SLC5 A6), mRNA 


JN1Y1 UZ1U/0 


J-Jomo sapiens neurotiiament, heavy polypeptide (zuukL;) (NbrH), mRNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NMJ)21074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NMJH5392 


Homo sapiens neural proliferation, differentiation and control, I (NPDC1), 

mKJNA 


INM UzU4oz 


Homo sapiens activator or CKbM in testis (AC I), mRNA 


JNM 014509 


Homo sapiens kralcen-Iike (BK126B4.1), mRNA 


NM_005132 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
pJiospnoprotein ot the raazlp iamily (REC8), mRNA 


NM^O 18896 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit 

(C AUJN A I O), mKIN A 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 




Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


NM_0 16203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(rKJvAuz), mKNA 


XTTVvf AAA/Tm 
NM_UUU627 


Homo sapiens latent transforming growth factor beta binding protein 1 (LTBP1), 
mKJNA 


JNM_UU/4j4 


Homo sapiens j-metnyitetxanyaroiolate-nomocysteine methyl transterase 
reductase (MTRR), transcript variant 1, mRNA 


JNM._UU i uy 1 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 

{ ArSJr 1 ), mJKJN A 


IN 1V1 vZHU i O 


xiomo sapiens nomeo oox do ^huajdo^, mKJNA 


TsJA/T 094ni^ 
XNiVl UZ*rU 1 Z> 


xiomo sapiens nomeo oox dh (HUAJo4 )> mKJNA 


>JM 01 ^997 


xiumo sapiens jso/v/vu^jo protein ^PkiAAUzOoj, mKINA 


NM_024430 


Homo sapiens proline-serine-threonine phosphatase interacting protein 2 

fPQTPn>9"l ™T?MA 
o IJrJLrZJ, mKINA 


NM 003588 


Homo sapiens cullin 4B (CUL4B), mRNA 




Homo sapiens peptidylprolyl isomerase (cyclophilm)-hke l (PPILl), mRNA 


NM 014432 


Homo sapiens interleulcin 20 receptor, alpha (IL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 

/Orf^TX T» XTA 

(SOT), mRNA 


NM_002O38 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant l , mRNA 


NM_022873 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


NM_022872 


Homo sapiens interferon, alpha-inducible protein (clone M-6-16) (G1P3), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncouplmg protein 3 (mitochondrial, proton earner) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton earner) (UCP3), ! 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


JNM_U22ol0 


Homo sapiens solute earner family 25 (mitochondnal earner, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_0033j5 


Homo sapiens uncoupling protein 2 (mitochondnal, proton earner) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


XTfc K AO 1 on 

NM_021833 


Homo sapiens uncouplmg protein 1 (mitochondnal, proton earner) (UCP1), 
nuciear gene encocmg mitocnononai protem, mKINA 


NM_002231 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM0Q4967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
n) (IBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 



399 



WO 03/074654 



PCT/US03/05028 





HiaVipfpQ in^inifliiQ nPiirnVivnonhvcpnl i (A VP i ttVRNA 

UiaUVl^D XlloipiUUd, UvlU \Jllj |Jt/|JllY Otal J VI Jy IlJJA-L^lxV 


NM_022877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 

■t/o-ri Qnt r» ml? 7\T A 
vail all l L», 11UVLNA 


NM 

IN 1V1 \JL & O / O 


xiuiiiu bd.pi ens survival oi motor neuron z, ucnirurricr iu iimviinzj, uanbcnpi 

variant h nVR^TA 
valiant \jy ixixvLi/T. 


NM_022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 

variant ft rtVRNA 
vol lain a, iliAVi^xx 


NMJJ17411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 

variant d mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Tfomo canipnQ hi^trvnp flpapptvlncp A f\A f ^ A C**&\ ttiT?*WA 

X1VS4UVJ oapivllo lJlollsllG U^aCCljr laaC *t JJLvxvV-y^ y, 111 IV_l i r\ 


MM 003474 


iiuinu oapicila a UlolULCgl 111 ailU IHC LallupiUlC lllaoC UUlIlalil JL ^0 ^iilClUIil aipilaj 

(ADAM12), transcript variant 1, mRNA 


NM 000144 


TTnrnn canipnc cnrvival f\f mntor npnrnn 1 f-ol rim f^ri r* ( QAyfT\F1 tranepri'nt variant 
XlUIllU oapiciiD oulVlVal \JL I1IULUI J1CLUUI1 1, IClUlllCl ^OJ.Vll> ij } UaliowipL Vallalll 

d mRNA 


NMJ)22874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b mRNA 

U y a AUk Va ^ a X 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NMJ)21969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


NM_021967 


Homo sapiens small EDRK-rich factor 1A (telomeric) (SERF1 A), mRNA 


nm om^is 


jrioino sdpienb general uanscnpuon iacior juxi, poiypepuae z ^h^kjj suoumi/ 


NM 003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 

^OJUV^-t J/\1H^, lialibUlipi Valldill lUIlg, IlUOiCaT gene ciicuuing JalllOCilOIlUrial 

protein, mRNA 


NM 004277 


nuinu oapiciib miLuupiiiig piuicm *+ yuK^rHjy nuuicar gene cnL/Uuing 

mitorVinnHrinl TYrntpin mTJT^JA 
iiiiiu^iivjiiuiiai jjiui^ui, i. i JUL vi N n 


NM 004536 


T-Tnrnn QflTvipnQ Kariilnvirnl TAP rpriPat-rnntaiTiiTicy 1 ^RTR^* ,, 1^ nVRNA 
xixJiiiKj dapiwia uawuiuYuai iru. iwp&ai~uuiiuiiiiiiig i ^jl>jj\.v> i y 9 iiirviN/i. 


NM_000346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 

aiitnciomal ^PY-rpvpr^nl^ ^SO^fO^ tti*RNA 

(XUlUOvUial O wV. 1 1> V t/1 O&IJ \ij\JJ\.sjy 1 1 LI VI X fx 


NM 003645 


nuillu dapidlo laliy'-a.t'lU.-v-'UCllZiyillC r\ HgaoC, VCiy lUIJg^L'llalll 1 ^JT/\v> V JU/iy, 

mRNA 

HUM «* 


NM 024409 


T-Tomo Ranipn^ nntrinrptip "npntiflp nrppiiTQnr C rNTPPr^^ ml?NA 

XlVlllU Oapi^llO UaUlUlWllv l^b^UUb plbwUloUl V> ^lll 1 \~*)y 1 1 IX Vi. 1 £\. 


NM 024410 


Homo ^aoipri^ onfpr Hptiqp finrp csf ^nprm tail q 1 ^(""YrVPI^ mRNA 


NM 004180 


Homo saDiens TRAF familv memher-asqociated NFTCR activator ^TANIC^ 
mRNA 


NM 024332 


Homo sapiens c6.1A fC6.1A\ mRNA 


NM 024324 


Homo sapiens hvpothetical protein MGC1 1256 (MGC1 1256), mRNA 


NM 024315 


Homo sapiens hvpothetical protein MGC4175 (MGC4175), mRNA 

• m - ■» A « * L ■ « A^kr A A T hX XX V4VI4-4 fc/A XX w AAA A T A> ^X _ * A # ^X \ A * XL 1 A / *X F m A A AA> T A A 


NM 024311 


Homo sapiens hvpothetical orotein ET fET^. mRNA 

A A'X^ A** **• 4VA4V A A T LX XX V# iV wA Xr 1*1 kX A \X VV ■*. • A Aw A, 1 AX A / ■ IA4A\4 T A A 


NM 024309 


Homo sapiens hvpothetical orotein MGC4289 fMGC4289^ mRNA 


NM 024306 


Homo saoiens fattv acid hvdroxvlase (VK AFH mRNA 


NM 024300 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 0?4?96 


Homo sar>ien<; hvnotliptiral nrntpin MrJP120^ CMC\C\J(\X\ ■m'RNA 

±±\JXll\J oapi^llo Hjf pvrLlllsLllsai plULClll IVAvJVvlAV/J ^lViVJ V-/ 1 iAJJjy 111XV1> zv. 


NM 024294 


Homo sapiens hvpothetical orotein MGC4614 (MGC4614^ mRNA 

AAVI44V WtA^X A VI A hj *~ J 111V ViVUA W IVill ITXVX > XX A ■ l^A X^x fx/ A I ^ j IliAxi "i 1 


NM 024292 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HER5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
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NM_001470 
NM 001858 



NMJM5071 



NM_007329 
NM 023004 



NM 005371 



NM 023033 



NM 023032 



NM 014289 



NM 023089 



transcript variant 2, mRNA 

Homo sapiens gamma-aminobutyric acid (GABA) B receptor 1 (GABBRH 
transcript variant 1, mRNA " 

Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 



Homo sapiens GTPase regulator associated with the focal adhesion kinase 
pp!25(FAK): KIAA0621 protein (KIAA0621V mRNA 



2 °mKNA PienS ddeted ' n mnt brain tumo " 1 ^M 571 ), transcript variant 
Homo sapiens nogo receptor (NOGOR), mRNA 

Homo sapiens methyltransferase- Hke 1 (METTL1), transcript variant 1 . mRNA 

Homo RAnipnc rrtc*tVtir]-hrri-r\c'-f'amrm i;i — i m 4 1 "i»t>T t \ I . — : 



.Homo sapiens methyltransierase-li ke 1 (METTL1). transcript vari ant 3~mRNA 
Homo sapiens methyltransferase-like 1 (ME TTL1), transcript variant 2. mRNX 



NM_023088 
NM 023087 



NM 023086 



NM 023085 



NM 023084 



NM 023083 



NM 021251 



Homo sapiens calpain 6 (CAPN6), mRNA 



Homo sapiens calpain 10 (CAPNIO), transcript variant 7. mRNA 



Homo sapiens calpain 10 (CAPNIO), transcript variant 6. mRNA 
Homo sapiens calpain 10 (CAPNIO), transcript variant 5. mRNA 

rTnmft cnnrofin Anl^A.'. 1 A fi~\ A Tixti rt\ \ T~. : 1 



Homo sapiens calpain 10 (CAPNIO). transcrip t variant A mRNA 



Homo sapiens calpain 10 (CAPNIO), transcrip t variant 3,' mRNA 



Homo sapiens calpain 10 (CAPNIO), transcript variant 2. mRNA 



NMJ)05083 



NM_023031 



NM_023030 



Homo sapiens calpain 10 (CAPNIO), transcript variant l] mRNA 
Homo sapiens calpain 10 (CAPNIO), transcript variant 8. mRNA 



?m^?L e ci ^ SJf? mclear ribonucle <>Protein auxiliary factor, small subunit 
i (UiAJlRSl), mRNA 



NM_023028 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, PfeifTer syndrome, Jackson-Weiss syndrome) (FGFR2) transcript 
variant 13, mRNA F 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, PfeifTer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 12, mRNA F 



NM_022976 



NM_022975 



NM.022974 



NM 022972 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
kerannocy te growth factor receptor, craniofacial dysostosis 1 , Crouzon 
vXtiTlO mRNA Syndr ° me ' Jackson - Weiss syndrome) (FGFR2), transcript 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcript 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcrint 
variant 8, mRNA J ' p 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcript 
variant 7, mRNA " " F 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcript 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressedkm^T 
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ivt-iauiiuuytc gruwm iacior receptor, cramoiaciai dysostosis l, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
nt>iaf,uiuuyLc giuwui ldcior receptor, cramoiaciai dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NMJ)22970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

KcidLiuut/yie growui iacior receptor, cramoiaciai dysostosis 1, Crouzon 

syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 3 mRNA 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
ivwaunu^ ^ lai/ioi ictepiur, cramoiaciai aysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1) transcrint variant 9 nVRXTA ' 


NM 023111 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA | 


NM 023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 

Pfeiffer SVndrOme^ fFf-rFR 1"\ francrn'nt Trariont C -rtDXTA 

■••v/ixj.^j. ajfiiuiwiiicy ^j. vji xvi ^, iraiiocnpi vanani o, mivINA j 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 

Pfeiffer SVTldrOm PI rPTirFl? 1 ^ trancmnt irarionf 7 *v»T5XTA 1 

x iwnw oynssiuLu^j \r\jriKi j, uanscnpi variant /, mKJNA | 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1 1 mRNA i 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 

Pfeiffer SVTldrnmP 1 flPlTPR 1 I trancr>rir»t iro*-ir»*i+ <-mT>XT A 1 

iwnw oyuuiuiix&j \x \jrixi j, uanscnpi van am o, rnJKJNA J 


NM 000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

lepra tinnnvt^ onvwrti for»trvr* rp^p-nf Ar ^ j „^Vi /->■.'„ 1 j_ .»,_.„4.„„^_ 1 /*i 1 

A.ciaLuiuuyic giuwui iacior receptor, cramoiaciai aysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 

variant 1 mRNA "1 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer svndrome^ fFCtFR 1 ^ trnncfrint vci-riQ-nt <i *wdxta i 


NM 023106 


Homo saniens fibroblast erowfh fartctr rprpntnr l (fmc t*<*iof*»ri ^n»APi«o i ■„ _ o l 
^"jt*^" 0 "wwuioii u win lai/iui icucpiur i ^ims-reiateu Tyrosine Kinase z, 1 

Pfeiffer syndrome) (FGFR1) transcrint variant 4 mR>JA 

"^"ViWJiiwy VJ* Ivi LA UllOVl l^J U Vclliui.II, *T j llJJCVi.Nx\ f 


NMJ)23105 


Homo sapiens fibroblast erowth factor reeentnr 1 rfinc-rplatpH un-nd-n^ i^noeo o i 
Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM 000604 


Homo sapiens fibroblast erowth factor recent or 1 ({rnz-rrfntrA Hrmvine* Vmocp o 1 
r A»wiwi/iuui 6 v uu Aciv^tvA lv^vpiui i ^xiiio iwcticu lyruoine Kinase z 3 

Pfeiffer syndrome) (FGFR1) transcrint variant 1 mRNA 


NM_024Q18 


Homo sapiens butvroohilin subfamilv 2 member Al /totntca'^ mPMA 


NM017614 


Homo sapiens betaine-homocvsteinemethvltTanQfprjic^ 9 n^WA/fT9\ m p\iA 


NM 005434 


Homo sapiens BENE protein fBENE) mRNA i 


NMJ)00351 


Homo sapiens steroid sulfatase (micrft<5nman nrvlcnlfatoop* c* ic^mio q (Q r TQ\ 
mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3 136 (MGC3 136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA | 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA | 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA | 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_024082 



NM_024081 



NMJ)24079 



NM 024078 



NM 024075 



NM 024073 



NM 024060 



NM 024056 



NM 024054 



NM_024Q51 
NM 024047 



NM 024044 



NM 024043 



Homo sapiens transmembrane gamma-carboxyglutamic acid protein 3 (TMG3), 



Homo sapiens transmembrane gamma-carboxyglutamic acid protein 4 (TMG4), 



Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 

L_l S*V-*-M — - * 1 jl ft * « . - 



Homo sapien s hypothetical protein MGC3162 fM GC31fi?) mPMA 



Homo sapiens LENG5 protein (LENG5). mRNA 

Homo sapien s hypothetical protein MGC2875 (MGC 2K7S), mPMA 



— ' „ , _ v-ltxvjn^o / j s liiiUNA 

Homo sapien s hypothetical protein MGC5395 (MGC5395), mRNA 
Homo sapienshypothetical protein MGC5576 (MG C5S76\ ™t?ma 

Hnmn cam'mc Wi^z-vfU^'^i x *_ > * J 1 : 



Homo sapien s hypothetical protein MGC2821 (MGC282lt"mRN A 
H omo sapiens hypothetical protein MGC3077 (MGC3077). mRNA 
Homo sapien s hypothetical protein MGC3037 (UG C^T^^mT 

HYvmr* cani»»ne ^m^li a h' nn ] ' a ♦ _ * r^^,. + ~~ ~ 



— 1 v-ltxvjv^^v^ / UUVLN/\ 

Homo sapiens hypothetical p r otein MGC5178 (MGC .W9\ ^pmT 

Hntnn cnnipnp VtxmnfU a i; An i , . » J — — — 



— r - » r ~ ^ , ^ V ^ ANJW I/O/, UUMN/\ 

= | g° m0 sa P lcns hypothetical protein MG C 31&1 MGC310R mMM 

E g ?° m ° $apienS nv P Qthetical MGC 3 1 13 (MGC3 1 1 3\ mRN A 
NM 024034 Homo san pnc 1^,tww^i * ♦ . — : /? . - 



?5T s f ?> ens hypothetical protein MGC3 129 similar to ganglioside-induced 
I diflerentiati on-associated p rotein (MGCAi 70) mpyfA 

Unmn ro«,'n«« : ii' , • , — : — _ _ f ' _ — ■ 



Si !!? u ° m ° sapiens * ap iunction protein - beta 3 - 3 1 k D 3 n ffljR^ w r 

NM 024013 Homo san ens inW™™. ol^„ i /tttxta in ■ _^^r. ^ * ^ 



NM 024013 I Homo sapi ens interferon, alpha 1 (IFNA1) mRNA 

^m^4# mo sa P iens hexosa ^^ 

1NJY1 Homo Sanims Wn«mmi/I... A /-l-i i! .. ,' 0 . . 



NM nnns?n rr„ r ™~ » ^ M puiypgpnaei (tiHAU), mRNA 

S ggjg "° m ° SapiCnS hexosaminidase A fabha D ol^p tide) (EEXA). mRNA 

NM, , 006044 Homo sapiens h istone deacetvlase 6 (HDAC6) . mRNA 

J\ (VI Of) i T-Tnnnrt Pnn^a« n V.1 „i '7 J ! * 1 ~ ^ ; f , 



NM_003883 Homo sapi ens histone deacetylase 3 (HDAC3), mRNA 



ttM 004964 Homo sapiens histone deacetvlase l mnArn rpp N A 



??; ? ° sapicps differentiation factor 1 r r.nply^^ 



NM_0 1 8486 Homo sapie ns histone deacetylase 8 (HDAC8), mRNA 



NMJ)05089 
NM^004285 



NM^007210 
NM_003774 



2 ^^^iSa ribonucle QP^ein auxiliary factor, small subunit 

^TO?^^ 0 ^ h0<Phyte dehydr °g enase fe lucose dehydrogenase) 



NMJ)20474 



Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 
a cetylgalactosammvltransferase 6 (GalNAc-T6) (GALNT6>. mRNA 
Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypepti N- 
ace tylgalactosammyltransferase 4 fGalNAc-T4 ) (GALNT4) mRNA 

Homo santpno TmPJKT oo~^,l r\ . . . n . . . ^ 



NM 015507 



NM 004942 



NM 005218 



Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 
acety lgalactosaminyltransferase 1 (GalNAc-Tl ) ( G ALNT1 V mRNA 
Homo saniens F.rjP-1ilcp.rl« m »,%, ~.,u._i_ £ ^^iyr ~ — ^rrn 



Homo sapiens EGF-like-domain, multiple 6 (EGFL6), mRNA 



NM_002474 



NMJ)22870 



NM^022844 



J — -.--J-^w V V-J, 

Homo sapie ns defensin, beta 2 (DEFB2), mRNA 



Homo sapiens defensin, beta 1 (DEFBl). mR NA 



' — ^- » JtJIAJLV LI^l. 

Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1) 
transcript variant SMI. mRNA * 



— ^ — ^ — ~ 

Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1) 
transcript variant SM3. mRNA h 



NM_001755 



NM_0 16458 
NM_020836 
NM 015407 



Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1) 
transcript variant SM2, mRNA ; ' 



^'"^■^^■^ ^_ ^_ ^ — 

Homo^apiens core-binding factor, beta subunit (CBFB), transcript variant 2, 



Homo sapiens hypothetical protein (LOC5 1236). mRNA 



Homo sapien s KIAA1446 protein (KIAA1446). mRNA 
Homo sapiens DKFZP564Q243 protein (DKFZP564Q243). mRNA" 
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1 NM 015062 


1 Homo sapiens KIAA0595 protein fKIAA0595) mRNA 1 


NM 019100 


1 Homo sapiens DNA methyltransferase 1 -associated protein 1 (DMAP1), mRNA 


NM 015442 


1 Homo sapiens hypothetical nrotein FLJ12890 fFLJ12890i mRNA 


NM 023948 

1 


1 Homo sapiens hypothetical protein AF053356 CDS'} f AFO'WSfi m^v* 
mRNA 


NM_022036 


1 Homo sapiens G protein-coupled receDtor familv C btoud 5 memher C 
(GPRC5C), transcript variant 1 , mRNA 


NM_018653 


1 Homo sapiens G protein-counled receoton familv C eroun ^ mpmlSM- P 1 
(GPRC5C), transcript variant 2, mRNA 


NMJ)00707 


1 Homo sapiens arginine vasopressin recentor IB fAVPRl TV> mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPR1 A), mRNA 


NM 021923 


1 Homo sapiens fibroblast growth factor recentnr-likp 1 fFfTFPT mPWA ! 


NM_002011 


1 Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1 
mRNA ' | 


NM_022963 


Homo sapiens fibroblast erowth factor recentor 4 fPCVFliA} tranc/>rir*t vdrionf o 
mRNA | 


NM_022965 


1 Homo sapiens fibroblast growth factor recentor 3 (achondronlada ih^natnnhnrin 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM_000142 


1 Homo sapiens fibroblast growth factor recentor 3 (achonrlronladn tTi?inj»trvnlnnnV 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


1 Homo sapiens ectodvsplasin 1 anhidrotic recentor fFDAR i mRNA S 


NMJ) 18654 


I Homo Sapiens G Drotein-counled renpntnr familv P m-nim ^ momKor ft ! 

(GPRC5D), mRNA | 


NM 002534 

1 


1 Homo sapiens 2',5-olieoadenvlate synthetase 1 f 40-46 VTi\ fOA^l^ tmnc^nW i 
variant El 6, mRNA | 


NMJH6816 


Homo sapiens 2 t ,5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 8, mRNA | 


NM 014501 


Homo sapiens ubiauitin carrier nrotein fE2-EPF* mRNA 1 


NM 000595 


Homo sapiens lympho toxin alpha (TNF sunerfamilv member WCi TA^ ml?MA i 


NM 007040 


Homo sapiens ElB-55kDa-associated nrotein 5 rElB-APS'i mRNA 1 


NM_ 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) CCAS02> mRNA 1 


NM 001231 

1 1 


Homo sapiens calsequestrin 1 Cfast-twitch skeletal muscle) (TASOH nnrlpflr 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (M3D4V mRNA f 


NM 002059 


Homo sapiens growth hormone 2 (GH2\ transcrint variant 1 . mRNA 1 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3 mRNA 1 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA | 


NM 022556 


Homo sapiens growth hormone 2 CGH2), transcript variant 4. mRNA ! 


NM_022562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 CGH1). transcript variant 4 mRNA I 


NM 022560 


Homo sapiens growth hormone 1 (GH1), transcript variant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 fGHD transcrint variant 2 mRNA 1 


NMJ)00515 


Homo sapiens growth hormone 1 (GH1), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metallonroteinase 26 (MMP1(s\ mRNA 


NMJ)22718 


Homo sapiens matrix metallonroteinase 2S HViMP^^) tranqm'nt varia«f o i 
mRNA j 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NMJ)06690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), I 
mRNA 


NM_004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM 002422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) i 

(IVLLVlx j )> mJKJN A 


NM 005941 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
Transcripi vanani i , miUN a 




Jtiomo sapiens mamx metaiioproiemase 10 ^memDrane-msenea^ ^ivuvlt io^, 
Transcript vanani z, miviN a 


NM 002421 


Homo sapiens matrix metalloproteinase 1 (interstitial collagenase) (MMP1), 

f**T>"KT A 
mKJNA 


NM_004995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 
itikjna 


NM 002427 


Homo sapiens matrix metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


JNJVL 00!>94U 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin (MMJPl l J, mKJNA 


NM J)22792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mKJNA 


NMJ)22791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mKJNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 
mKJNA 


NM_0024/y 


Homo sapiens matrix metalloproteinase ly (JVlMr iyj, transcript variant rasi-l, 
mRNA 


NM_U0453U 


Homo sapiens matrix metalloproteinase 2 (geiatinase A, /2KU geiatmase, /2Kjj 
type IV collagenase) (3VEMP2), mRNA 


JNJVl__UU4yy4 


Homo sapiens matrix metalloproteinase y (geiaunase jd, y/>Ku geiatinase, y/,KXJ 
type IV collagenase) (MMP9), mRNA 


JNM UU4142 


Homo sapiens matrix metaiioprotemase-iiKe i (iviiviriji )> miviNA 


r>IM_uU2424 


Homo sapiens matrix metalloproteinase s (neutropnii conagenasej yviiVLroj, 
mRNA 


NM_UU242o 


Homo sapiens matrix metalloprotemase 1j (memorane-msertea^ ^JNfiivirijj, 
mRNA 


rNM_UU242o 


Homo sapiens matrix metalloproteinase 12 (macropnage elastasej (MMr 12^, 
mRNA 


XT\ K A AT /IOC 

JNM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NMJ)22804 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 

„T) XT A 

mKJNA 


NM 005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mKJNA 


NM_003097 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1, mRNA 


NM 022808 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NMJ)22807 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 4, rnKJNA 


JNM_U22oUo 


Homo sapiens small nuclear nbonucleoprotem polypeptide JN (oJNKrXN;, 
transcript variant 3, mRNA 


JNM__U22oU0 


Homo sapiens small nuclear nbonucleoprotem poiypeptiae IN (biNKriN^, 

UaildL/l 1JJL Vallalii^, llJXvi^ 


NM_022717 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NMJM400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM_022978 
NM 023947 



Homo sapie ns small EDRK-rich factor IB (centromeric) (SERF IB), mRN A 



NM_Q23942 
NM 023933 
NM 005471 



Homo sapiens hypothetical protein MGC3234 (MGC3234), mRNA 
Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 



NM 023925 
NM 004076 
NM 015717 



Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 
Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 



Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mR NA 
Homo sapiens crystallin, beta B3 (CRYBB3 ). mRNA 



NMJ)12329 



Homo sapien s Langerhans cell specific c-type lectin (LANGERIN), mRNA 

Homo sapiens monocyte to macrophage differentiation-associated (MMD) 
mRNA " 



NMJ)07020 



NM 006465 



Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP) 
transcript variant 1, mRNA 



Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2) 
mRNA h 



NM_000015 



Homosapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 



NM 000496 
NM 001886 



NM 023080 
NM 023039 



Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 
Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 



Homo sapiens hypothetical protein FU20989 (FLJ20989), mRNA 



NM 021905 



Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA 2), mRNA 



NM 020554 



Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1) 
transcript variant 4, mRNA 



Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl 
mRNA . . * ' 



NM 020553 



NM 020552 



Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl 
mRNA ' 



Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6bl 
mRNA 5 



NM__020550 



Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3 
mRNA 1 ' 



NM^O 12468 



Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al 
mRNA 



NMJU4418 



Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a2 
rnRNA * 



NMJU6730 
NM_Q 16729 
NM 016725 



Homo sapien s folate receptor 1 (adult) (FOLR1), transcript variant 3, m RNA 



NM 016724 



Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 4, mRNA 
Homo sapien s folate receptor 1 (adult) (FOLR1), transcript variant lj mR NA 



Homo sapien s folate receptor 1 (adult) (FOLR1), transcript variant 7, m RNA 



NM_01 6025 Homo sapiens CGI-8 1 protein (DREV1), mRNA 



NM_004406 



Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
1 , mRNA 



NM 000197 



NM 001220 



Homo sapie ns hydroxysteroid (17-beta) dehydrogenase 3 (HSD17 B3). mRNA 



Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
beta (CAMK2B), mRNA 



NM 0 1 907 1 Homo sapiens inhibitor of g rowth family, member 3 (ING3) mRNA 
NM 016731 1 TT --' ■ ' — * h 



Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, m RNA 



NM 023018 Homo sapiens hypothetical protein FLJ13052 (FLJ1305 2). mRNA 

^TA n /"IT T C\ 1 I TT _ - _ — " < 7« . ■ - . . . _ „ • , ^ _ . _ I 1 i n - 



NM 023016 1 Homo sapiens hypothetical protein FLJ21870 (FL J21870) mRNA 

KT\jf Aoooi i I tt 1 ! ^ n — : — ^ - 



NM 0229 ll 
NM 021071 



NM 022 1 13 



Homo sapiens solute carrier family 26, member 6 (SLC26A61 mRNA 
Homo sapiens ADP-ribosyltransferase 4 (ART4), mRN A 



NM 012449 



Homo sapiens kinesin family member 13A (KIF13A). mRNA 



Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP). 
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1 mRNA 


NM 016 513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 014920 


1 Homo sapiens MAK-related kinase (KIAA0936# mRNA 


NM 014688 


1 Homo sapiens related to the N terminus of tre (RNTREt mRNA 


NM 006640 


1 Homo sauiens MLL seotin-like fusion fMSFi mRNA 


NM 006070 


Homo sapiens TRK-fused gene (TFG), mRNA 


NM 004809 


; Homo sauiens stomatin-like 1 fSTOMT 1 i mRNA 


NM_000297 


1 Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), 
mRNA 

1 Alii T A. 


NM 016307 


1 Homo sauiens Daired related homeobox nrotein (PRX2 1 mRNA 


NM 003924 


Homo sauiens uaired mesoderm homenhny 9h fPA/TV9R^ mRNA 

| Aiviiiw oupiwio pauwu iii^/ouvivl ill nuuivV/UUA iiU ^x ivx/vz.1-) )y Hlxvl i /v 


NM 006902 


i Homo sauiens Daired mesoderm Tinmen hmr 1 fPMX1 i trancrW-nt vQ-ricmf nmv 

1 A^viiiu oa^Jiviia ^/aut^u lllVOVAl villi IIV/IUWS UUA 1 ^X 1VJL/V1 J, 11 OlloL/1 IL/t Veil lulll UHiA" 

la, mRNA 


NM 022716 


S Homo sauiens uaired mesoderm homen hex 1 rPlVOf 1 1 trancci-int variant rmw- 
lb,rnRNA 


NM 000916 


f Homo sauiens oxvtociu receutor TOXTR i mRTvJA * 


NM 000915 


I Homo sapiens oxytocin, prepro- (neurophysin I) (OXT), mRNA 


NM 006188 


f Homo sauiens onrnmnn'iilrn ^OOM^ mRMA 

| llwlUU OuL/lVllO UllVUlllUUClllll \ \s\slVA.J J JllXVlNrt. 


NM 022664 


i jnuiiiu oapiciia cAUdvciiuiai iiiauiA proicin i ^ii^ivii j 9 uanscopt vanani z, 
mRNA 


NM 004092 


j-iuiiiu oapicuo ciiuyi v^ucu^yxiic x\ iiyuiaiaoc, 6nuri onaiii, i, uuiocnonoxiai 
rECHSl^ nuclear crene enendinff mitnnnnnHrial nrntein mRMA 

| ^-»-fV>iau x y, uuviwoi gvilv wiivuuillg lLUlvVll\JliUlicll JJlUlwlll, lllXviNxi. 


NMJ)22652 


1 Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 
mRNA 


NM 004419 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


NM 004425 


Hnmn saniens eTffrafpllnlar matriY nrntpin 1 ffif^\Al \ fr-Q-ncr-nVvf irino-nf 1 
axwiiiu oapiuio CAUaLwilUJdl ZllaUlA piULClll I ^H^lvll j } \£dIlbL>Tiui VanaUl 1, 

mRNA 


NM 004418 

1 X \J\I 4 I A 


TTnmn sanienc Hnal cnppifipifv nVinctVhafacp 0 /TiTTQPO^ mP\TA 
*■ JAJiiiu oa]^i&iio uual opC^lilOllj' pilUopilalabC \±J\J\jl £)) IIlt\J.N/\ 


NM 004961 


Homo sapiens garnma-aminobutyric acid (GABA) A receptor, epsilon 

(GATVRF i frarisrrint variant 1 mRTsTA 

\\jr\AJX\JLtJ 9 U Liilov/I ljpi Vdi lain I, IIUVIN/A. 


NM„021990 


Homo sapiens gamma-arninobutyric acid (GABA) A receptor, epsilon 

ii?AT^RPi francrriTit varianf ^ mT?'WA 
^vj^tuDXNJQ^, UailoL'li.pi valld.Hl H y ITUSjyrx 


NM 021 987 


xxuiiiu bapiciib gaiiiind.-dniinoDucyric acia \\j/\d/\j /v receptor, epsnon 
(GABRE), transcript variant 3, mRNA 


NM 021984 ! 


nuiiiu bd.picnt> gaimiid-aininuouiyric aciu ^u/vx5/\.j /\ receptor, epsnon 
fGABRFi Iran scriut variant 0 mRNA 


NM 004090 


TTnmn WniPTT! Hlial SnPPl"Rplt\7 TllinofiVlutllc** *\ rvorriniQ i/itiic -nVi/^vcr>Vi n+n no \/XJ 1 
Axwiiiu oapiviio uuoi opt/Wlll/ilj pilUbpilalabC J ^VaUV/inia VII Uo pilUopUalaSe Vxxl- 

related) HDUSP3) mRNA 

* V1UVVU J yX*S\*IKJX — ' Jy 1XU.VJL IXV 


NM 001398 


Homo sauiens enovl CoenTvme A nvdratase 1 nernYicnmal fFOWl i mPXTA 

ixv/iiiv oa^/i^iio \*r\j\*ii£jy ixiKt i\ iiy kJi ciiaovs l, p&i\JAloUlilai ^JL>vlli ^ 1 1 ] f\ ] >J /\ 


NMJ)01946 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, 
mRNA 


1 NM_001952 1 


Homo sauiens E2F transerintion factor 6 rF?Fn^ mRTsJA 


NM 001950 1 


Homo sauiens E2F transrrintinn faetnr 4 n107M1 ^0-hinHincT (VIVA.} mP>JA 

XXV7111W OUL/l^llO X-t^i. uailOV/lipilVJll laL LU1 ^Tj p 1 \J I /p 1J>1/~U111L1111q ^Xvil»X^*T^, IIlXvlNxx. 


NM 001949 ! 


Homo sauiens E2F rranscrintinn factor ^ TF^F^) mRNA eomnlete cHc 


NM 005225 ! 


Homo sauiens E2F trans crinri on factor 1 fR2F1) mRNA 

AAWlllU OUpiVllO 1 U UliOl/1 1LV 11VJ11 Xdl^LVJl X \JLJAtX 1 y , llllvi"-ix 


NMJ)22977 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcriot 
variant 2, rnRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


! NM_001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 1 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NMJ)21912 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 3 
(GABRB3). transcriDt variant 2 mRNA 


NMJ)21911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2\ transcrint variant 1 mRNA 


NM 000814 


Homo saoiens ffamma-ammnhiirvrir ariH ffrATlA^ A tv»r»Arrt/w ViAfo 1 

(GABRB3), transcript variant 1, mRNA 


NM_000812 


Homo sapiens eamma-aminohutvriR arviH /TrARA'^ A r&rmtnr Vi*»ta 1 
(GABRB1), mRNA 


NMJ322650 


Homo sapiens RAS o21 nrotein activator fGTPa^p nrHvarina nmtpin'i 1 
(RASA1), transcript variant 2, mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5 telenceohalin fiC AM mRNA 


NM 022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcrint variant 2 mRNA 


NMJ)01544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group QCAM4) transcriot variant 1 mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA | 


NM 000873 


Homo saoiens mtercpllnlar aHhp^irm Tnn1f»r»ii1f» 7 fTf^AA/fl} rvVDXTA ! 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (1CA1), transcript variant 3, 
mRNA i 


NMJ)22307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA " j 


NM 022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5 mRNA 


NM 022580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcriDt variant 4 mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcrint variant 3 mRNA 

**A i*iiuwi l VJ fc> T Ul X (All L ^/ 3 1 i f A\_A- l | 


NM 022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcriDt variant 2 mRNA i 


NMJXH318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcriDt variant 1 mRNA 


NMJ)22646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4. mRNA ! 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3 mRNA 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2 mRNA 1 


NMJ)20991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 1 
variant 1 mRNA 

f UitWlt X , llliVl lit. 1 


NM 022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 

(CSHl^ tran*?nriTit variant 4 mPNA 


NM 022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) j 
(CSHl^ transcriDt variant 3 mRNA 

V v - ,kJJ - ■*■ jy iiaiiijviij^i valiant, j, iixjxiN^v j 


NMJ>22640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 

TCSHl^ transcrint variant ? mPTJA I 
y^wiiiy, uaiiouipi Vol lain £ 9 IILi\xN/\ i 


NM001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactoeen^ 
(CSH1 ), transcript variant 1 , mRNA | 


NMJW2371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a 
mRNA ' J 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant <L 1 
mRNA j 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c | 
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1 mRNA 


NM.022438 


1 Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b, 
mRNA 


NM 001790 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1, mRNA 


• NM_022809 


HomO Sat)ienS Cell dlVld'on PVpIp 9^P /YTV^^PI fronomnf -iroWorW- O -rviDXTA 

aavuiu oc*yi^iio uxviaiuu i/yiac ^jv_/ ^uLrZJk/j, transcript variant z, niKJNA 


NM__021141 


1 Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 5 ^double-strand-breaV rpininina* ITn nntnanfio-^n sriVrrt rvT>nn^\ rv»"DXTA 


NM_022550 


1 Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcriot variant 3 mRNA 


NMJ)22406 


aav ' aiiv/ ow^twio iajf it^au ^/uiiipiciiiciiLing uciecLive repair in L^mnese namster 
cells 4 (XRCC4), transcript variant 2, mRNA 


NM 005432 


I Homo saniens X-rav Tpnair pAmnlpmpntinfr <^*»fi»f»fi-Tf*> rAnoir in nimapa v» 

1 oapiww iajf i^pau ^uiiipiciiicnixng ticict/Livc repair in L^nmese namster 

cells 3 (XRCC3), mRNA 


NM_003401 


1 Homo SaoienS X-rav rpnair nnmnl pmpntino Af>-ff>n+iir£% roniir in rUina^Q Un-mn^A** 

i ^xvfiiiw v v xajr icpau uuiiipicixiciiuiig aeieLiive repair in i^ninese namster 
cells 4 (XRCC4), transcript variant 1 mRNA 


NM 022405 


1 Homo sapiens X transnorter nrotein 3 fx~T"tt trancprint variant 9 mi?>JA 


NM_016192 


Homo sapiens transmembrane nrotein with FfrP-lilrp anrl fwn fnlliot*tiVi 
I v v w»^/«vnw uuiiuinwiik/i unw |jivsiAsiii wiui Uivji nivc diiu two iuiiisi.aLin-ii.Ke 

domains 2 (TMEFF2), mRNA 


NM 006786 


1 Homo sapiens urotensin 2 (UTS2). transcript variant 2 rnRNA 


NM 021995 


1 Homo sapiens urotensin 2 (UTS2), transcript variant 1, mRNA 


NM 003353 


1 Homo sapiens urocortin fUCN). mRNA 


NM 021991 


1 Homo Sapiens junction plakofflobin fJIIP^ tran^prirtt variant 9 mPNA 


NM 021737 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6d, mRNA 


NM_021736 


' Homo sapiens chloride channpl & (0\ r"M^ francnrint vQrionf cir* 6r* tvVdxta 


NM 021735 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6b, mRNA 


NM_006536 


Homo sarriens cViloriHp pliannpl palpium QpK\7of*»rl for»-»iiif ma-mU.^r o /t^t paon 
Ax^iiiu oopi^no ujiiuAiut uiidiiiic/i, uaiuiuiii dcuvaicQ, iamiiy memoer z (C/JLOAz) 

mRNA 


NM 004000 


Homo sapiens chitina«?e 3-likp 9 TPWT^T 9^ mPWA 


NM_002641 


HOmO SaDienS DhOSnliatiHv1iTin<litol Olvrjin f*ll>CC A ^nOTOVt/PTnnl nnnfumnl 

wviiiu oupiww ^ixv/opiiaLiu.^ iiuuoiiuj gijruaii, oiaoo /\ ^paroxysmal nocturnal 
hemoglobinuria) (PIG A) transcrint variant 1 mRNA 


NM_020473 


Homo sapiens ohosphatidvl inositol olvpan place A ^nQmY^/cmai n^cH imai 
^ w **h , * wiic ' yiiwopiauu^imuoiiui gijruaiij v^iabo ^paroxysmal nocturnal 

hemoglobinuria) (PIGA), transcript variant 3, mRNA 


NMJ)20472 


Homo sapiens phosohatidvlinnsitfil alvpan place A rnQrrtwcmai nnptumai 
■* - -* ,v "* iw ^ wj>j ^ivo^ynou.u.jrinnjoinji gij^vaiij uiaoo /a ip<uuAyomai nocturnal 

hemoglobinuria) (PIGA), transcript variant 2, mRNA 


NM_001699 


Homo sapiens AXL recentor fvrncinp IHnacp ( A "YT ^ francprinf iroT-ioTif o ^wo^kta 
** uiiiu Ljt*p*v*ivj n/xxi i wcpivi L_yiwoiiic luiiabc \r\j\±jj 9 udnscnpi variant z, mJKJN/v 


NM 021913 


Homo sapiens AXL. recentor tvrncinp Vinacp ^ ayt "\ frgncnnW tw^oti* i *«'dxt a 
oujyivuD iv^^piui i_yiuauic Ajiid.bc ^/wvLri, uauscnpt variant i , mi\j\A 


NM 016188 


Homo sapiens actin-like 6 (ACTL6), mRNA 


NM_000509 


Homo sapiens fibrinogen pa mm a nnlvnpr»tiHp fEf?iTi frartc/>r-ir%f i ra «n«f 

*° Aii/miugvu, ^aiiiiiia jjuiypcptiuc ^ uuj, iianscripi variant gamma- 

A, mRNA 


NM_021870 


Homo sapiens fibrinogen eamma nolvnpntiHp fFfrOi trancpWrkt ir<i-riQ»i+ ftn^mo 
w ** .r * ^ j.*v*<iA*.\ygfc/AXj ^aiiiiiia. puijrpcpiiuc vjvj j y Li dJibui luL vanani gamma- 

B, mRNA 


NM 005141 ! 


Homo sapiens fibrinogen R hpfa nnlvnpnHrlp ^^OPl^ mP"MA 


NM 021871 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


NM 000508 


xiuiiiu oapiciib iiuiiiiugcn, j\ aipna poiypeptiae (toaj, transcript variant alpha-E, 
mRNA 


NMJ)00920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NMJ)22172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant I mRNA 


NM 021874 1 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 



NM 021872 



NM 020990 



NM 021962 



Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mRNA 
Homo sapiens cell division cycle 25B (CDC25B) > transcript variant 2, mRNA 
Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMT1), nuclear 
gene encoding mitochondrial protein, mRNA 



NM 001092 



Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 
Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 



NM 021794 



NM 001464 



Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 1, mRNA 



Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 
(ADAM2), mRNA 



NM 021780 



Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 



NM 021779 



Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 3, mRNA ; 



NM 014269 



Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1, mRNA 



NM 021723 



Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 



NM 021722 



Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 



NM 021721 



Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 



NM 016351 



Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 



NM 021832 



NM 003183 



Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM17), transcript variant 2, mRNA 



Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis . 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 



NM 003815 



Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) 
(ADAM 15), mRNA 



NM 021641 



NM 021612 



Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 

(ADAM12), transcript variant 2, mRNA 

Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 2, mRNA 



NM 006437 



Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTL1), mRNA 



NM 001618 



Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
(ADPRT), mRNA 



NM_021738 Homo sapiens supervillin (SVIL), transcript variant 2, mRNA 



NM_003174 Homo sapiens supervillin (SVIL), transcript variant 1, mRNA 



NM 002505 



Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 
mRNA 



NM 021705 



Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 



NM 000832 



Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRJN1), 
transcript variant NR1- 1 , mRNA 



NM 000673 



Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 



NM 000671 



Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 



NM 000670 



Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 
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NM 001 832 


nomo sapiens conpase, pancreatic (CJ_,ro), niKIN A 


NM 091 70S 


nomo sapiens nt,K4, m b-domain protein (SRF accessory protein 1) (ELK4), 

UallouLipi valid-Ill D, I1TJC\JN/V 


NM 021709 


nomo sapiens v^uz/-Dinaing (oivaj protein (MVA), transcript variant 2, mRNA 


NM 006427 


TTnTHn QnniPTlC (^T*)'77-V»irirlinrr tTro\ nrnloin /OTA/AN 4 .,, , . . .t, , .. r , < ___ a i t»xta 

nomo sapiens v^uz /-oinaing (oiva; protein (61V A;, transcript vanant 1, mRNA 


NM 021804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
CACE2^ mRNA 


NM 020208 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo cqniptiQ Ti'np finttpr rirrvfftn 1 A fVCYY /T\ /''7TvTC , 1 w r>XT A 

xxuniu da^i&iid aillkj nugpi proiem ^jvua o) {jlasit 14J, mKJNA 


NM 020485 


xiuiiio bdpicns fuiesus Diooa group, vxxie antigens (KnCit), niKJNA 


NM 016232 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 001680 


nomo sapiens r i jl? aomain-containmg ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM 021601 


nomo sapiens rAxJL> domain-containing ion transport regulator 2 (FXYD2), 
transcrint variant b, mRNA 


NM 005387 


nomo sapiens nucieoponn y oKJJ (in UJry o), rruvN A 


NMJ)21602 


1 Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
j iranbunpi variant z, miviNA 


NM_000626 


1 Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
I irdnscnpi vanant i , rruvJN A 


NM_021601 


1 Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
uranscnpi variant z, rriKJNA 


NMJ)21599 


1 Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnromDosponam type 1 motii, 2 (ADAMTS2), transcnpt vanant 2, mRNA 1 


INJYl_UUOl/<So 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

Lin oiiioospontun type i motii, i ^AlJAiviloljj rnKNA j 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 

tranQpri'nt vftriant AP1*7 -mP"MA I 
uaiioUipi Val iallL /\l 1 /, lilXvl>J/\ ) 


NM_021575 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 

uaiidWiipi Vdi laill /AJT 1 /oeita, mivlN/v j 


NM 021574 


nomo sapiens oreaicpoint cluster region (bCK), transcnpt vanant 2, mRNA | 


NM 004327 


nomo sapiens preappoint cluster region (BCR), transcript vanant 1, mRNA j 


II NM 007327 I 


nomo sapiens giutamate receptor, lonotropic, N-metnyl D-aspartate 1 (GRIN1), 

tran^crint variant 1\TR 1 JX ml? "MA 1 

uuiwuiijji Val lain 1NXV1-J, IllIvLN/\ | 


NM 021569 


Axviiii/ sapi^ii^ giuLmudie receptor, lonotropic, JN-metnyi U-aspartate l (CtRIN l Y 
trans criot variant NR I -2 m^NA 


NM 020984 


Homo Saniens choline anptvlrran^fpraQP (CVi AT\ h-Qnc^rirtf n ^dxta 1 
aaviiiv oujyiwm wiiuimc a^/CLyimniaXCidaC ^V^nrVA UallSCnpt VaOant Jtv, nlKJN A j 


NM 020985 


Homo S aniens choline acptvlrran^fpracp (C^V(A r V\ franc/^-r-i'-rvt- imn'onf ~\T1 _,t>m a I 
A vtu " Ju r' faUJ v^nvjiuiv^ avv^tjfiuaiiaiClabC ^V^iJLrV JL ) y UanSCnpi Vanant IN 1 , mKJN A 


iNM 020549 


Axviiiu odpi^no vviivjiinc auciyiuansierdse ^v^n/vi ) 9 transcnpt vanant iM, mKJN A 


NM_001615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


NM 020986 \ 


nomo sapiens cnonne acetyl transierase (CnAi ), transcnpt vanant N2, mRNA | 


NM 018662 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 




nomo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein FLJ20357 (FLJ20357), mRNA 


"MM 004S37 


nomo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


1 NM012215 


Homo sapiens meningioma expressed antigen 5 (hvaluronidaqp^ fT^fnFA^^ 
mRNA [ 


NM 020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NMJ)20325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA j 


NM 020324 | 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4) | 
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transcript variant 3, mRNA 


NM_020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NMJ)20298 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcnpt variant SUR2A-delta-14, mRNA 


NM_020297 


Homo sapiens ATP-bmdmg cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcnpt variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


JNM__UU225o 


Homo sapiens leukocyte-associated Ig-hke receptor 2 (LAIR2), transcnpt variant 
1, rnKJNIA , 


IN1V1 uzyjyoj 


Homo sapiens adenylate cyclase 6 (ADCY6), transcnpt variant 2, mRNA 


KTKA 0 1*1970 
1NJVI 1/lJZ/U 


tlomo sapiens adenylate cyclase 6 (ADCY6), transcnpt vanant 1, mRNA 




Jtlomo sapiens anicynn 3, node of Ranvier (ankynn G) (ANK3), transcnpt vanant 

1 mT?"NTA 


"MM 000077 


womo sapiens aracynn z, neuronal (ANK2), transcnpt vanant 2, mRNA 


xnv/f 001 148 


womo sapiens ankynn z, neuronal (ANK2), transcnpt vanant 1, mRNA 


"NM 070481 


nomo sapiens ankynn l, erytnrocytic (ANK1), transcnpt vanant 8, mRNA 


"WAyT 090480 


nomo sapiens ankynn l, erythrocytic (ANK1), transcnpt vanant 7, mRNA 


"MlVyT 070470 


Homo sapiens ankynn I, erythrocytic (ANKl), transcnpt vanant 6, mRNA 


XnV/f O0O478 


nomo sapiens ankynn 1, erythrocytic (ANKl), transcnpt vanant 5, mRNA 


XT\yf 070/177 


Homo sapiens ankynn 1, erythrocytic (ANKl), transcnpt vanant 2, mRNA 


JNJV1 U wUj / 


Homo sapiens ankynn 1, erythrocytic (ANKl), transcnpt variant 3, mRNA 


TslA/f 070/17/C 


Homo sapiens ankynn 1, erythrocytic (ANKl), transcript vanant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 4, mRNA 


iNJVl UZIUjO 


Homo sapiens tuberous sclerosis 2 (TSC2), transcnpt variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcnpt variant 1, mRNA 


NM 004041 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 1, mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcnpt vanant 2, mRNA 


NM_000872 


Homo sapiens 5-hydroxyrryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript vanant a, mRNA 


NM_0 19860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcnpt vanant b, mRNA 


NMJH9859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript vanant d, mRNA 


NMJW4228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcnpt vanant 2, mRNA 


NMJH7457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcnpt vanant 1, mRNA 


JNM_004302 


Homo sapiens activm A receptor, type IB (ACVR1B), transcnpt variant 1, 
mRNA 


NM_U20328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 


NM_J)20327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 

nVRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NMJ)00578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC1 1 Al), mRNA 


NMJ)21094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3 -alpha hydroxvsteroid 



412 



WO 03/074654 



PCT/US03/05028 





dehydrogenase, type U) (AKR1C3), mRNA 


NM 00071 S 

1 1 XVI \J\J\J f J J 


numo sapiens glycoprotein normones, aipna poiypepuQe (vIjAJ, mKJNA 


NM_014272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

tnrnrnhnctVYnHin t\rr\t± 1 mAtif 1 ( A Ti A "N/fTCT^ *«D\TA 
imuiilUUopuilUlIl Lypc 1 IllUlll, / ^/VL//vLVl 1 o / J, niX\IN/Y. 


NM_019863 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 

(T7 Q I frnncmW variant 0 tvi!? "NT A 
U allow ipi Vaiialll £, t IaxXvLN/tl 


MM 00011? 

X^llYl \J\J\J LJZt 


norao sapiens coaguiauon iactor viu, procoagulant component (nemopniiia A) 

i ^"FRi tranQPririt v^ri^nt 1 mT?^TA 
\X Oy, Uollaviipi Vallalit, X, XIJJVLN/i. 


NM 019616 


i xauiiiu £><ipiciic> uuaguiauun iactor v u ^sci tiiu proixiromDin conversion 

1 accelefatori rF7 1 train QPrint variant 9 mT?M A 
auu^iuioivi ^ ^x / ^, ixoiioviipi Vail dill Z>, lllxVXN,rY 


NM 000131 


1 TTomo Ranipn^ p<~mi on1 ti nn "fj»r*tnr \/TT ^" opnim nrrttVir/vmlM'** ^rvmmrniVvn 

i xxvuiu oapivixo ouaguiaiiuii xauiux v xx ^ocx uni pruiiirornuin conversion 
accelerator) (F7), transcript variant 1, mRNA 


NM 007219 


I Homo saniens rfnff ftnoer nrntpin 94 rR"NTP94^ mPXTA 


NM 021010 


1 Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


Homo ^Hr)1*PTl<5 TSl-mvp HnwnQtrpflm-rpoi iIq tpH ne*r\f* 0 Ct\TT\T} » mPMA 
iiuiuu oapiwiio x^i ill jrL* vmjwi loll Colli*"! CgUXalvU gCIlC ^ \ IN X> xvVJ^ ) , nxKJ.N/\ 


NM 020525 


1 Homo sapiens interleukin 22 (1L22), mRNA 


NM 006774 


xiuiiiu oapiciib iiiuuicuiyiaiiiiiie in -mcinyiiTansi erase ^univii /, mJKJNA 


NM_014310 


1 Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1), 
mRNA 


NMJ)20322 


1 Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

variant 1 mT?7\T A 
1 voiiaui j, 1 1 ixvi i a 


NM_020321 


1 Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

variant 9 ml? ATA 
I v en lam x>, i ji julyj. n /v 


NM_020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 

trancprint variant 9 ml? NT A 
UaiibvlipL Vailam IIlxvl>/\ 


NM^O 19559 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 

LXoilouiipi Valldni Z, IuXVlNrV 


NMJ)0O128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 

llailbWlipi Variant 1, nixviN/i. 


NM_000443 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

( ARfR/lA trancr»rinf iroriortf A mUXTA 

^/\ov^r>**^, trd.n!>cnpL vanani /v, ntiviNA. 


NMJ) 18850 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

fARfTM^ trancprmt variant P m"R>JA 
^-f»- I -> v -'l->" )y U allbol ipi Vanalll V^, IIllvLN/V 


NMJ) 18849 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

^/iDv^Dt^, u. ailbol ipi vol lain 13, IIlxvlN/\ 


NM_020038 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 

fARCi""^ trancrrint variant lvTRP^R mPTsJA 
\s\ij\~/\sJ UcUlbunpL vanalll IVliSXjxj, nlxvlN/V 


NM_020037 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 

(ARPP3^ trancprint variant TUT? A mP>JA 

V- ru - >v -'^-5 jy uanbcnpt variant ivjlkjt j a, mrviNA 


NMJ)03786 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 

f ARPP^ franc r»**rnt irartant K/fPP^ -mPXTA 

^/axjv^v^j j 9 u anscnpi variant iviivrj, miviN a 


NMJ) 19624 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 

fARPRQ^ trn-nenrini variant 9 mPXT A 
), u anSCnpi V all an I Z, mi\iN/\ 


NM_0 19625 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 

fARPRQ , \ trancfM-int variant 1 mPXT A 

ytxjjKsDy j, it dn scrip u vanani i, TOxvln/v 


NMJW4996 


Homo sapiens ATP-bindine cassette sub-familv C ^^ , FTR/^/^RP^ nipmh^r 1 
(ABCC1), transcript variant 1, mRNA 


NMJ) 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM_019901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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1 ^ARPrn trdn c^n'-nt variant ^ m B\TA 
j ^nDL»V»/l ) y udliaCnpi variant J, rruviN/\ 


NM 01QR00 


nomo sapiens AXJr-Dinaing cassene, suo-iamiiy L> [K^r iK/MKr), member 1 

TARPPI^ tran^rrint variant d mPWA 
I ^/vu\>\-' xjy uauoviipi vail ail i. *+, 1 1 ix\J. n r\ 


NM 019898 


j xiuiiiu 5cipiciii> /\ixr"uniuiiig cdsbcixe, suD-iamny [y^r xi^iviKr^, member l 
fABCCn transcrint variant 3 mRNA 

I ^* *x/w\^i jj uanQviipi vuilulJl »/, ilUUiA 


NMJ319862 


I Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 

(ARCTIC transcrint variant 7 mRNA 
j ^^vjL»^\_/x jy u. auov/i ijjt valiant iiuvln/k 


NM 019903 


numvj bapiciib duuucin j ^gdmnraj ^Ajjiy^j, transcnpt variant z, mKJNA j 


NM 001640 


1 Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA | 


NM 019858 


i xiuiiiu dapiciia piuLciii t\ uranscnpi vanant /v-z, muKiNA [ 


NM 000407 


i xiuiiiu oapiciib giy^opruLcin xv jpidieieij, ueia poiypeptiue \\jr Idx5), mKINA ( 


NM_015675 


I Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA " 


NM 016824 


I Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


NM 020039 


! Homo QfltltPTiQ nmilnriHp.cpn citi vp nctti r\r\ ph*»nnp1 0 nAnrnnnl / a f , /"" r \TO\ 1 

Lxuxiiu dapi&iia aiiiiiuiiuc-i>ciii>iLi vc i/diiun unaimei L y neuronal ^Al^^JNZK 
transcript variant 1, mRNA 


NM 005388 


| XJLUiiiu adpiCila pilUoU.Uv/in**llK.C ^xU^lwJ, ITIivLN/t f 


NM 017585 


1 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 

^TP9A^ mPNA 


NM_020238 


I Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), j 
mRNA 


NM 0O6Q0R 


nomo sapiens ras-reiarea Dotuunum toxm suostrate 1 (rno family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM 01R8Q0 


nomo sapiens ras-reiaxea Dotuunum toxm substrate 1 (rno iamily, small GTP 
binding protein Rac 1 ) (RAC 1 ), transcript variant Rac lb, mRNA 




nomo sapiens laminm, gamma z (nicem (IUOkU), kalmm (105kD), BM600 
^luuKu;, nerntz junctional epiaermolysis oullosa)) (LAMC2), transcnpt variant 

7 rnRNA 


NMJH3430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, [ 

mRNA 

llliVl>l/\ j 


NM_013421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, j 
mRNA * 


NM 004954 


Homo sapiens ELKL motif kinase (EMK 1 ), transcript variant 2, mRNA 


NM 017490 1 


iiuuiu bapicnb nijjsjL mom Kinase ^jiivii\.i ), transcnpt variant 1, mKJNA | 


NM 004105 1 


nuuiu ddpicnb xi\jrr-coniaming noujin-iiKe extracellular matrix protein 1 1 

rRKRMT*!^ tranQprmt vnrifmt 1 mPNA il 
\ J-/JVXX i jy uoijoviipL voiiaiiv l, liJXviirv j 


NM 002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 1 
mRNA 


NM 017459 i 


xiuinu £>apicii5 iiuuruxiDniJar-dssociaieu protem z ^xvir/vrz transcnpt van ant i , 
mRNA ' 


NM 005115 


Homo Saniens maior vault nrot^in HV4VP^ trnncrrint variant 9 mQMA 1 


NM 017458 1 


TTomo ^arnf*n<3 mni or vault nrntpin fNyT\/"P'\ trQTio<>i-i'r»t -ira riant 1 wiD*\TA » 

iiuiw oapivuo iiiajui vauii piuLem \lvi\ srjy LranoLnpi variant 1, mKJNA - f 


NM 018894 1 


Homo Saoiens PCr"R-fiOntainino fiKiilin-lilrf* pvtrafplliilar motriv rvrrvfo-Iii 1 I 

■i-LyJUiyj juj/ivuj J_i\j.i wWll la 11111 HUU1111-111V.C vPALl aOCllUlal llldli 1A prOLem X f 

rEFEMPH transcrint variant 7 mRNA 

yi^x xjitxx wwvi 1^/1 vaiiaiiL 11 iXvl x ^\ j 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein CA2LP), transcript variant 2 mRNA 1 


NM 007193 


Homo sapiens annexin A 1 0 (ANX A 1 0), mRNA | 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA | 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA | 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA | 


NM 016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) j 
(VAMP 1), transcript variant VAMP-IB, mRNA | 
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NMO 14231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcnpt vanant VAMP- 1 A, mRNA 


NM 017489 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 
transcnpt vanant 1, mRNA 


NM_003218 


Homo sapiens telomenc repeat bmdmg factor (NIMA-mteracting) 1 (TERF1), 
transcnpt vanant 2, mRNA 


NM_0l7455 


Homo sapiens stromal cell denved factor receptor 1 (SDFR1), transcnpt vanant 

1 1 T"» V T A 

alpha, mRNA 


NMJJ07098 


Homo sapiens clathnn, heavy polypeptide-like 1 (CLTCL1), transcnpt variant 2, 
mRNA 


NM 017451 


Homo sapiens BAH -associated protem 2 (BA1AP2), transcnpt vanant 2, mRNA 


NM 017450 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant l, mRNA 


NM 001617 


Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-1, mRNA 


XTN A A 1 H A O O 

NM 0174oo 


Homo sapiens adducm 2 (beta) (ADD2), transcnpt vanant beta-4, mRNA 


XT\ if A 1 t /ion 

NM 017487 


Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-6b, mRNA 


NM 01 /4oo 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


XTX A A 1 1 A O C 

NM 017485 


Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-5a, mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-3a> mRNA 


NM 017482 


Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-2, mRNA 


"XTK AT A1 or^i 

NM 018561 


Homo sapiens DKFZP586D2223 protem (DKFZP586D2223), mRNA 


NM 018413 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM 017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NM_0l8226 


Homo sapiens arginyl ammopeptidase (ammopeptidase B)-like 1 (RNPEPL1), 
mRNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-mteractmg Ras-like protem 2 (KBRAS2), mRNA 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NMJH7456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin l) 
(PSCDl), transcript variant 2, mRNA 


NM0 16829 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondnal protem, transcnpt vanant 2e, mRNA 


NMJH6828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NMJ) 16827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NMJ) 16826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 

* a 1 A " J * f * a 1 *W X T A 

mitochondnal protem, transcnpt vanant 2b, mRNA 


NM_0 16821 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NM_0 16820 


Homo sapiens 8-oxoguamne DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NMJH6819 


Homo sapiens 8-oxoguamne DNA glycosylase (OGGl), nuclear gene encoding 
mitochondnal protem, transcnpt vanant lb, mRNA 


NM 002197 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NM 016841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM 016835 


Homo sapiens microtubule-associated protein tau (MaAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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1 mRNA 


NMJ16938 


1 Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 


NM 005569 


1 Homo sapiens LM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 




nomo sapiens lim. aomain Kinase 2 (LIMK2), transcript variant 2b, mRNA 


NM 002314 


I Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


J 1N1V1 UIO/ jj 


nomo sapiens LIM domain kinase 1 (LIMKl), transenpt variant dLIMK, mRNA 


NMJ)06855 


1 Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 5 (JsJi>hLH3) i transenpt vanant 1, mRNA 




nomo sapiens KJJJbL, (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM nn^ifvi 

1MIVI_UUa I U 1 


nomo sapiens glycopnonn C (uerbich blood group) (GYPC), transcript vanant 
l.mRNA 


I lNiVI_UiOolD 


Homo sapiens glycopnonn L (Gerbich blood group) (GYPC), transenpt vanant 
2, mRNA 


INJvl UUDz^Z 


Jtlomo sapiens coagulation iactor n (thrombin) receptor-like 1 (F2RL1), mRNA 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
{Ai5v-'<J r A/> transcript vanant 2, mKNA 


nm nriAQi ^ 

1N1V1_1/U*f y 1 D 


Homo sapiens Air-binding cassette, sub-family G (WHITE), member l 
(ABCGl), transcript variant I, mRNA 


1 NM" nCWS A! 


Jtlomo sapiens o-oxoguanme DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 




1 riomo sapiens acetyicnoiinesterase (Y i blood group) (ACHE), transcript vanant 
! E4-E6, mRNA 


NM fll 3QQQ 


Homo sapiens mesenchyme nomeo box 1 (MEOX1), transenpt vanant 2, mRNA 


NM_0O3927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 

1 tviTJXTA 
1, mJKJNA 


NMJ15832 ! 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
tesiis-speciiic, mKJNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

A mP XT A 


NMJ) 15847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

r^JVll, mKJNA 


NM 015846 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

I, miviNA 


NMJ) 15845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

Z, ITUxiNA 


NM 01 ^fi/M 


nomo sapiens metnyl-LpG binding domain protem 1 (MBD1), transenpt vanant 


NM 00911 1 ! 


nomo sapiens ngase in, jjjna, Air-dependent (LKjjj), transenpt vanant beta, 
mRNA 




nomo sapiens ngase iu, UJNA, Al r-depenaent (L1G3), transenpt vanant alpha, 

mRNA 


NM 014100 \ 


nomo sapiens aaaucm l ^aipnaj (AJJJJIj, transenpt variant 3, mRNA 


NM 0141 RO I 


nomo sapiens aaaucm l (aipna) (AJJUl J, transenpt vanant 2, mRNA 


NM 001119 


Homo SaDiens adducin 1 faltVhfA f ADD'H tramrrint van'?int 1 mPMA 


NMJ)15831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NMJ) 16572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM_016135 1 


Homo sapiens transcription factor ets (TEL2), mRNA 
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1 NM 016247 


1 Homo sapiens interphotoreceotor matrix nroteoplvcan 200 (SPA CRT ANl ! 
mRNA 


NM 016334 


1 Homo sapiens putative G-orotein counled recentnr (SHI 201 mRNA i 


NM 016124 


1 Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


NMJH5865 


HomO SSDienS SOlute Carrier familv 14 fiirpn tr^n c-norfpr^ mpmKpr 1 CXEkAA YAt\r*A 1 
1 wuiuib v/cuxiu xaiimy it ^uica IT ailopuilCiy, lilCIIlucr 1 IJvlQQ DIOOQ 

group) (SLC14A1) mRNA 


NM 016112 


Homo sapiens polycystic kidney disease 2-like 1 (PKD2L1), mRNA 


NMJ) 163 18 


Homo saDiens nurineTeic rerentnr P?V 1i annH-o^tRrl irm ^Vionnpl 0 n>0'DY''>\ 1 

mRNA | 


NMJ) 16653 


1 Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK \ 
(ZAK), mRNA " J 


NM 016556 


1 Homo sapiens GT1 98 comDlete ORF fHTIMGTIQRA^ rnRNA I 


NM_016431 


1 Homo sapiens mitocen-activated nrotein kinase R intprnrHnaTvmtRrn ? 
(MAPK8IP2), mRNA 


NM 016377 


1 Homo sapiens A kinase (PRKA) anchor nrotein 7 f AK AP7 ■ mRNA ! 


NM 016346 

1 


1 Homo sapiens nuclear receptor subfamilv 2 erouo E member ^ (NR?F^ i 
mRNA | 


NM 016325 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA | 


NMJ) 16324 


1 Homo sapiens zinc finger protein 274 CZNF274) mRNA 


NM 016293 


1 Homo sapiens bridging integrator 2 (B1N2). mRNA ! 


NM 015909 


1 Homo sapiens neuroblastoma-amolified protein (LOC5 1594^ mRNA 1 


NM_015890 


I Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


1 Homo sapiens PCF1 lr> homoloe fPCFl 1) mRNA i 


NM 015991 


| Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
fClOA), mRNA 


NM 016201 


Homo saDiens Leman coiled-crril nrotein CX COV\ mPNA 1 


NM 016157 


Homo sapiens troohmin fTRO ) mRNA 


NMJ) 15869 


Homo sapiens Deroxisome nroliferative acrivatpH rprpntnr o^mma rpPAP*T\ ^ 
mRNA " — ■ | 


NM_016615 


Homo sapiens solute carrier familv 6 fneurotran<imirtpr trflnonrvrtpr rJATi A^ 1 

member 1 3 (SLC6A 13), mRNA | 


NM 016389 


Homo sapiens NS1 -binding protein (NSl-BP) mRNA I 


NM 016648 


Homo sapiens HDCMA1 8P protein (HDCMA1 8P) mRNA 


NMJ) 16527 


Homo sapiens hydroxvacid oxidase 2 (lone chain) rHA02^ mRNA 1 


NM 016263 


Homo sapiens Fzrl protein fFZRl). mRNA 1 


NM 016602 


Homo sapiens G protein-coupled receptor 2 (GPR2), mRNA 


NM 015892 


Homo sapiens B cell RAG associated nrotein rBRAGI rnRNA 


NM 016187 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NMJ)03373 


Homo sapiens vinculin (VCD tramcrmt variant VPT mRNA 1 


NM 014000 


Homo sapiens vinculin (VCL). transcript variant meta-VCL mRNA i 


NMJ) 13992 


Homo sapiens paired box eene 8 fPAX8) transcript variant PAX8F mPNA ' 


NMJH3988 


Homo sapiens Parkinson disease fantosrmifil tpppqsivp invpnil^ 0 r»ot*b-i*i 1 

(PARK2), transcript variant 3, mRNA ! 


NMJ) 13987 


Homo sapiens Parkinson disease ( autosomal recessive iuvenilp^ 9 nnrVm S 
(PARK2), transcript variant 2, mRNA 


NM 013985 


Homo sapiens neuregulin 2 (NRG2), transcript variant 6, mRNA 


NM 013984 
NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 5, mRNA 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neurepulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 J 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA | 
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NM 013961 


1 Homo sapiens neuregulin 1 (NRG1). transcript variant GGF mRNA ~] 


NM 013960 


| Homo sapiens neuregulin 1 (NRG1V transcript variant ndf43. mRNA 1 


NM 013959 


I Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


NM 013958 


1 Homo sapiens neuregulin 1 (NRGl^ transcript variant 1TRG-hpta3 mRNA i 


NM 013957 


1 Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 013956 


1 Homo sapiens neuregulin 1 (NRG n transcrint variant HP n.hptal nVRNA 1 


NM 013955 


I Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013954 


1 Homo sapiens NADPH oxidase 1 fNOXn tran sprint variant xrnw iq -mPTsj a i 


NM_013995 


1 Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NMJ)07334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcrint variant 2 mRNA ! 


NMJ)02262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
1 transcrint variant 1 mRNA * 


NM_0 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 

1 encoding mitochondrial nrofpin tranQprmt v^-riant- O ™PXTA 


NM 015841 


1 Homo sapiens adeno'sinp dparninaQP T?xrA-e-nf*r*-ifir« ( Ar^AT?^ fr-i«^Mnt T in « n «+ * 
oajjivno au^nuDiiic ucaimuaac, i\j.N/\-opccixic ^/\j^/vkj, transcript variant j 

ADAR-c, mRNA | 


NM_015840 


Homo sapiens adenosine deaminase RNA-^nprifir fADAi^ truncr»nnt variant i 

i ««-»|-»* w*»»j uuvnutJiuv uwuiiuuaovj ax_i ^i^i. i3|JC<v'il.lL< \ / A 1 -/ r\ in, 1 ^ U oXloUl lUl Valiant i 

ADAR-b, mRNA 


NMJMUlll 


1 Homo sapiens adenosine deaminase. RNA-snecific fADAR^ tran^rrint variant J 
ADAR-a, mRNA | 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002> mRNA i 


NM_0 14905 


Homo sapiens elutaminase CGLS") mRNA 


NM 014833 


Homo sapiens KIAA0618 eene product ffCIAAOfilJtt mRNA 1 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA j 


NM 015646 


Homo sapiens RAP1B. member of RAS» oncoopnp familv n? APim mPMA \ 


NMJ) 15423 


Homo sapiens aminoadioate-semialdehvdp dphvHrnapna«p-nVjr\cT^hrmaTi+/»+iw™/i !' 
transferase (AASDHPPT), mRNA | 


NM 015523 


Homo sapiens small fragment nuclease rDKFZP566Fl44^ mPNA 


NM 014397 


Homo sapiens N1MA (never in mitosis eene aVrelated Idna^p f% fNTPi<r^ mPXTA \ 


NMJ) 14249 


Homo sapiens nuclear receotor suhfamilv ? crroim P mpmVipr ^ /^sJR9^7 , ^^ 1 
mRNA J 


NM 014361 


Homo sapiens contactin 5 rCNTN5) mRNA 


NMJ) 14341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA | 


NM 014306 


Homo sapiens hypothetical nrotein 1 7^ rnRNA 1 


NMJ) 14593 


Homo sapiens CpG binding protein CCGBPl mRNA 


NM_0 14567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NMJ) 14273 


Homo sapiens a disinteprin-Hlcp and mptallnnmtpacp frr*r\m\\rc^-ri t^mt*\ vi^fk I 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA | 


NMJ) 14244 


Homo sapiens a disinteprin-liVp and mptallo-nrntpac/* fr&nrrilwi-rt hmo^ «,ifU 

ixvuiu aayiviio a u^ioxiiiugi ill i. Jive aiiu LiK/laLLyjyi KJlCcLoC irCprOiySUl type ) WllP \ 

thrombospondin tvne 1 motif 2(ADAMTS?^ trancprinf- t7an'Q«t 1 tmPata ' 

uuviniyuis^uiiuiii 1 niwiiAj ^ ^^\j_/i-\j.vi i o^^, U ailod lpL Vallani Ij ulxvlN/i. 


NM 014449 


Homo saoi ens nrotpin A ^A^ transrrint variant A 1 mPXTA ] 
*-*-\ji.xiKj oa^iwuo pi \j lc 111 r\ \^jT\.j f uaJUoVsiipi Vail all L r\~ 1 , njJtvtNx\ | 


NMJ)07319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 1 
374., mRNA 


NMJ)07318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 I 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA | 
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NM 013945 



NM_0 13942 



NM013411 
NMJ00631 
NM 013416 



Homo sapien s paired box pene 7 (PAX7), transcript variant 2, mRNA 



^ 1 — ' — j ^- v->. ^* x 

Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 



Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
nrotein, transcript variant AK2B, mRNA 



NM_006125 



NM_013427 



NMJ) 13423 



NM 013422 



NM001174 



NMJ) 13436 
NMJH2310 
NM_0 13449 

NM 007333 



Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1 
mRNA ' 

Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2, 
mRNA 



Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3, mRNA 



Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
1, mRNA 



Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
4, mRNA 



Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5, mRNA 



Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2, mRNA 



Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 
Homo sapiens Irinesin family member 4A (KIF4A), mRN A 

Homo sapiens bromodomain adjacent to zinc finger domain, 2A CBA72A) 
mRNA v 



NMJJ07328 



Homo sapiens killer cell lectin-like receptor subfamily C 5 member 3 (KLRC3) 
transcript variant NKG2-H, mRNA 

Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1) 
transcript variant NKG2-B, mRNA 



NM_002259 Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1) 

1 transcript variant NKG2-A, mRNA 



NM_004214 I Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 

1 (FIBP), mRNA GV 



NM, 006350 I Homo sapiens follistatin (FST1 trans crint variant VST* n mtvi 

Oil/too u„„ : ii- . .• ^,„„, . ■ —2 



NM 013409 I Homo sapiens follistatin (FST). transcri nt variant FStW ™pma 

XTTV^" A1 HO/I I TT^ • T~~~. . - TT~1 ~. — 1 — . 



NM. 01 3324 Homo sapiens c ytokine inducible SH2-containing protein (OSH). mRNA 



NM_012486 I Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 2, 

mR^JA. 



xiumo sapiens nyaiuronan-mediated motility receptor (RHAMM) 
transcript variant 2 t mRNA 

. x . — . x- — (RHAMM) (HMMR), 

transcript variant 1, mRNA 



NMJ)12483 Homo sapiens granulysin (GNLY), transcrip t variant 519. mRNA 

TsIA/T (\C\£Ain rr«*v,^ ; i_ • Z^tttt^ — ~ r 4 - — 2 



NM U06433 Homo sapiens gr anulysin (GNLY>, transcript variant NKG 5. mRNA 
r\) ivi nn i Q'ln > uvvmr\ •*-»•, „ j 1 • ~ ,< ^-^^i _v ■ 



^"■° 0 ? 9 . 30 I Ii0m ° $apienS deo *y h yP"sine syntha s e (DHPS), transcript variant 1. mR NA 



- !!^! 0 Z " 0m ° $apie nS d eox V h V P usine ^thase (DHPS)! transcript vari^tT^RNA~ 



^ . ?° m ° Sapie " S deox V h yP usine ^thase tDHPS), transcript v ariant 2. mRN A 
NM_0l3229 Homo sapiens apoptotic protease activating factor (APAFl), transcript variant l 
I mRNA ' * 

N]V1 - ' QI3251 HOm ° SapienS ^y 1 ™" 1 3 ^neuro m edin K, neurokinin beta^ r rAf^~^FT 

NMJH3396 Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 

NMJM3255 I Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 

(MKLN1), mRNA 



NM 013290 



Homo sapien s GT198, complete QRF (HUMGT198A), mRNA 
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NM 005102 



NM 004830 



NM 009588 



NM 013227 



NM 012475 



NM 012428 



Homo sapiens fasciculation and elongation protein zeta 2 (zygin D) (FEZ2), 
mRNA 



Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3), mRNA 



Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LIB), transcript 
variant 2, mRNA F 



Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1 , large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 2, mRNA 



Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 

Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
beta, mRNA 



NM^O 12226 
NM 012369 



Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 

Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA ' 



NM 012218 



NM^O 12324 
NM 012405 



MM, 012070 
NM 006874 



NMJ)07308 
NM 000345 



Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 



Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 

Homo sapiens isoprenylcysteine carboxyl methyltransfefase (ICMT), mRNA 



Homo sapiens attractin (ATRN), mRNA 



Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 



Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 

(SNCA), transcript variant NACP1 12, mRNA 

Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 

(SNCA), transcript variant NACP 140, mRNA 

NMJ)09589 I Homo sapiens arylsulfatase D (ARSD), transcript va riant 2, mRNA 

"XTN K t\r\ 1 i ro I tt ■ .. 



NMJXH158 I Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 

transcript variant 1, mRNA 



NM J)059 1 0 I Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 

1 mRNA 



NMJ)07338 I Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 

variant DLEC1 -LI, mRNA 



NM_007337 Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 

' variant DLEC1-S3, mRNA 



NM_007336 I Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 

1 variant DLEC1-S2, mRNA 



NM_O07335 

NM_005106 

NM_005002 

NM 003771 
NM 000438 



Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1 -S L mRNA 



Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-N1, mRNA 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 

(39kD) (NDUFA9), mRNA 

Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 



NM 007052 



^ j i — — 

Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 

variant PAX3A, mRNA' 

Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L. mRNA 

Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 

NMJW7325 Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 

variant flip, mRNA 



NM jjQg 8 1 3 I Homo sapie ns p rotein kinase C, nu (PRKCN), mRNA 



NM 000398 



Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIAl). nuclear 
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j gene encoaing mitochondrial protein, transcnpt variant M, mRNA 


NM_007306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 

| eXOn*f, ITLKJNA 


NMJ)07305 


I Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
j aeriai/- iu-i id, mKiNA 


NM 007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
ueiia i id, rnxxiNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
1 aeiia 1 1 , mivLNA 


NM__007302 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 

i rlf»lfaQ_1fi tyVPTJA 

I uena^-ii/, iiijkjlna 


NM_007301 


1 Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 

rlpltal^ 17 rrVPTSJA 

I aeuai j-l /, inivLNA 


NM_007300 


I Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
I uciiaif-io, riitviNA 


NM_007299 


I Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
1 ueiiaiH-i /, rniviN a 


NM_007298 


1 Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
aeitay- 1 1 , mKCN A 


NM 007297 


1 Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 

J„1* n O 1 A __"D XT A 

aeitaz-iu, rnKNA 


NM_007296 


| Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla', 

mPMA 

I rruviNA 


NMJ)07295 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAlb, 

mPTsJA 
1 IILCVlNA 


NM_007294 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla, 


NM 007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 

mP"\TA 

rruviNA 


NMJW7321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 

mPMA 

rriKiNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 

ITLKJLnA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 

v^VJlvl JL , mivLNA 


NM_007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 

V^V^/iVl 1 , JTLivLNA 


NM 000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoaing mitocnonanal protein, transcnpt variant rBR, mRNA 


NM_0073 1 1 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitocnonanal protein, transcnpt variant PBR-S, mRNA 


iN±Vl__Vv / J LH 1 


M ■ T _fm. Mm pm. mm ^mm. j--— —\ mm* mlm -mm mm -mm I | A I — | - _ ^ _ _ _ 1 _ 1 * * 1 4 « J 

tiomo sapiens v-abl Aoelson munne leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 




xiomo sapiens v-aol Abelson murine leukemia vn*al oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005i57 


Homo sapiens v-abl Abelson murine leukemia viral nnrntrpn^ hnmnlr*rr i 
(ABL1), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD1 0) (MME), transcript variant 1 , mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 1 0) (MME), transcript variant 2b, mRNA 
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NMJ>07288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
cmvcpiiaiiiiti&c, ^iyuvihj, Transcript variant za, itikjna 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
vnjv&piiaiiuao^, v^nj-»i_,^\., \^Lj [iviivilz), uaiiscnpi variant idis, mKJNA 


NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 

factor (TCF2) transcrint variant h mRNA 


NM 006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 
mRNA 


NMJ)03030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b, 
mRNA 


NM 003005 


iapiciii) ^cictciiii r ^granule memorane protein 14UKJJ, antigen L/JJ02) 
(SELP), mRNA 


NM 006718 


11U1UU aapiciib piciomorpnic aaenoma gene-iiKe i (rLALrLl ), transcript variant 
2, mRNA 


NM 005888 


ahjiiiu aapiciib bumic earner iamiiy zj ^miiocnononai carrier; phosphate earner), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la mRNA 


NMJ)06491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3 mRNA 


NM_006489 


1 Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2 mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c mRNA 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b mRNA 


NMJ)01740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM 007292 


nuinu Sapiens acyi-coenzyme A oxidase I, palmitoyl (ACOX1), transcript 
variant 9 mRNA 


NM 004035 1 


Homo <?anien<5 sr^vl— f^npn^A/mp A r»vi cp» 1 T\o1rYi-Ifrvwi / A /""'/'Wi "\ 4wi**nsv.>i«.4- 
oapi&nd avyi \^uciizyme /\ oAiaase i, paimitoyi (ACUAIJ, transcript 

variant 1 mRNA 


NMJ300632 


Homo saniens intesnn alnhfi A/T r romnlpmpnt pnmnAnpnt rA/tontAr o nut... 
v * v «w witw^iin, cu^rxia ivj. ^V/Uiiipiciiiciii irfUiiipuiiciii rccepior j, aipna, aiso 

known as CD1 lb (t)170^. macronha&e antippn alnha rjnlvnpntiM^ rTTOAA/f^ 

^ * ^ Vr y /> liJ "«'i w^ijctgo a.j.iiigt/11 alalia JJVJIjr^JCJJllUCy ^1 i vJ/iJLVJl 1, 

mRNA 


NM 007097 


Homo sapiens clathrin, light Dolvoeotide CLch} (CLTR\ mRNA 


NM_007099 


Homo sapiens acid phoSDhatase 1 soluble f APPI'i tran^rri-nt- variant "h mPNA 


NM^ 007177 


Homo sapiens TU3A protein (TU3A), mRNA 


NM 007245 


HomO SaDienS ataxin 2 related -nrotpin V\ tran QpnW variant 1 mPXTA 
w Mxuwaix a# iviai&u pxvivlii ^A^Lrr J, IX allow ipi Variant 1, ITlrviN/V 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


HomO SanienS flblllitl 1 fFRTNl^ trancrrint T/ariant "H -rnRWA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 ! 

a nix v/ vy v# / aw A J 


xiuuiu ^apiciia auenuoine Kinase iTanscnpi variant AUlv-Iong, mKNA 


NMJ)06132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP 1- 
4 mRNA 


NMJW6131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
5, mRNA 


NMJ)06130 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP 1- 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NMJ)06128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP 1- 
2, mRNA 
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NM 002516 


Homo sapiens neUTO-oncoloeical ventral antiopn ? fNOVATb nvRNA ! 


NM 007008 


Homo sapiens reticulon 4 fRTN4} mRNA 1 


NM 007046 


Homo sapiens elastin microfibril interface located protein (EMILIN), mRNA 


NM__007037 


Homo SaPieilS a disintefrrin-HVp nnrl lYipfnllrmrrttiaaeA /VorvrvVK/ciri -Hrr»f»\ Trrl+U 1 
*-* oayiviio a uiouiLi/gi.ui line aim lUClallupiUlCaoC ircprOlYSlIl tYPei Wlul ? 

thrombospondin type 1 motif 8 ( ADAMTSfh mRNA 


NM_007038 


Homo sapiens a disinteerin-like anH mptallnnrntpncp frwirrkU/c-m hmp"\ wri+ii 1 
thrombospondin type 1 motif 5 (affffrecanase-^ f A"DAMT<5V\ mRNA 


NM 006799 


Homo sapiens protease, serine 21 Ctestisini 1 mRMA I 


NMJJ06814 


Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 (PI3 1) 
(PSMF1), mRNA | 


NM 003466 


Homo sapiens paired box eene 8 rPAX8i tramcrmt variant PATf RA ttiRna ! 


NM 006790 


Homo sapiens titin immunoglobulin domain protein fmvntilrn i miTY* mPNA I 


NM 006782 


Homo sapiens zinc fincer protein-like 1 (ZFPI.n mRNA 1 


NM 006795 


Homo sapiens EH domain containing 1 (EHD1), mRNA 1 


NM 006588 


Homo sapiens sulfotransferase familv cvtosolie 1P mpmVi^r 7 /'^ttt TifTi i 
mRNA j 


NM 006694 


Homo sapiens jumping translocation breakpoint HTR^ mRNA 


NM 006597 


Homo sapiens heat shock 70kD protein 8 (HSPA8), mRNA 


NM 006708 


Homo sapiens elvoxalase I (GLOli mRNA 


NM_006703 


Homo sapiens nudix rnucleo^iHp Hinlincnlint^ linlrAH mr\i^Hr +*rr\o *vi^fi**i 
(NUDT3), mRNA 


NM 000655 


Homo sapiens selectin L nvmohocvte adhesion molpmlp n /'^PT T "i mPNA I 


NM 006488 


Homo sapiens ketohexokinase ffructokinase) (KHK), transcript variant b, mRNA 


NMJ)06297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1) mRNA 


NM 006339 


Homo sapiens high-mobility group 20B (HMG20B), mRNA 


NM 006469 


Homo sapiens NS 1 -Hindin tr nrntpin /TsIQ 1 «RP^ tr>PWA 1 

^ivuiu oupii/iio 1 > L> 1 LFiuulilg JJi ULC111 ^INOI-X>A ) 9 TTI r\ IN /-\ 1 


NM 006340 


Homo Samen<\ RATI -aCQririfltprl nrntAin 9 TtlATAP / >\ fnnp^;«l . ,'.„i .T,,r>TsT a 

aayieua o/vli tjbi>uuidLcu protein z ^jo/viAxZj, transcript variant j, mKNA j 


NMJ)01353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehvdrot?enase 1* ?0-a1nVm ^^-nlnTi5i^-V«rHmY-\7c+<»rri-i/l tAts\ r*am o f \ t/"t> inn I 

mRNA ' 


NMJ)00202 


Homo sapiens iduronate 2-sulfata < ;e (W\\t\\er ^vnHrnmp^ f rQ ncrM-i-n+ nraWon-f i 
1, mRNA J 


NM 005890 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 


NM_006123 


Homo sapiens iduronate 2-sulfata«?p fHiintpr cvnHmmp^ /rp>Q^ tronpr>rin+ imn'onf 1 
2, mRNA 


NM 006053 


Homo sapiens T-cell immune retnilator 1 rTPTPm^ mPNA 


NM 005990 


Homo sapiens serine/threonine kinase 10 (STK10), mRNA 


NM 006019 


Homo saniens X-rell immimp rpmilatnr 1 / r TY" > TP f^l ^ nVDXTA 1 


NM_006041 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 ! 
(HS3ST3Bn mRNA 


NM_006042 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 1 
(HS3ST3An mRNA i 


NM 006043 


Homo 55aniftn<J hpnaratl ciilfatf* ( Ci\\\nrwnrr\\-nt±\ "X C\ cnlfAfmnrfampa O /TJCOCTON 1 

xj-wmv oapi&iid ncpaidii Miiid-ic ^giuv/O&dmine^ j-w-suiroiransierase L (Jtlojol^), 
mRNA 


NMJ)00557 


Homo sapiens growth differentiation factor 5 fcartilaee-derived morohoeenetic i 
protein- 1 ) (GDF5), mRNA 


NMJJ05847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM 005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA | 
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NM 005688 



Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 



NM_005730 
NM 005562 



Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 

Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
l,mRNA 



NM 005534 



Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 



NM_Q05682 Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 



NM 005666 



NM 005503 



Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 
Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(Xll-like)(APBA2),mRNA 



NM 005431 



Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 



NM 005465 



Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 



NM 005446 



Homo sapiens purinergic receptor P2X«like 1, orphan receptor (P2RXL1) 
mRNA 



NM 005336 



Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 



NM 005265 



Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1 
mRNA 



NM 005243 



Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 



NM 005236 



NM 005075 



Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 



NM 005050 



Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21 A3), mRNA 



Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1, mRNA 



NM_005006 
NM 005135 



Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS1), mRNA 



Homo sapiens solute carrier family 12 (potassium/chloride transporters) member 
6 (SLC12A6), mRNA 



NM 004968 



Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2 
mRNA 



1 NMJ)05114 


1 Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NMJ)04958 


1 Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAP1), mRNA 


NMJ)01478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-T) 
i (GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


NM 004030 1 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2 mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG) mRNA 


NM 004738 | 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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u ana l, (VAtdj, itikjna 


MM f\(\A11A 
INIVI / 


nomo sapiens rrAK oinoing protein (Jrr AKbr ), mKJNA 


NM 004819 


Homo sapiens syrnplekin; Huntingtin interacting protein I (SPK), mRNA 


XTTV/T f\(\A 1 AO 


Homo sapiens serine nyoroxymetnyitransierase 1 (soluble) (Miivil l), rnKWA 




Homo sapiens sema domain, immunoglobulin domain (Ig), snort basic domain, 
secreted, (semaphorin) 3F (SEMA3F), mRNA 


xtm on/mo 

INIVI UU4/JU 


xiomo sapiens euKaryonc translation termination iactor I (r*lr i), mKJNA 


NM 004161 


Homo sapiens RAB1, member RAS oncogene family (RAB1), mRNA 


JNIVI__UU4/OZ 


Homo sapiens pieclcstnn homology, bee/ ana coiled/coil domains l(cytonesin 1) 
vrouuij, transcript variant I, mKJNA 


NTM 00405'* 
INIVI UU4ZJJ 


nomo sapiens pnospnonpase Az-acnvating protem (ri^AAj, mKJNA 


1NIVI__UU4 J OZ 


Homo sapiens rarkinson disease (autosomal recessive, juvenile) z, parkin 
^r/uvis.zy, transcript variant I, mKJNA 


MM 004705 


xiomo sapiens proiem-Kinase, inteireron-inQuciDie oouoie strandec KIN A 
uepcnucm inniouor, repressor oi ^rjo repressor^ {r ivjsjxuvJ, mKJNA 


iNJ.YJL U \JHO O J 


nuuiu oapiciib iicureguiin z ^iNivvjrzy, uanscnpi vanani i, rnKiNA 


MM OOdS^O 


xiomo sapiens nuclease sensiuve element umaing protem i (JNoxix 1), rriKJNA 


MM 004646 


noinu oapieiis ncpniosis i, congenital, rmnisn type (nepnrmj (JNx Hoi ) f rnJKJNA 


NM 004RQ7 


xiuiiiu dapiciib iiiiuLipic ixiubiioi poiypnospndie pnospnatase i ^iviunx Jri/, mKiNA 


NM 004597 

XNJY1 \J\JHJ4,f 


nuino oapicns mesencnyme nomeo dox i ^ivixiv-'A.i ^, transcript variant l, mKJNA 


NM 004912 


TTfYimn Qsinipnc pptpTytqI ravprnmic miilfnrniQtiAnc 1 /"^^A^l^ tWCWA 
AAviJIv oajJlt/llo tCICUlal CaVClXiULla lllallvJIIllaUUIlo I ^V_/V^IVil y, IIllVlN/\ 


NM 001572 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant a, mRNA 


NM 004516 
INIVI v/V/*T J I O 


nomo sapiens mteneuKin ennancer oinaing iactor j, yuioj (JLLr Jj, mKJNA 


NM 004505 
INIVI yJVHDVD 


nomo sapiens uoiquinn specmc protease o (ire-z oncogene) (Uoro), rriKJNA 


NM 004761 


Homo sapiens RAB2, member RAS oncogene family-like (RAB2L), mRNA \ 


InM UU44yj 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


INIVI UU4ozl 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


NM 004458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1, mKJNA 


KT\A AfVlfiGI 
JNJV1 UU4Uyi 


Homo sapiens r,Zr transcription iactor Z (xizrz), mKNA 


NM_004714 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
\\j i Kis.ir)j, transcript variant a, mKJNA 


MM 004R5Q 

INIVI KJV^rOJ y 


xiomo sapiens ciatnnn, neavy poiypepuue \^hc ) l C), rnKTS a 


NMJ)04921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 

mKJNA 


NM 0043 44 
INIVI UU4j44 


Homo sapiens centrm, Jbr-nand protem, z (CbliNz), rnKiNA 


NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (HJrxiL), mKJNA 


NM 004842 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


XTN/T (\(\A 1 O/f 
JN1V1_UU4 i y4 


Homo sapiens a dismtegnn and metalloprotemase domain 22 (ADAM22), 
mRNA 


JNJV1 UU43UU 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 




Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transenpt 
variant l , rriKJNA 


NM 004027 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), 

llaiioC'lXpl Yallaill ct, IIiIviN/\ 


NMJ)04003 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NMJ)02390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1, mRNA 
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XTX if AA 1 Cf\ A 

NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA j 


NM_003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atnonatriuretic 
peptide receptor B) (NrR2), mRNA j 


1 "N.TA if A m on A 


TT _ . * _ ly lilt i • J rxx I ' 1 T*X.T A 1 

Homo sapiens KIT hgand (KITLG), mRNA | 


1 XTX /T A A 1 A/'O 

JnM 001063 


T T _ • _ J . • AHtf \ I \\ Y\ "VTA I 

Homo sapiens transferrin (TF), mRNA J 


MM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


| NM_003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


I XTX M AAOAOO 

NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA \ 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript vanant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


f X TX Jt f\f\f\ 1 1 *~ 

NM 000H5 


Homo sapiens endothehn receptor type B (EDNRB), transcnpt vanant 1, mRNA j 


NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding | 
mitochondnal protein, transcnpt vanant nutochondnal, mRNA J 


! XTTV >T AA1AAO 

NM_001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcnpt vanant phclk3/152, mRNA 1 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


1 X TA Jt AA1 f^O^ 

NMJ)0l282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B 1), 
mRNA 


I XTX If AA1 A*71 

NM 001272 


Homo sapiens chromodomain hehcase DNA binding protein 3 (CHD3), mRNA i 


1 XTX Jt f\t\ \ ?\ f* Cl 

NM_001268 


Homo sapiens chromosome condensation 1-hke (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NMJ)00657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding ! 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondnal protein, transcnpt vanant alpha, mRNA | 


NM 000055 


Homo sapiens butyrylcholmesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), j 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), j 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (TL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NMJ)03615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA ***** 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


I n jr y\ ^x /x /x 

NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NMJ)02890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 j 

/TX A ^~ i A 4 \ A • i * j4 *x ^ v a 1 

(RASA 1 ), transcnpt vanant 1 , mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NMJ)02817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 

X"X""V f% m v X. 4 ^\ X v 4 f 

(PSMD13),mRNA j 


NMJ)00447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, j 
mRNA | 


1NJVL_UUUUZ i 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcnpt vanant I- j 
467, mRNA 


[NM 002768 


Homo sapiens procollagen (type MS) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA | 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant ! 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), | 
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NM 002584 



NM 002555 



NM 000907 



member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 



variant 1, mRNA 



NM_000280 Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 



Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like (SLC22A1L), mRNA 



Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 



Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
1, mRNA 



NM 003204 
NM 003970 



NM 000899 



NM_002394 
NM 001879 



Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 

acid transport), member 2 (SLC3A2), mRNA 

Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP1), mRNA 



Homo sapiens tumor-associated calcium signal transducer 2 (TACSTD2) 
mRNA h 



NM 002341 



Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1, mRNA 



Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2A, mRNA 



NM 002230 



NM 001566 



Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-E, mRNA 



Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107WD (INPP4A), 
transcript variant b, mRNA 



NM 003822 



Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 
Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mRNA 



NM 000836 



NM 000828 



Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 
(GRIN2D), mRNA 



Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flop, mRNA 



NM 000161 



Homo sapiens glutamine-fructose-6-phosphate transaminase 1 (GFPT1), mRNA 

T_r^-\wi y-v o/i -nt <-t*-> /"** J I'll 1 _ "1 1 1 1 t t • « . .... 1 . . ' 



Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 
mRNA 



NM 000159 



NM 003644 



Homo sapiens glutaryl-Coen2yme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 1, mRNA 



NM 000817 



NM 000813 



NM 000146 



NM 001996 



NM 001995 



NM 001973 



Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 

variant GAD67, mRNA 

Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 2, mRNA 



Homo sapiens ferritin, light polypeptide (FTL), mRNA 
Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 



Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 



Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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MM 001001 


xioruo sapiens enaouieiin receptor type jt> ^iiUiN ivo ) y transcripi variant z, rnKXN A 


NM 001925 


1 Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM 001150 


xiomo sapiens z,*f-aienoyi l*oa reductase I, rmtocnondnai (JJJdUKI nuclear 
gene encoding mitocnonanai protein, mKJNA 


NM 001117 


nomo sapiens cnemojone ^v^-ts.j-^ ) receptor l v OAjUK1J, iruCINA 


NM 001 R1S 

i.>lVX_ \J\J 1 OJJ 


xiomo sapiens ciatnnn, neavy poiypepuae-iiKe 1 (C.L1C1^1J, transcript variant 1, 
mRNA 


NM 001 R14 


1 nomo sapiens ciainnn, ngnt polypeptide v l»cdj (OJLlxJ^, transcript variant 
nonbrain, mRNA 


NM 00100? 


xiomo sapiens uuu-iiKe Kinase J (CJLKJ), transcript variant pnclk3, mRNA 


"MM 001001 


xiomo sapiens uuu-iiKe Kinase z (CJLKz), transcript variant pnclicz, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM 0019R5 


xiomo sapiens cnlonae cnannel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM 001 R?S 

JLNJ.VJL \J\J 1 OZJ 


xiomo sapiens creatine Kinase, mitocnoncinai z (sarcomencj (CKM 1 z), nuclear 
gcuc ciiuuuiiig iriiiuLnonunaJ pro tern, rrLKJNA 


NM 00146S 


xauiiiu Sapiens cmunase 1 ^cniioiriosioasej ^0x111 1 j, mKJNA 


NM 001783 


| Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 

| il oiloLrl ipi Veil lalll 1, ruXvlNA 


NMJ)01199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 

1 ml? "MA 
1, IIltvlN/\ 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA 


TsTM 001 1 70 


xiomo sapiens aquaponn / v.A^r l) y mKJNA 


NMJ)01 160 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


XTA/f OH! 1/10 


xiomo sapiens ankynn 3, node ot Ranvier (ankynn G) (ANK3), transenpt variant 

Z, mivlN/V 


NMJM625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
proiem, xranscnpi van ant ajvza, mKJNA 


NM001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen laentiiiea by monoclonal antibody AO 122) (AGC1), 
transcript variant 1, mRNA 


"MM" 001 1 01 i 


Homo sapiens adenosine kinase (ADK), transenpt vanant ADK-short, mRNA 


IN iVl__U VjoIZ 


Homo sapiens a disintegnn and metalloproteinase domain 23 (ADAM23), 

ml? NT A 


NM 00100S 1 


xiomo sapiens amiionae-sensitive cation cnannel z, neuronal (AOCNz), 
transcript variant 2, mRNA 


NM 016184 i 


xiomo bapicns Ly-iype ^caicium aepenaent, carDonydrate-recogmtion domain) 

ivi/iiil, oupviiailUljr lllCillUCI O ^V^XjXI^ijXO^, mXvlNA 


NM 003186 


Homo ^aniens transcyelin /"TArrTN^ nVRT\TA 


NM 004084 


xA^iiiu oapicii^ uciciiMii, aipiid i, rnycioiu-reiaieu sequence ^JL/xirAl J, mKJNA 


NM 022908 i 


nomo bapiciio xiypoineiiC/di proiem ru iz^f^z ^rJLJ iZh^Z) 9 mKJNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13 195 similar to stromal antigen 3 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo saoiens hvDOthetical nrotein FT Jl 2496 fFT T1?406^ m"RNA 


NM 022900 


Homo sapiens hypothetical protein FU21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NMJ)20979 


Homo sapiens adaptor protein with pleckstrin homology and sre homology 2 
domains (APS), mRNA 
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NM_0l8557 


Homo sapiens low density hpoprotem-related protein IB (deleted in tumors) 

/TT>T»1T>\ T> XT A 

(LRP1B), mRNA 


XTA A A 1 A flO 1 

INM 014921 


TT _ * _ _ 1 j J ■ *x r\j- T A A AOO 1 \ m tj\t A 

Homo sapiens lectomedm-2 (KIAA0821), mRNA 


XIX K A 1 A 1 1 1 

NM 014112 


Homo sapiens tnchorhinophalangeal syndrome I gene (TRPSl), mRNA 


XTA if AAA CO A 

NM_G()0539 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant) (RHO), mRNA 


INM 


Homo sapiens transmembrane activator and tAML interactor (TAC1), mRNA 


INM UU3j04 


Homo sapiens transgelin 2 ( I AGLN2), niKNA 


INM UU3032 


Homo sapiens contactin associated protem 1 (CN1NAP1), mRNA 


XTA A AA/TrA/T 

JNM UUOjUo 


TT _ ... * _ - _ Tj A O ... O 1 _ a * _ O A CI A ?\ \ TiXT A 

Homo sapiens RAb p2 1 protein activator 2 (RASA2), mRNA 


INM 01442/ 


Homo sapiens copme VH (CFNE7), mRNA 


NM 006032 


Homo sapiens copine VI (neuronal) (CPNE6), mRNA 


NM 005338 


Homo sapiens nuntingtin mteractmg protem 1 (HIP1), mRNA 


XTA If AO 1 ftT5 

NM 021973 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


XTA A A A CI T A 

NM 005339 


Homo sapiens huntingtm mteractmg protein 2 (HIP2), mRNA 


XTA K AO 1 AO A 

NM 021920 


Homo sapiens secretin (SCT), mRNA 


XTA S A 1 £ A A 1 

NM 016491 


Homo sapiens mitochondnal nbosomal protein L37 (MRPL37), mRNA 


XTA >f A 1 A O 1 1 

NM014211 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, pi (GABRP), 

__T>XT A 

mKJNA 


JNM UU40JO 


Homo sapiens KAb protein activator like 1 (GArl like) (RASAL1), mRNA 


JNM UUhoU/ 


Homo sapiens Heparan suliate o-U-suliotransierase (HS6ST), mRNA 


xnv>r rim/coo 

INM UUZO/Z 


Homo sapiens preiolain 1 (rrDNl), mRNA 


NM 005 loo 


Homo sapiens calpam 1, (mu/I) large subunit (CAPN1), mRNA 


NM UU1 1 Ho 


Homo sapiens calpam 2, (m/II) large subunit (CAPN2), mRNA 


XTA/T A 1 /f OOA 

NM 014299 


Homo sapiens bromodomam-contaimng 4 (BRD4), mRNA 


NM 007208 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


XTA/T AOOOOO 

NM 02283 o 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


NM 022819 


Homo sapiens phospholipase A2, group IIF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NMJ)20061 


Homo sapiens opsm 1 (cone pigments), long-wave-sensitive (color blindness, 
protan) (OPN 1 LW), mRNA j 


XTA/T AAA f n 

NM_000513 


Homo sapiens opsin l (cone pigments), medium-wave-sensitive (color blindness, 

J„..X„ \ /^\T1XT1 Ik niT\ t\\t A 

deutan) (OPN1MW), mRNA 


NM_001708 


Homo sapiens opsin 1 (cone pigments), short- wave-sensitive (color blindness, 
tritan) (OPN1 SW), mRNA 


NM OlOJOJ s 


Homo sapiens glycoprotem VI (platelet) (GP6), mRNA 


xta k aoo nn 
NM 022139 


Homo sapiens GDNF family receptor alpha 4 (GFRA4), mRNA 


NM 002485 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBSH. mRNA 


NM 006052 


Homo sapiens Down syndrome cntical region gene 3 (DSCR3), mRNA 


XT* K {\f\rCi ✓''"7 

NM 005867 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


NMJ05087 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deamess, autosomal dominant 5 (DFNA5), mRNA 


XTA/f AAA/1 1 7 


Homo sapiens neutrophil cytosolic tactor 2 (65kD, chronic granulomatous 
disease, autosomal 2) (NCF2), mRNA 


NM 0001 11 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NMJ00044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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NM 003776 



degeneration) (SCA7), mRNA 



Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
(NLVCIQ, mRNA 



NM 003 94 1 Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA 



NM 020680 Homo sapiens N-terminal kinase-like (NTKL), mRNA 
NM_022789 Homo sapiens interleukin 17E Q0L17E), mRNA 
NM 022787 



Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 

(NMNAT), mRNA 

NMJ)22786 I Homo sapiens likely ortholog of yeast ARV1 (ARV1), mRNA 

NM 022785 Homo sapiens hypothetical protein FLJ23588 (FLJ23588), mRNA 
NM_022775 Homo sapiens hypothetical protein FLJ22127 (FLJ22127), mRNA 
NM_022773 Homo sapiens hypothetical protein FLJ12681 (FLJ12681), mRNA 
NM 022772 " ~ """"" ~" ^— 



NM 022761 



Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 
Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 



NM 022756 1 Homo sapiens hypothetical protein FLJ1 1730 (FLJ1 1730), mRNA 
NM_022739 Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA ~ 
NM 022725 " ~ — ^ - 



NM 017646 



NM 005443 



Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 
Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 
Homo sapiens S'-phosphoadenosine 5 ? -phosphosulfate synthase 1 (PAPSS1), 
mRNA 



NM 004670 



Homo sapiens 3*-phosphoadenosine 5'-phosphosulfate synthase 2 (PAPSS2), 
mRNA 



NM 001084 



NM 022720 



Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3) 
mRNA 



NM 007331 



Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 
Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 



NM 007123 



Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 
mRNA 



NM_000553 Homo sapiens Werner syndrome (WRN), mRNA 



NM 006531 



Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 



NM 0 1 8962 Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 



NM 0 1 8848 Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 
NM 017424 I Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
_ u mRNA 

NM 015889 
NM 016430 



NM 004414 
NM 013441 



mRNA 

Homo sapiens TPA inducible gene- 1 (TIG- 1 ), mRNA | 
Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA | 
Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA | 
Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 1 
Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 



NM_0 12436 1 Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 
NM 012227 " ~ r ~~ ' 



NM 007173 



NM 000501 



Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 
Homo sapiens protease, serine, 23 (SPUVE), mRNA 



Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 



NM 006025 Homo sapiens protease, serine, 22 (P 1 1), mRNA 



NM 005609 



Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYGM), mRNA 



NM_004991 Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 



NM 004600 



NM 004380 



Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 



Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP) 
mRNA 
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NM 000551 


1 Homo saoiens von Hinnel-T inrtan QvnHrnmp A/TTT ^ mRTsTA 1 


NMJ)00462 


1 Homo sapiens ubiquitin protein ligase E3 A (human papilloma virus E6- 
associated Drotein Ancelman <r\mdromei ftrRF^A i mRNA 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


S Homo saoiens Treacher Poll m^-Franrpsphptti cvnHmm^ 1 fTYVVE"l'\ mPTvTA I 

j aavtaaiv aapuwio nwavuvi V_/UllJUlo X 1 ailUvov>llCLLl OjrilUIUXIlC 1 ^ 1 \y v" i y j miVlNx\. j 


NM_000455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STK1 1), 
mRNA 


NMJ)02351 


I Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 

wndrome i fSTT2D1 A i mPMA 


NM_000336 


I Homo sapiens sodium channel, nonvoltage-gated 1, beta (Liddle syndrome) j 
(SCNNIB^ mRNA 


NM_000335 


1 Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 

1 felectrocardinprftnlrirl OT Qvnrlrnmf* X\ {^LCW^ A\ ml? MA 
yvyiwiiwuaniiugiauiiiV// V^X oyilUIUIHC J) \0\^LHjf\j 9 ITLivIN/V ! 


NMJ)00318 


1 Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(TXMP3 , mRNA 


NM 000311 


xxuinu oapicii5 pnuii piuicin \pz. ^reuizieiG-jaKOD disease, oerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA 


NM 000299 


ixuiiiu dapi&iid yiaiKvyiiuixi l ^coioueiniaj ayspiasia/SKin iragiiiiy syndrome) 
(TKPl) mRNA 


NM 000283 


! Homo Qaoipn^ nhnQnlinrliPctpracp nd\AXf cr\t*r>i-fif> *r\A T%Afn /n/\«#va«:+rtl 1 

o»f piiudpiiuuicdLcxd.bc od, lyVjrivir^-speciiic, roo, oeia (congenital i 
stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


NM 003731 


Homo Sariiens SlOPrPn'<! QVnHrnmp nuplpar Qiitr\5»nfim»rt 1 /QQlSJA ]\ wkl>XTA 

■ LAV,XIlvy oapiviiD ujugl&llo oyilUXUIHC illXUlCol aUlUdllllgcTl 1 (OOlNAlJ, TIIKJNA | 


NMJ)00260 


Homo sapiens myosin VHA (Usher syndrome IB (autosomal recessive, severe)) 1 
(MY07Ai mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


* Homo ^ariien*; HprmanQlrv-Pn^lalr cvnrlrr\m/a rt-TPQ^ rvkTJTvTA ™1 

ocipiviio xifciiiiaiioJvjr**x UUlaK. dynuxoixlc (xxx ljJ, ITxtvlN/Y | 


NM 000194 


Homo SaniPn^ hvnOYantVlinp nlnr^cr^lnArfKricx/lfro'neflai-oo** 1 C\ onnVi VTir1-m-»-» ! 

aauiiiu oapi^/xia iijruuA.dxiiixiiic piiuopnuxiuosyiuansicrase i ^i^escn-JNynan 
syndrome) (HPRT1), mRNA | 


NM 000171 


Aiuinu oa^icno giy^nic ic^cpiui, dipiid i (sianie Qisease/nypereKpiexia, stiii man ! 
syndrome) (GLRA1), mRNA 


NM 003494 


Homo ^Siniprw flvQfprlin liroh cnrAlt* mno/>n1<iT* rc-fr*/^t-il-i-i r IV} /nulnnAwnl 

AAwiiiu oajjitna u-jraiciijii, iniiu giruie znubciiiar oystropny Zx5 (autosomal i 
recessive'i fDYSFi mRNA 


NM 000081 1 


Homo ^am*Pn«; PhpHialr-Hianclii cvn^rnmp 1 ^PUQU m p\TA i 
.Lxuiiiu oauiuiia oiicuiaiv-xxigabixl oyiluXOxuc i ^v^xxo I mJKJN A j 


NM 000052 


Homo SJiOIPflQ ATP^CP f 1 4- franennrfma n nAlimonti^a ^/Ta«1r«« 1 

xxuiiiu oaui^nd nirtiac, i t tran&porxnig, aipna poiypepuoe ^JvienKes ! 
syndrome) (ATP7A), mRNA 


NM 001635 


ao-piciia aiijpiiipiiy^m ^ouii-ividiin synorome wim oreast cancer izoKU 
autoantieen^ TAMPHV mRNA 


NM 022663 


Homo saoiens r^I'AOF-l nrntpin /TTAfJP H ml?WA 


NM 022662 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 1 


Homo sarriens hompo Hoy PR ^H , OYP8^ m"RMA 1 


NM 000569 i 


Homo saoiens frfiompnt ofToO Ion/ Q-fTRm'-K/ TTTa rpnonfnr fx*- /pni <^ ! 
Aivj,ju aapiciia x c« iia^iiicuL ui igvj, iow aiiiniiy ilia, recepior ior (V^UIO) ! 

(FCGR3A), mRNA 


NM_000802 


Homo saoiens folate recentor 1 fadiilti rPOT fr^Ticprint i/oWciTit ^ mUXTA i 


NM 006991 


Homo sapiens zinc finger protein 197 (ZNF197), mRNA 


NM_0 18946 


HomO Saoiens N-flPPtvln Pl its mini p qpiH r\lir\c-nViotA ctmtliicA* nniA mm*U«rn 1 

iavuiv oa^iwiik> 11 at/CLjriiicuiaiiiiiiio auiu pnuspndie syntnase, sialic acid synuiase l 
(SAS), mRNA * I 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAI3), mRNA J 


NM_021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA | 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM012151 


Homo sapiens coagulation factor VHI-associated (intronic transcript) (F8A) j 
mRNA ' | 


NM 007170 


Homo sapiens testis-specific kinase 2 (T15SK2), mRNA | 
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NM 0069RS 


nomo sapiens lesus-speciiic Kinase 1 ^iiiijJvi), iiikina 


NM 01 6494 


nomo sapiens cispiatin resistance-associatea overexpressea protein (I^UU/AJ, 

mRNA 


NM__012152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 

counleH rec entnr 7 rFDfrTI mPMA 


NM 007360 


AAuiiiu oapic/iid jL/iN/\ segment on enromosome iz lumcjuej z*toj/ expresseu 
<;eauence nil25>?489F , i mRNA 


NM 004924 


Homo saniens artinin nlnfia 4 f A( r ^ r TM4^ mRNA 

XiUlllU OajJlWlO CLKs Llllllly CLl^JUCl *T ^./AV^ AIN'T/, illXVl ixV 


NM 001102 


Homo saniens aetinin alnha 1 fAPTNI'S mPMA 


NM 012128 


Homo satviens chloride channpl ralrinm artivntprl familv mpmftpr 4 ffT f'' AzH 

mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Homo saniens npirrolicrin 3 fNT CtW^ 1 ml? XT A 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


aauauu aapicuo lN^CaV/CiyiabWlN-SUllOuanSierase *t \1NJL'i!j 1 *rj, rnJKJNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


"MM 016370 

1N1V1 V 1 UJ / \] 


nomo sapiens iv/vDy-iiKc protein \jsJ\ijyL,), miviN A 


NM012135 


Homo sapiens DNA segment on chromosome 6(nnique) 2654 expressed 
sequence ^l/oozojhjqj, mKJNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
iNJv ceii tnggenng receptor, pov {UooHyr,), mKlNA 


NMJ)061 14 


Homo sapiens DNA segment on chromosome 19 (unique) 1177 expressed 

opm i pn r#* ff}\ 0^1 1 77P^ -mPXTA 

SCC|UCI1CC ^JL/JL70l 1 / 1 Ct)y IIXivLN/\ t 


"NTM 006014 


nomo sapiens urs/x segment on enromosome A ^uniquej yo/y expressed 


NM 004699 


rxKJiiiv dctpjieiis Lsivs\ segmeni on enromosome a \uniquej vyzo expressea 
seauence rr)XS999SF^ mRNA 


NM 003683 


Axuiiiu scgmeni un enromosome zi ^umquej zkjjo expresseu 
seauence fD2 1 S2056F^ rriRN A 


NM 015484 


Homo R aniens CrOrP-intprartino - nrntpiTi r»90 rP90^ mPNA 


NM 013263 


Homo saDiens hromodomain-containino' 7 rRPD7^ mRNA 


NM 022157 


Homo saoiens Rae C nrotein rmTR?^ tnUNA 


NM 014604 


Homo saoiens Tax interaction nrotein 1 ffiTP-1 ^ mRNA 


NM 001915 

JL « A"A V/ V X ^ X w 


Homo saoiens cvtochrnmp h-Sfil ^PYRSfil^ mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


lAUiuu oa^iwia dUlIlaLUSLaLlil X CvvCpiOl- III IClaC img piOiem ^DOIavLT ^, UllviNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 


NM 0994Q3 


numu sapiens nypoineucai protein rl^Jziyoo ^•LJ^AyooJ, inJtvlNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


MM 


nomo sapiens nypotnencai protem rUzz4lo (rJLJZid4UD), mKNA 


MM 099464 


nomo sapiens enaopiasmic reticulum cnaperone oLLi, nomolog ot yeast (olivlj, 
mRNA 


NM 0994^6 

!NlVl_vZZ*tJO | 


nomo sapiens nypotnencai protein rJLJzzj^o similar to gene trap rAl 12 

CFJ 199548^ mRNA 


NMJ)22450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related nrotein rFLJ22357^ mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRJP1), mRNA 
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NM 016541 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13), mRNA 


NM 004704 


xiomo sapiens pnospnauayiinosrtoi giycan, class (Jriui^j, mKiNA 


NM 01 4046 


nomo bdpicns spastic paraplegia 4 (autosomal dominant, spastm ) {or kjh ) ) 


NM 022146 


Homo sapiens neuropeptide FF 1 ; RFamide-related peptide receptor (OT7T022), 

mRNA 


TsIM 004RR^ 


xxomo sapiens neuropepnae \j protein-coupled receptor; neuropeptide rt z 

fNPfrPRS mRNA 


NM 


nuiiiu sdpienb xv i is. recepior-iiK.e tyrosine Kinase xvj, mruNA 


NM 007011 


jxoiijo oapicixs ring linger pruiein i ^jkjllnvji j y mrvlNA 


NM021111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 


NM 001655 


Homo sapiens archain 1 (ARCN1), mRNA 


NM 016610 


nuiiiu bdpicns type i irdnbrneniDrane proiem rni*+ \rs\ i^t/j mJKJNA 


NM 006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


"MTVyf 006687 
1N1V1 UUOOo / 


riomo sapiens actm-iiice /a (a^iJw./A / ), mKJNA 


NM_005856 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 

mKJNA 




Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 

ml? XT A 
IIJJKiN A 


NM 005855 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 

mi? MA 


NM 00047*; 


xiomo sapiens nuciear receptor suoiamiiy u, group o, memoer 1 (JNKUr> l ), 


NM 00^401 


noino sapiens xvain omuing proiem y ^ivAJNi>r y ) 9 mKjN a 


NM 004614 


xxuiiiu oapiciio ui uiiiuuuiiidiii djiu riiu nnger conuiming, 1 ^uivrr i ) 9 mivLN A 


NM 000140 


xauuiu sapiens lcuocneiaiase ^proioporpnyna^ ny^rijy nuciear gene encoding 
mitochondrial protein, mRNA 


NM 000011 


nomo sapiens annnoievuimaie, aena-, aenyaraxase ^alal/ ) 9 mKjN a 


NM 000027 


Homo sapiens aspartylglucosarninidase (AGA), mRNA 


NM 000096 


riomo sapiens aaenyiosuccmaie lyase ^Ai/o-Ly, mKJNA 


NM 000025 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NTV/T 000070 


riomo sapiens activm A receptor type il-liKe l (AuVKi^l), rnKrNA 


NMJ)00019 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
tmoiase; (ACAI l nuclear gene encoding mitochondrial protein, mRNA 


NM 00001 fi 


nomo sapiens acyi-coenzyme A oenyorogenase, very long cnam (ACADVL), 
nuclear gene encoding mitocnonunai protein, mKJNA 


NM 000017 


nomo sapiens acyi-L,oenzyme a denydrogenase, c-z to c-3 snort cnam 
^/\\»//\jl/o ^, iiuoicai gene encoding miiocnonandi proiem, nuvrv a 


NM 000016 


xxoiho odpienb dcyi-v-,uen£yrnc a oenyorogenase, to k^-xz, suaigni cnam 
\j^\^/\ijlvl) 9 nuc/icar gene encoding muocnononai proiem, mrviNA 


NM 000476 


flOIliO odpiCIlb aUCnyiaLC KJIla.be 1 ^/\Jv J. j t IUlVLN/\ 


NM 001830 


Homo sapiens cMoride channel 4 (CLCN4), mRNA 


NM 07716*5 


riomo sapiens nypomencai proiem similar 10 mouse unajn ^uin aj l, i j, mKJNA 


NM 022350 


Homo sapiens aminopeptidase (LOC64167), mRNA 


NM 022335 


Homo saniens hvnothetical nrotein PR0284Q rPK0984Q^ mRNA 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25A (CDC25A), mRNA 


NM 022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NMJJ22003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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JNM UzUojj 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM 002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin) (rVKJLl), mKJNA 


NM__U 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineunn- 
dependent 2 (NFATC2), mRNA 


XTA/f AA/CCAA 

rviM_uuojyy 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 

T) XT A 

mKJNA 


XTN/T AA 6 1 60 
1NM_UU0 1 OZ 


xiomo sapiens nuclear iactor 01 activated 1 -cells, cytoplasmic, calcineunn- 
dependent i \iNr/vici j, mKJNA 


INIYI UZZUOl 


xiomo sapiens riDosomai protein 1^1/ isoiog ilucojo /D), mKJNA 


NM 099OQ5 


xiomo sapiens nypoinencai i^zxiz zinc linger protein x , ljzzjU4 (t!JZZjU4), 

IIIXVIN/Y 


NM 099OQ1 


nonio Sapiens uj**o / in i l . l proiem ^1,/jho / in i l . i ), nxKJN/\ 


NM 079084 


TTnmn car»i^n«! h\mnfhf»ftr»5i1 "nrr*tf»in All 09W1 O A fnT1 09TT1 Q A\ rrVDXTA 

xiuxjuu odpicno nypuLiicuual pruiein uj luzxiiy.** yuj i\j£riLy.H ) f nlKiNA 


NM 099077 


XJnmn canipnc V«mrk+Vi#>fJr»a1 nrrv+oin /1T1 141T71 *I 9 /T^TI 1/11171 < 9\ -rv*T>XTA 

xiomo sdpiens nypoinencai proiem qj i i*tini j.z ^uji lH-iriij.zj, niKXNA 


NM 099008 


xiomo sapiens nypoinencai proiem L\j\^ooyZy (JLUoojyzi/^, rnKJNA 


NM 077081 


fiomo sapiens nypoinencai proiem DJvivH-oriy.D ^JDivlU^oiiy.jj, mKJNA 


NM 071081 


nomo bd.pi ens gro win normone reieasmg normone ^Oxixcti j, itikjn A | 


NM 077168 


xxuinu aapiciio iiiciaiiuiiia uiiicrcnuduon associaieo proiemo ^ivll//\d^, mKJNA 


NM 09916*5 


xiomo sapiens JLin- / o proiem \L,irt- /r>), itikjn a 


NM 099161 


xiomo sapiens nvm lnmuiior-oi-apoiosis ^i-.iviXN ) t mKJNA 


NM 0991 50 

iNIYl V/ZZ IJif 


xiomo sapiens x>ii^ proiein ^xiiiv^, mxvtN/\. 


NM 077 1S6 

1N1YA vZZ 1 JO 


xiomo sapiens rrj 1 1 1 proiem {r itd i 1 1^, mxvlN/\ 


"NJM 0991^1 
IN1V1 OZZ ID I 


xiomo sapiens majt-i protein (jviax-i mKJNA 


TsJM 0991^0 
1N1VI UZZ13U 


xiomo sapiens KJramiae-reiatea peptiae precursor (Krxvrj, rnKJNA 


NM 0991/10 


xiomo sapiens ivi/\oxir 1 protein ^iviAOxix 1 1 j, rnKJNA 


NM 077144 
1N1VI UZZ 1*+*+ 


xiomo sapiens myoaunn protem {lAJUoni uzj, rnKJNA 


NM 099141 

INIYl \JL£*lHl 


xiomo sapiens gamma-parvin (r/\xvVvj/, mKJNA 


NM 0991^4. 


xiomo sapiens glycoprotein oeta-oai j -suitotransierase (LrrJolJ, rnKJNA 


NM 077131 


xiuiiio sapiens Ldisynicmn-z ^v^ozy, mtviN/v 


NM 022129 


xxuiiio oapiciis ivxrt. w xj umuiiig proiein ^ivi/\ w d± j 9 mxvrN j\. 


NM 022121 


T-Tr\-rnr\ cqtiiptic V»acir i _1ii»1i , v_1r\rvr» li c»1 -t v P A C ♦vr , /^+/a ■••»-» /"XTD A C^^ -rviUMA 

xiuiiiu sapiens oasit/-nciiA-ioop-nciiA~x /\o proiem ^iNir/vo j mxviNA 


NM 022191 


xiuiiiu sapiens p j j-muuecu proiem x ivjx 1 jx^ ivJx ) 9 nxtviN/\ 


NM 099190 

1N1Y1 UZZ 1ZU 


xiomo sapiens nypoinencai proiem rxvovizj ^rJLJUoujUj, rrirvXN A 


NM 0991 14 
rvivi uzz lit 


xiomo sapiens jtxv aomain containing 10 (x^KiJJVXiO^, rriKJNA 


NM 0991 19 

INIYl VZZ 1 iZ 


xiomo sapiens pjj-reguiatea apoptosis-moucmg protein i jjAIt i ) 9 rnKJNA 


NM 0991 1 1 

XN1V1 \J£A 111 


xiomo sapiens nomoiog 01 Aenopus v^-iaspm ^ci^AoJriJN ), mKJNA 


NM 099101 

1N1V1 UZZ1U1 


xiomo sapiens nypoinencai protein rivjzzyo^ ^ri^izzyoo ) t mKJNA 


NM 099087 


xiomo sapiens nypoinencai protem x , i_jzi ojh ^ri^JZioj4j, mKJNA 


NM 0990JH 

1N1V1 UZZUoj 


xiomo sapiens moan protein (JNiUAiN ) 9 mKJNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NTM 099076 
1N1Y1 UZZU/O 


xiomo sapiens nypoinencai protein lMALrxi iuyyi4 (i>UCoiy04), mKNA 


NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


NM UZZUo/ 


nomo sapiens hypothetical protem rU 12707 (FLJ 12707), mRNA 


INM 0zZU4y 


xiomo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 099044 

1N1V1 uzzu'n 


xiuiiiu sapiens stromal ceii-oenvea lacior z-uxe i ^oUx'ZJLi ) 9 rnKJNA 


NMJJ22042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM 022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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-V f f\ AX /X A\ f\ /X 

NM_000023 


Homo sapiens sarcoglycan, alpha (50kD dystrophm-associated glycoprotein) 
(SGCA), tnRNA 


\Tl if* AAf Ar>f\ 

NM_005099 


TT • 1* • i • 1*1 1 n * 1 • %. . ^ 

Homo sapiens a disintegnn-like and metalloprotease (reprolysin type) with 
thrombospondm type 1 motif, 4 (ADAMTS4), mRNA 


NM 016590 


Homo sapiens prostate androgen-regulated transcript 1 (PARTI), mRNA 


NM 014223 


Homo sapiens nuclear transcription factor Y, gamma (NFYC), mRNA 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 


Homo sapiens karyophenn alpha 4 (importin alpha 3) (KPNA4), mRNA 


NM 005229 


Homo sapiens ELK1, member of ETS oncogene family (ELK1), mRNA 


xta x i nnz 1 

NM 021796 


Homo sapiens placenta-specific 1 (PLAC1), mRNA 


XT* jT /\ 1 f fO/" 

NM 015596 


Homo sapiens kallikrein 13 (KLK13), mRNA 


NM_003553 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (OR1E1), 
mRNA 


NM 021926 


Homo sapiens anstaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporm 9 (AQP9), mRNA 


NM 001614 


Homo sapiens actin, gamma 1 (ACTG1), mRNA 


NM 018690 


Homo sapiens apolipoprotein B48 receptor (APOB48R), mRNA 


NMJ)05230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mRNA 


NM_003816 


Homo sapiens a dismtegnn and metalloprotemase domain 9 (meltrin gamma) 
(ADAM9), mRNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme 2 (HELOl), mRNA 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (ALOXE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM_0 14685 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
ubiquitin-like domain member 1 (HERPUD1), mRNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


NM 004906 


Homo sapiens Wilms' tumour 1-associating protein (KIAA0105), mRNA 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyltransferase) 1 (SOAT1), mRNA 


NM 021965 


Homo sapiens phosphoglucomutase 5 (PGM5), mRNA 


NMJ)03555 


Homo sapiens olfactory receptor, family 1, subfamily G, member 1 (OR1G1), | 
mRNA 


NM_003552 


Homo sapiens olfactory receptor, family 1, subfamily D, member 4 (OR1D4), 

T» VT A 

mRNA 


XTX Jff A A 11vlr 

JMM 001345 


Homo sapiens diacylglycerol lanase, alpha (80kD) (DGKA), mRNA 


NM 021620 


Homo sapiens PR domain containing 13^PRDM13), mRNA 


xth x r\i*\ f\f\c\c\ 

NM 020999 


Homo sapiens neurogemn 3 (NEUROG3), mRNA 


XTX K AOA^n 

NM 020227 


Homo sapiens PR domain contammg 9 (PRDM9), mRNA 


NM 020226 


Homo sapiens PR domain containing 8 (PRDM8), mRNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDMl I), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDMl 0), mRNA 


NM 016412 


T T * * 1*4*1 j4 ■ % r _ _ - _ m» _ » 

Homo sapiens msulm-like growth factor 2, antisense (IGF2AS), mRNA 


NM 006161 


Homo sapiens neurogenin l (NEUROGl), mRNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NMJXH818 


Homo sapiens aldo-keto reductase family l, member C4 (chlordecone reductase; 
3-alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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NM 002841 



NM 002716 



(CEACAM5), mRNA 



Homo sapiens protein tyrosine phosphatase, receptor type, G (FTPRG), mRNA 



Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoform (PPP2R1B), mRNA 



NM 001785 



Homo sapiens cytidine deaminase (CPA), mRNA 



NM 003554 



Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 



NM 021961 



NMJ)02847 
NM 002778 



Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD1), mRNA 



NM 000934 



Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 

Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 



NM 000932 



Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 



Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 



NM 000709 



Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 



NM 001666 
NM 021815 



Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 

Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 



NM_0 14885 
NM 021948 



Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 

Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 



NM 021946 



NM 021942 



Homo sapiens hypothetical protein FIJI 1362 (FIJI 1362), mRNA 



NM 021940 



Homo sapiens hypothetical protein FU12716 (FLJ12716), mRNA 



NM_021922 
NM 002644 



NM 002470 



NM 001700 



Homo sapiens hypothetical protein FLJ13159 (FU13159), mRNA 

Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 

Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 

Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 



NM 003949 



Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZ U1). mRNA 

TIr+w~*+i J . i jj " • I * ! ! I , TT _ 



NM 021021 



Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 
Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTB1), mRNA 



NM ,018953 
NM 012120 



NM 007121 



Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 



NM 006753 



NM 006200 



NM 006426 



NM 005670 



NM 006877 



Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease flaforin) 
(EPM2A), mRNA 



NM 004619 



Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 



NM 002627 



Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 



NM 002433 



Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 



NM 002207 



NM 002113 



NM 002074 



Homo sapie ns guanine nucleotide binding protein (G protein), beta polypeptide 1 
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[ 


(GNB1), mRNA ~\ 


NM 003733 


Homo sapiens 2-5'oligoadenvlate svnthetaqp-likp TOAST i mPNA 1 


NM 002551 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2), 
mRNA | 


NM_002389 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lymphocyte cross- 
reactive antigen) (MCP), mRNA 1 


NM 000870 


Homo sapiens 5-hydroxytrvDtamine (serotonin) recentor 4 flTTR4 1 mRNA 


NM 000613 


Homo sapiens hemopexin (HPX), mRNA | 


NMJ)00377 


Homo sapiens Wiskott-Aldrich svndromp (ppypma-mrnmKnrT/triTv^Tiia^ ax^a^a t 
mRNA ' J 


NMJ)06981 


Homo sapiens nuclear receptor subfamilv 4 eroun A mprnW 3 fWR4AVi 1 
mRNA 


NM_000368 


Homo sapiens TSC1 eene (hamartinl fTSCn mRNA 


NMJH7416 


Homo sapiens interleukin 1 receptor accessory protein-like 2 (IL1RAPL2) 1 
mRNA ' J 


NM 003286 


Homo sapiens topoisomerase fDNAi I (TOPI i mRNA ~1 


NM 001068 


Homo sapiens topoisomerase (DNA) II beta (180kD i (TOP2B i mRNA i 


NM_020470 


Homo sapiens putative transmembrane Drotein* homolo? of vpa^t Gnloi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), mRNA 


NMJ)06562 


I Homo sapiens transcriotion factor similar fa D mplflnnojiQtpr rmmpA^nmoin i 
protein lady bird late (LBX1 ), mRNA | 


NM 017545 


1 Homo sapiens hvdroxvacid oxidase Mvcolatp ny^HaQp^ 1 /T^TAO^ mi? ma 1 


NM_002925 


Homo sapiens regulator of G-protein signalling 10 (RGS 10), mRNA 


NM 012263 


' Homo S aniens tubulin tvro^inp Itaasp-likp 1 fTTT T 1^ mPMA 


NMJW1212 


Homo sapiens complement component 1, q subcomponent binding protein • 

fC10BP\ nuclear ffene encoding mitorfirvnHrinl nrr»tf»iri mPTsJA 


NM_000491 


JHLomO SaoienS COmnlpmpnt POTTrnnnpnt 1 n ciiVif»/\m-n/ , Mion+ Kofo r%i-v1irv%An4-l I 

(C1QB), mRNA | 


NM_004720 


Homo sapiens endothelial differentiation lv<:onho<mhatidir nniH n.Timtein 
coupled receptor, 4 (EDG4), rnRNA 


NMJ)06217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), ! 
member 2 (SERPINI2), mRNA j 


NM 018723 


Homo sapiens ataxin 2-bindine protein 1 (A2BPH mRNA 1 


NM_004543 


Homo sapiens nebulin (NEB), mRNA | 


NM 016151 


Homo sapiens prostate derived STE20-like kina^p PSK TPSK"^ mRNA ! 


NM_0 16528 


Homo sapiens hvdroxvacid oxidase 3 frneditirri-rhain 1 rHAO^ 1 mPMA i 


NM 000185 

L 1 


Homo sapiens serine (or cvsteine) proteinase inhibitor clade D fhpnann 
cofactor), member 1 (SERPIND1), mRNA 


NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPP 1), mRNA 


NM 005226 
[ 1 


Homo sapiens endothelial differentiation sohineolinid G-nrntpin-rm ml prl 1 
receptor, 3 (EDG3), mRNA | 


NM 005172 


Homo sapiens atonal homoloe 1 (Drosoohila") fATOHn mRNA 


NM 005109 


Homo sapiens oxidative-stress responsive 1 (OSR1 1 mRNA 


NM 001498 


Homo sapiens slutamate-cvsteine liaa^e catalvtic <?iihnnit far*i ^ , ^ mi?xTA 


NMJ)03922 


Homo sapiens hect (homologous to the E6-AP fLTBE^ A^ rarWvl twminiic\ 
domain and RCC 1 (CHC 1 VHke domain (RLD) 1 fHERCIV mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 1 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


1 Homo sapiens ERGL protein fERGL) mRNA 


NM 021818 


1 Homo sapiens WW Domain-Containine Gene fWW45^ mRNA ^ 


NM_021812 


Homo sapiens blenharoohimosis etricanthiK inversus and ntosis candidate 1 
(BPESC1), mRNA 


NM 021809 


1 Homo sapiens TGF(beta)-induced transcriotion factor 2 CTGJF2) mRNA 


NM 021805 


1 Homo sapiens single Ig IL-lR-related molecule (SIGIRR^ mRNA ^ 


NM 021803 


1 Homo sapiens interleukin 21 (IL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor CSL21R) mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM 006657 


Homo sapiens formiminotransferase cvclodeaminase fFTCD^ mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (TTSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 1 


Homo sapiens interferon, alpha 6 QFNA6), mRNA 



(ATP12A), mRNA 



NM 019886 



Homo sapiens carbohydrate (N-acetylglucosainine 6-0) sulfotransferase 7 
(CHST7), mRNA 



NM 017581 



Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 



NM 001695 



Homo sapiens ATTase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 



NM_QQ6303 Homo sapiens JTV1 gene (JTV1), mRNA 



NM 014413 



NM 012149 



Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 
Homo sapiens double homeobox, 5 (DUX5), mRNA 



NM_012146 Homo sapiens double homeobox, 1 (DUX1), mRNA 



NM_021733 Homo sapiens testis-specific kinase substrate (TSKS), mRNA 



NM 004339 



Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), 
mRNA 



NM_004219 Homo sapiens pituitary tumor-transforming 1 (PTTG1), mRNA 



NM 003860 



Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1 ; barrier to 
autointegration factor (BCRP1), mRNA 



NM 007281 



NM 006618 



Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 



NM 005797 



Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 



NM 005508 



Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 



Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 
Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 

Homo sapiens oligophrenin 1 (OPHN1), mRNA 

Homo sapiens major histocompatibility complex, class II, DO aloha 2 fi 



NM 005283 



NM 002547 



NM 020056 



Homo sapiens major histocompatibility complex, class II, DO alpha 2 (HLA- 
DQA2), mRNA 



NM 001085 



NM 013974 



Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 



Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA 



NM 001756 



Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 

antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 

Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 



NM 000450 



NM 006228 



NM 001319 



NM 000444 



Homo sapiens prepronociceptin (PNOC), mRNA 



Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 

Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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| the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 1 
mRNA 


NMJ)21183 


1 Homo sapiens hypothetical protein similar to small G proteins, especially RAP- j 
2A (LOC57826), mRNA 1 


jNJVi Uzi i /y 


Homo sapiens hypothetical protein LOC57821 (LOC57821), mRNA 


JNM UU2/44 


Homo sapiens protein kinase C, zeta (PRKCZ), mRNA 


JNM_UUUo24 


Homo sapiens serine (or cysteme) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA 


NMJ)00602 


1 Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasrmnogen activator inhibitor type 1), member 1 (SERPINE1), mRNA J 


NM 020422 


Homo sapiens hypothetical protein from clone 24796 (LOC57 146), mRNA 


NM 020183 


Homo sapiens transcnption factor BMAL2 (LOC56938), mRNA | 


NM 019598 


Homo sapiens kallikrein 12 (KLK12), mRNA 


XTH A* Ai ni n/> 

NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NM_0 12397 


1 Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), j 
member 13 (SERPINB13), mRNA 1 


xnv >T AAA CT7 

NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 

C\ TW T> \ mD XT A 1 


XNM_U102UU 


Homo sapiens U6 snRNA-associated Sm-like protein LSm8 (LOC51691), ! 

mKJNA | 


1N1V1 Ul'f/OO 


Jrlomo sapiens K1AA0193 gene product (KIAA0193), mRNA j 


injvi ui4juy 


Homo sapiens RNA binding motif protem 9 (RBM9), mRNA J 


NM 014080 


Homo sapiens dual oxidase-like domains 2 (DUOX2), mRNA 


JNM U14M0 


Homo sapiens CCR4-NOT transcnption complex, subunit 3 (CNOT3), mRNA 


NM 015032 


Homo sapiens KIAA0979 protein (KIAA0979), mRNA 


XTFV If A1 A£.C£ 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA ) 


NM 015383 


Homo sapiens hypothetical protein (DJ328E1 9.C1 . 1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha bmdmg protein (PRKCABP), mRNA ! 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD103, human mucosal lymphocyte 

I • -f f -f , » -n V Swims >->t a _ _ — — > j 

antigen 1 ; alpha polypeptide) (TTGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) | 
(LEF), mRNA | 


NMJ)06919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), j 
member 3 (SERPINB3), mRNA J 


NM_006220 j 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 2 (SERPINA2), mRNA | 


NMJW6215 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


JNJVI UU0UZ1 1 


Jtiomo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 1 


NM_005887 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


NM 005603 ! 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA i 


NM 005232 


Homo sapiens EphAl (EPHA1), mRNA 


NM_005024 j 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin), | 
member 1 0 (SERP1NB 1 0), mRNA j 


NM_004779 ! 


Homo sapiens CCR4-NOT transcnption complex, subunit 8 (CNOT8), mRNA 


V\ 1YA_V/ v4 1 J J I 


numo sapiens serine ^or cysteine) proteinase mnibitor, cJade B (ovalbumin), 
member 9 (SERPINB9), mRNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 | 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged l (Alagille syndrome) (JAGl), mKNA 


NM 001347 


Homo sapiens diacylglycerol kinase, theta (HOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NMJ)03334 


Homo sapiens ubiquitm-activating enzyme El (A1S91 ana i$N75 temperature 
sensitivity complementing) (UBE1), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERP1NA7), mRNA 


NMJ)00945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NMJ)00928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 

1 • * * 1 4*1 . • y» 'VTA 

encoding mitochondrial protem, mRNA | 


NMJ)00295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiprotemase, antitrypsin), member 1 (SERPINA1), mRNA 


NMJ)02640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 8 (SERPINB8), mRNA 


NMJ)02639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium denved factor), member 1 (SERPINF1), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NMJ)00220 


Homo sapiens potassium mwardly-rectifying channel, subfamily J, member 1 
(KCNJl), mRNA 


NM_000191 


Homo sapiens 3 -hydroxymethyl-3 -methyl glutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematm) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protem 47), member 2 (SERPINH2), mRNA 


NMJ)01694 


Homo sapiens ATPase, H+ transporhng, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
member 1 (bJbRrlNCl), mKJNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth iactor 1 receptor (ICjJb IK), mKNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


tt • tj't a Art x"rt ✓* —J. /TV T A A ^\ »_T) TVT A 

Homo sapiens KIAA0626 gene product (KIAA0626), inKNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), rriRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 
(FCGR2A) ? mRNA 


INM UZ1Z4U 


Homo sapiens testis-specinc proiein ^vj^^ojzhj, nixviN/v 


NM 021189 


Homo sapiens hvpothetical protein FLJ10698 (LOC57863), mRNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrialprotein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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| NMJ)21615 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 i 
(CHST6), mRNA | 


NM 012334 


Homo sapiens myosin X (MYOKft mRNA 1 


NM 020363 


Homo sapiens deleted in azoosDermia 2 fDAZ2 1 mRNA 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA | 


NM 017445 


Homo sapiens H2B histone familv member S rPT^RFS^ mPTslA 


NM021132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform ( calcineurin A beta i fPPP3CW mRNA 

^»%^A AAA ^ V|*l VUl VUi li 1 A A, \J\*l\\m\J ^4 X A \j* I *J] 111 IV J, ^ /V |j 


NM 021016 


Homo sapiens pregnancy specific beta-1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo saoiens hvnothetical nrnf-pm fi^T! 0491<ri ft 1\ mPXTA 


NM 021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative j 
function") (ENPPS^ mRNA ^ 


NM 021216 


Homo SaTVieTlK cndntllpllJll fincTPt* TYrrtfAirt in/^i ir» Vm» tn-fnsv** -Mcmwtn-in r"_ 1 

aav/iiiu oayivuo ^nu.\juiciitn z,ihl> linger prutcm inuucea oy uimor necrosis iactor 
alpha (EZFIT) mRNA 


NM 001332 


Homo sapiens catenin fcadheriri-assnr/iatpH nmtpin^ rlplta f«i»irr«»l rxiaWiWUii-i-n 
related arm-repeat protein) (CTNND2) mRNA 


NM 021185 

! 


Homo sapiens hypothetical protein DKFZd434A1 022 rniCF7P4^4A 1 cm\ 
mRNA | 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA | 


NM 017533 


Homo sapiens myosin, heavy oolvoeDtide 4 skeletal mmclp rN/TVR4^ mPN A 1 


NM_014621 


Homo sapiens homeo box D4 (HOXD4), mRNA | 


NM 000618 


Homo sapiens insulin-like growth factor 1 ^nmatnmpHi'n /TfTRii ttiT?xta 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo saoi ens arpiriase livpr fARfrl^ mPMA i 


NM 005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2) mRNA 


NMJ)01090 


Homo sapiens ATP-bmding cassette, sub-family F (GCN20), member 1 
(ABCF1) mRNA 


NM 002858 


Homo SaDien5? ATP-hinHfna rnccpf+p ciiV*_fQmiK/ T> ^AT TY\ i / a t> r^T\i\ I 

iiuuiu oo|/iwio ^xxjT-uiiiuuig i/d&cicuc, buu-iainiiy u \j\i^xj\ > memoer j ( akc ,i j$ > I 
mRNA " j 


NM_001172 


Homo saniens areinase tvnp TT ^ARfr?^ nuplp^r m»Ti^ o«r»rtrli-nrr 

protein, mRNA | 


NMJ)01117 


Homo Saniens adenvlate cvnla^p arrivatina nnl-v/npntiH** 1 /VutiiitanA 1 

uu|/iviii) i*\j\s±xj iu iv v/jr viopv civil v ci I ill c£ V UCU11UC X I UllUlliHy J 1 

( ADC YAP 1) mRNA * 

V ™ ^AV^ ^ ^ AV A* A^AV Aj> Mm ■ A Av 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA | 


NM 019843 


Homo saDiens eIF4E-transnorter T4F-T^ mRNA 


NM 006454 


Homo saniens Mad4 homnlna CM AD4^ mRNA 1 


NM_002355 


Homo saniens mannn^e-fi-nliri<mfiatp r^rpntnr /'rnfiAn ^pr>pn^<*nA /Tvyf^D"D\ t 

xiuinv oopiwio iiiaiuiuoc \J piiuopilaic ICLCptUI ^CallOn uepenGeniJ (IVlOJrlv), i 

mRNA j 


NM 014287 


Homo sapiens dM5 Drotein (TM5 1 mRNA 1 


NM 004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 1 


NM 000134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


NM 005354 


Homo sapiens iun D nroto-oncoeene ^TTTN^^ mRNA 


NM 005159 


Homo saoiens actin alnha cardiac mi kHp ( A PTP^ mPTslA 


NM 019848 


Homo sapiens Protein P3 (P3\ mRNA ! 


NM 003948 


Homo sapiens cyclin-dependent kinase-like 2 (CDC2-related kinase) (CDKL2), | 
mRNA 1 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4) 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 1 7 (LFNA1 7), mRNA 


1 NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA | 
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1 NM 001166 


j Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA 


NMJ)03399 


1 Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2 9 membrane-bound 
(XPNPEP2), mRNA 


NM 000541 


| Homo sapiens S-antigen; retina and pineal gland (arrestin) (SAG), mRNA 


NM 013262 


I Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA i 


NM 005393 


1 Homo sapiens plexin B3 (PLXNB3), mRNA 


NMJ)21098 


I Homo sapiens calcium channel, voltage-dependent, alpha 1H subunit t 
(CACNA1H), mRNA 


NM 021257 


1 Homo sapiens neuroglobin (NGB), mRNA | 


NM 021253 


Homo sapiens ring finger protein 23 (RNF23), mRNA | 


1 NM_021247 


1 Homo sapiens protamine 3 (PRM3), mRNA | 


| NMJ)21242 


Homo sapiens hypothetical protein STRAITl 1499 (STRAIT 1 1499), mRNA 


1 NM 021238 


1 Homo sapiens TERA protein (TERA), mRNA | 


NM_021223 


1 Homo sapiens myosin light chain 2a (LOC58498), mRNA | 


NM 021221 


1 Homo sapiens G5b protein (G5B), mRNA | 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA | 


NM 021208 


Homo sapiens EST-YD 1 protein (EST-YD 1), mRNA 1 


NM 021200 


| Homo sapiens PH domain containing protein in retina 1 (PHRETn mRNA 1 


NMJ)21199 


1 Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) fCGI^ 
mRNA 


NM 021198 


j Homo sapiens nuclear LDvf interactor-interacting factor (NLI-IF), mRNA | 


NM 021193 


1 Homo sapiens homeo box D 1 2 (HOXD 1 2), mRNA | 


NM_021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA | 


NM 021188 


! Homo sapiens clones 23667 and 23775 zinc finger protein (LOC57862V mRNA 1 


NM 021184 


Homo sapiens G4 protein (G4), mRNA | 


NM 021177 , 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM2), mRNA 


NM 021174 1 


Homo sapiens p30 DBC protein (LOC57805), mRNA | 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H RG083M05.2 (LOC57798) ! 
mRNA 1 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 flRAPlGDSll. mRNA 1 


NM_021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM~021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA | 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricooeDtide reoeat eene X 
chromosome (UTX), mRNA " 1 


NM_021139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA " j 


NM_021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA | 


NMJ)21137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial 
(TNFAJP1), mRNA 1 


NMJ)21136 


Homo sapiens reticulon 1 (RTN1), mRNA ] 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polvDeDtide 2 flRPS6KA21 1 
mRNA J 


NM_021133 


Homo sapiens ribonuclease L (2',5'-oligoisoadenylate synthetase-dependenfl 1 
(RNASEL), mRNA | 


NM 021130 


Homo sapiens peptidvlprolvl isomerase A fcvclophilin A) (PPTA) mRNA 


NMJ)21120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 
(DLG3), mRNA | 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1 ) mRNA | 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12) mRNA | 


NMJ)04745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA | 
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NM 004348 


Homo saniens runt-related transcrintinn factor 2 fRTTNX2^ mRNA 


NM 021096 


Homo saniens calcium channel voltaee-denendent alnha 1 1 subunit 
(CACNA1I), mRNA 


NM 021105 


Homo sapiens phospholipid scramblase 1 flPLSCRlV mRNA 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRAV mRNA 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A recentor tvne DB (ACVl^B^ mRNA 


NM 001616 


Homo sapiens activin A recentor tvne II (ACVR2 1 mRNA 


NM 001105 


Homo sapiens activin A receptor, type I (ACVR1), mRNA | 


NM 005570 


Homo saniens lectin mannnse-hin diner 1 TTlVfAM^ mRNA 1 


NM 021083 


Homo ^aniens TCell hi nod prnnn nrpnir^nr fl\AcT i»nd -nfipn rkKm^ /"YXM mPXFA 1 


NM 013258 


Homo Saniens anonto^is-a^sociated sneck-lilfp nrntpin rnntninina n TAP n 1 

(ASC), mRNA 


NM 006518 


Homo saniens small nroline-rich nrotein 90 T5IPRR?P^ mRTvJA 1 


NM 006507 


Homo ^anipn*? TPtxPTiP'Tfltirny i<3lpt-dprivf*d 1 hpta i^nanr^rAafi/* ctnnp nmt^in » 
x.i\jiii\j oa^yivyiio i Vx^&iivvi atiiig laiwi ™\idi vvli 1 UClit ^Jttl ix/XCd-llO oLUilv L/lUlCm, S 

n an creatic thread nrotein^ rREGlB^ mRNA 

^•r ***1VA vMlfAw «1U %*MW ^/l Will ^ ^ * ^ * J JL * ^ ^ 11 11 VI A* | 


NM 006563 


Homo saniens Krunnel-like factor 1 fei _ vthrnid , i HCT Fl^ mRNA 1 


NM 006258 


Homo saniens nrotein kina<;p rOMT 5 -dpr»pndpnf' tvnp T ^PPlxTJI^ mPNTA 1 


NM 006353 


Homo saniens hi&h-mobilitv prnim Tnonhi^tonp rhromo^omnn nrntpin 17_liV#» 'X 1 

A -A-vyxAAV/ oujpi viig lugn Al*v/*^i.All,jr glUUU 1 llUlllllOlvrllvv VI 11 UJHUo v/llldl 1 L/JLx/lwlll 1 / IJLlVC J f 

(HMG17L3), mRNA 


NM 005987 


Homo saniens small oroline-rich nrotein 1 A fSPRRI mRNA 1 

^ a»^^ t^Av w**^^ a m^Aiw wn i*** i x"^ miiv i A wii ^/X kwii i ixl ^ k+j JL JL^UL^ 1 x 1. ^ j ^ A I ^ X l ^ \^ | 


NM 005952 


Homo saniens metallothionein IX fMTlX^ mRNA I 


NM 005950 


Homo sapiens metallothionein 1G fMTlG^ mRNA 

■A A^ A AA«^ "Mm A Vliw A1*VI>1* > A 1X11 VUWU1 1 V_J \ J. ▼ JL JL X— Ji f A 4 1 H\JL IX A 


NM 005699 


Homo saniens interleukin 1 8 hindinp nrotein flT 1 RRP^ mRMA ! 


NM 004618 


Homo sapiens topoisomerase (DNA) HI alpha (TOP3A), mRNA 


NM 001136 


Homo S3niPn^! fldvanp.pd olvpnQvlntfnn pnd nroHnpt-cn*»pi"fir» rA^pntnr ( A/^IT?!^ 

oa^/iwiio auvaii^wu vuojri<*iHJii ciivi L/lUU.Ul/L'*oLyCL'U10 lC^CULUl I xVVJ XI iv ), |s 

mRNA 

1 1 H T A a> 1 


NM 000866 


Homo sapiens 5-hydroxytryptarnine (serotonin) receptor IF (HTR1F), mRNA 


NM 000637 


Homo saniens olntathionp rpdnrtn^p ^rrSR'i mPMA I 


NM 000636 


Homo sapiens superoxide dismutase 2, mitochondrial (S0D2), mRNA 


NM 000635 


Homo Cflnipn?! rpcnilntnrv "Taptftr Y 7 ^inf1npnr*Ao "HTf A r»1aec TT p»-v-r»r<acciVkr-\\ I 
-i-iwiiiw oapiciio lCguiciLUiy lavLUl W, ^11X11 UCiiUCo iiXj/\ ClaSS XX CXprcSSlOn) j 

rRFX2i mRNA ! 


NM 000629 


Homo saniens interferon Talnha hpfn and nmpaa^ rpfpntnr 1 /'TiTNIAPI^ wPXTA ! 


NM 000625 


Homo saniens nitric oxide QvnthaQp 9 A /mdnrihlp npnatno\/t<=»c^ HsiriQ9A\ 

mRNA 


NM 003998 


Homo ^anipn^s nildpar faptor of*Vanna Hfrht nr^lvn^nHr?^ crpn^ PTiVian^pr in T5_r»plle 
xAV/iiiu csapit-iio iiu^it«ai xaULLU KJx l\ayya XXgllL puljrpcplIUC gvIlC CXXIianLCX UX J5~V/C11S I 

1 Tnl05^ rNFKBH mRNA 

x ^jj i \jl\x. x\ju* ly, iiixviNxV ] 


NM 000621 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2A (HTR2A), mRNA j 


NM 000620 


Homo Qanipn«2 nitriP nvirlp cvntViQCP 1 (ne^^rrmckW / r MOQ1^ rnT? "M A I 
11U111U oajJlt-llo IIIUIO UAIUC oyilUlooC X ^IlCliX UllaXy ^XNV_/OX ) 9 IIJUCvI N/\ j 


NM 000619 


Homo sapiens interferon, gamma (IFNG), mRNA j 


NM 000617 


xxuiiiu oapicixo quiulc caincx Xaiixiiy x x ^proion'-coupieQ Qivaicnc meiai ion 
tran snorter^ member 9 fST P1 1 A?^ mPNA 

Ul Olio Y>\Jl 1X1C111UC1 £• ^OJbxj 1 XxAx«y, lllXvlNxA. | 


NM 000616 


Homo sapiens CD4 antigen (p55) (CD4), mRNA 


NM 000611 


Homo QaniPnc f^DSQ Qnti opn r\l R-^O Ajnticr#m i/l^ntifi^rl mr\-n rvr«1 /-vn o 1 

■iawuu oo^iwia antigen pxo~^v/ ^ctixugcu xucxiiixxcu uy xxxuixucxonai I 

antibodies 16.3A5, EJ16, EJ30, EL32 and G344) (CD59), mRNA 


NM_000610 


Homo saniens CD44 antigen fliominff function and Indian blood eroun wstem^ ! 

— A^-V *A fc^ A VAA W »^ ■ ^ ' P «^A A W A^K W A A \ llVUllliK A> VillW il Wll 1411 ft > W 1 W V\l fir LI L-/ O J W VVill / | 

(CD44), mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (N0S3), mRNA 1 


NM 000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NMJ)00594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA | 
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1 NM 000585 


TJY^nriA cnrM#*ric info»rlpnW»"i 1^ (\\ 1 ^i mT?XTA ! 
ahjijrj oapioiio liltCilCUlvin U ^JUUUJ, IliivIN/\ | 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA | 


NM 000577 


j-iuiiiu actjpicijb iiiiciicuAin I receptor antagonist ^JUUixviN ) 9 mKlNA | 


NM 000576 


xxuiiiu sapiens lniericuKin 1, oeta ^JLL*ir>», mKJNA | 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 

giuup by 6 ic in j {LrriTj, ITlKiN/V 


NM 000572 


1 TTnmn csmpnc inlw»lAnHTi 1A /"IT 1 A\ «~X) XT A I 

xxuiiiu oapjciib lnicneuKin iv ^luiu», mKJNA j 


1NM 000570 


nuxiiu bdpicnb ri/ iragineni 01 igo, low anmity 1110, receptor tor (LDloj | 
(FCGR3B), mRNA 


NM 000567 


rTtfYmfl CJ1T11PT1C ^-f^QpfllfA ntVl+Olf* no'nfrQvivi raining //"* T5"D\ M 1)VT A 

nuiiiu £>dpicnb ^-rcdcave protein, penrraxin-reiatea (^Kr J, mKJNA 


NM 000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) I 

V^VJJYl.rV/, IllIvLN/\. | 


NM 000564 


nuinu adpiciia lnieiieuKin j receptor, ajpna ^ulokaj, mKiNA | 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA | 




xiomo sapiens aouoiecortex, iissencepnaly, X-lmKed (doublecortin) (DCX), I 




nomo sapiens pyruvate Kinase, liver and KBC (FKLR), nuclear gene encoding i 

mitopVinnHTinl nrnt^in mPXTA 

iiiiiu^/iiuixui lal pi U LCI 11, IIll\_LN/\ | 


NM 000259 


numu &dpicns myosin va ^neavy polypeptide lz, myoxm) (MY05A), mRNA | 


NM 000525 


xiujiiu ixipiciib poictoMum mwaraiy-recniying cnannel, suDiamiiy J, member 1 1 j 
(KCNJll), mRNA 


NM 021090 


xiuiiiu i>apiciii ixiyuiuuuidiiii rcidlcu protein j \jyL 1 1V1KJ ) y mKJNA j 


NM 021077 


T-Tnmn Q?ir*if»nQ npiimmpriin ft / ^J^yl^l^ -ml? XT A I 
iiwiiu oapiciid IlCLUUIHCUin JO ^lNlVJLDI, IT)jLviN/\ f 


NM 021068 


±±\jin%j oapidio JLULCXiCiuii, dip lid H yUT IMA'ry, IiUxlNA j 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


nomo sapiens pituitary nimor-transiorming z (rl 1Cj2), mRNA i 


NM 021075 


nuziiu bapicnb iN/u^n aenyarogenase ^UDiqumonej tlavoprotein 3 (10kD) 
(NDUFV3), mRNA 


NM 005951 


xiuinu bdpiciib mciduoimonein irt (jyli Lri), mKJNA ! 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM 005597 


nomo sapiens nuciear iactor i/o (UCAA1 -bmamg transcription factor) (NFIC), [ 
mRNA 


NM_005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


MM 


riomo sapiens cotactor required tor bpl transcriptional activation, subnmt 6 1 
(77kD) (CRSP6), mRNA 


IN lVl__v \J*r J J J 


nomo sapiens kaj /4 antigen (invanant polypeptide of major histocompatibility 
oompiex, ciass u antigen-associatedj (CJJ/4), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM 007570 

1N1VJ. \]\J £*\J 


nomo sapiens nucieopnosmm (nucleolar phosphoprotein B23, numatrin) 


NM 002167 


nomo sapiens mnioitor 01 jlijna Dinaing i, dommant negative helix-loop-helix 

piuiciii ynjjj f llu\lyi\ I 


NM 002028 


Homo sapiens famesyltransferase, CAAX box, beta (FNTB), mRNA 


NM 003491 

1 1 JLVX \J\J ~J~ J A 


numo sapiens iN-acetynransierase, nomolog 01 o. cerevisiae ARDl (ARDl) 
mRNA 'I 


NM 001770 


Homo sapiens CD 1 9 antigen CCD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA | 


NM 003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 0c, decoy 
without an intracellular domain (TNFRSF1 0C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 1 89 (ZNF1 89), mRNA | 
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NMJ)033 1 6 I Homo sapiens tetratricopeptide repeat domain 3 (TTC3), mRNA 



NM 003166 Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-preferring, member 

1 3 (SULT1A3), mRNA 



NM_003 117 Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase, zona pellucida 

1 binding) (SPAM1), mRNA 



NM 002222 Homo sapiens inositol 1.4,5 -triphosphate receptor, type 1 (ITPR1), mRNA 
NMJ)01532 Homo sapiens solute carrier family 29 (nucleoside transporters) member 2 

1 (SLC29A2), mRNA 



NM 001437 
NM 001331 



NMJ)01307 
NM 001194 



Homo sapiens estrogen receptor 2 (ER beta) (ESR2), mRNA 

Homo sapiens catenin (cadherin-associated protein), delta 1 (CTNND1), mR NA 
Homo sapiens claudin 7 (CLDN7), mRNA 

Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 2 (HCN2), mRNA 



NM 00 1 1 75 Homo sapiens Rho GDP dissociation inhibitor (GDP beta (ARHGDIB). mRN A 

NM_000936 Homo sapiens pancreatic lipase (PNLP), mRNA 

NM_000641 Homo sapiens interleukin 11 QLl 1), mRNA " 

NM_ 000640 Homo sapiens interleukin 13 receptor, alpha 2 QL13RA2), mRNA 

NMJ)Q0615 J Homo sapiens neural cell adhesion molecule 1 (NCAM1), mRNA 

NM 000609 I Homo sapiens stromal cell-derived factor 1 (SDF1), mRNA 



NM_00060Q Homo sapiens interleukin 6 (interferon, beta 2) (IL6), mRNA 
NM_0OQ59 9 I Homo sapiens insulin-like growth factor binding protein 5 (IGFBP5 ), mRNA 
NM_000590 1 Homo sapiens interleukin 9 (IL9), mRNA ' 



NMJ)0Q584 Homo sapiens interleukin 8 (IL8), mRNA 



I — X / r — 

NM_ 000581 Homo sapiens glutathione peroxidase 1 (GPX1), mRNA 
NM_0Q0560 I Homo sapiens CD53 antigen (CD53), mRNA 



NMJ)00528 J Homo s apiens mannosidase, alpha, class 2B, member 1 (MAN2B 1), mRNA 
NM_00Q404 Homo sapiens galactosidase, beta 1 (GLB 1), mRNA 



NMT66 1275 I Homo sapiens chromogranin A (parathyroid secretory protein 1) (CHGA), 

1 mRNA 



NM 006768 I Homo sapiens BRCA1 associated protein (BRAP), mRNA 



NM_0Q346 9 I Homo sapiens secretogranin n (chromogranin C) (SCG2), mRNA 

1 2326 I Homo sapiens microtubule-associated protein, RP/EB family member 3 
' (MAPRE3), mRNA 



NM 021057 



NM 021062 



NM 021063 



NM 021065 



NM_004146 



NM 001746 



NM 003661 



Homo sapiens interferon, alpha 7 (IFNA7), mRNA 



Homo sapiens H2B histone family, member F (H2BFF), mRNA 

TT. . * ▼^r^ , w^ « • a m.^ - L ~ — " ' ■ ■■ 



Homo sapiens H2B histone family, member B (H2BFB), mRNA 



Homo sapiens H2A histone family, member G (H2AFG), mRNA 



r * 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex 7 (18kD 
B18) (NDUFB7), mRNA 



Homo sapiens calnexin (CANX), mRNA 



Homo sapiens apolipoprotein L (APQL), mRNA 



NM 021052 



NM 020988 



Homo sapiens H2A histone family, member A (H2AFA), mRNA 



NM 000133 



Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide O (GNAOl), mRNA 



NM 000130 



Homo sapiens coagulation factor IX (plasma thromboplastic component, 
Christmas disease, hemophilia B) fF9V mRNA 



NM 001993 



Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 



NM 020689 



Homo sapiens coagulation factor HI (thromboplastin, tissue factor) (F3), mRNA 



NM 021033 



Homo sapiens sodium calcium exchanger (NCKX3), mRNA 



NM 021023 



Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 



NM 021026 



Homo sapiens complement factor H related 3 (FHR-3), m RNA 



Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 
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XTA/f AO 1 HAQ 

JNJVl__UZlUUo 


Homo sapiens suppressm (nuclear deformed epidermal autoregulatory factor- 1 
(jjjDAr-ij-reiaieaj (orJNJ, mKJNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mRNA 


jNivi uzuyy4 


Homo sapiens cancer/tesus antigen 2 (C1AG2), mRNA 


NM 021000 


Homo sapiens pituitary tumor-transfonning 3 (PTTG3), mRNA 


XTA K AO A Aft'? 

JNM 020997 


Homo sapiens leit-ngnt determination, factor B (LEFTB), mRNA 


XTTV X AO 1 f\1 A 

JNM 021014 


Homo sapiens synovial sarcoma, X breakpomt 3 (SSX3), mRNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


XTWT AO 1 AA*7 

JNJVL_02100/ 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 

/OOXTO A 0\ »,D\T A 

(oCJNZAZ), mKJNA 


xr\ T AOIAIO 

JNJV1_021012 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 12 
(KCNJ12),mRNA 


XTA /f AOftftQC 


Homo sapiens naptoglobm-related protein (HrR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(or lr>;, mKJNA 


XTK/f AATAOO 

JNM 00/032 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA 


VTTV>» AA1 lOA 

JNM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


JNJYL__U1 jZjZ 


Homo sapiens U-type (calcium dependent, carbohydrate-recognition domain) 
lecnn, superiamny memoer j (CvL-rsuor j ), mKJNA 


XTTV/T AOAQOO 


Homo sapiens amylase, alpna Zr>; pancreatic (AMY2Jdj, mKJNA 


JNlvl UZUOjO 


xiomo sapiens zinc linger protem z / j (ZJNrz / j ), mKJNA 


JNM UZU J*t / 


Homo sapiens anti-jviuiienan normone receptor, type u (AJVlhkz ), mKJNA 


INIVI uzuy/4 


Homo sapiens i^bUr 1 protem (C£axt 1 ), mKJNA 


"MTVyf AO A/CO 1 

JNM 020ool 


Homo sapiens HI 018 protein (HT018), mRNA 


NM 0206 /o 


Homo sapiens lipase protem (LOC57406), mRNA 


TvTA/f AO A/COO 

JNM OZOO/Z 


Homo sapiens I^lUU-type calcium binding protem A14 (LUC57402), mRNA 


NM 020661 


Homo sapiens activation-induced cytidine deaminase (AICDA), mRNA 


XTNT AOA/CCO 

JNM UzvOj / 


Homo sapiens zinc tmger protein 304 (ZNF304), mRNA 


JNM 020o!)4 


Homo sapiens sentnn/SUMO-specific protease (SENP7), mRNA 


JNM UZU040 


Homo sapiens reserved (AoCLJ J, mKJNA 


TvTAyf AOA^/IA 
JNM UZU04U 


Homo sapiens KJr4Z nomolog (Kr4Zj, mKJNA 


INM ozowy 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mRNA 


XTTV/T AOArfCOO 

JNM_020oj2 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


"N.TA>f AOA^T/IO 

JNM 020048 


Homo sapiens twisted gastrulation (1 SO), mRNA 


XTAvf A1 QA*7A 

XMM 01oy/0 


Homo sapiens G protein-coupled receptor 85 (GPR85), mRNA 


"KTA >f AA1AA1 

JMM 003901 


Homo sapiens sphingosine-1 -phosphate lyase 1 (SGPL1), mRNA 


XTTV/T A1/10O0 
JNM U14ZVZ 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


XTTV/T A1AA/I1 

JNM__UiyU41 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LUC54516), mRNA 


JNM U144Zo 


Homo sapiens tight junction protein 3 (zona occludens 3) (JTJrj), mRNA 


XTA /f AOA/i/C/C 

JNM 0Z0400 


Homo sapiens hypothetical protem dJl2208.2 (DJ12208.2), mRNA 


"XTA >T AO A /! /I O 

JNM 020448 


Homo sapiens hypothetical protem dJ462023.2 (DJ462023.2), mRNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 

mKJN/V 


NM 020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), mRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein (1J37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NMJ) 19897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 


Hrvmo QflTvipn<3 nvnonSptfpal nrotpin fDT6f>7H12 2^ mRNA 


NM 019601 

XiXVX vl/UUi 


Hnmn Q5*TMpn<3 Sushi Hnmain fSf^R fpnpati containing rR!C65A6 9^ mRNA 


XiXYX VIUtJJ 


Unmn Rnnipnc mitarivp 7inr finopr Tvrntpin fif 0055818^ mRNA 

XXUIULJ oajjlCllo piXUXIXYt/ <61ilU Xliig&l piULWIXl ^JjWvJJOlOyj 1IXXVX X A 


NM 019095 

XlXYX V* 1 J\JJ-J 


Homo sanipns hvnofhptir.al nrotpin fT 0^54675^ mRNA 


NMJ)19089 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


NM 01RQR? 


"H/vmr* gqt\i ati o Vi\/r>rtt'li^tiP5il r^fn+Pivi fT^TI 67 A 1 O 1 ^ mT?MfA 
XIUIIIU oapiCJlo nypUUlCLlLal piUlClIl \UJ IV fr\Ly. 1 ) > IIlxvxN/V 


NM 018074 


xTUxllU oapiCnS XlUbyj ^l_/.ClCgaIlb/ XxOIIlOlUg r\ \\JlM\^y Dr\>)t IxTxaJLN/V 


NM 014499 


xxUJIlU oapivlio pulallVC puilIlCigll/ ICVCpiUi \JT & I Iv*), II1XSJ.N r\ 


NM 020530 


Ufttflft canipnc nnrnQtatrn ~\A ^OSM^ ml?NA 

1 LKJ HiKJ OClL/XwlXO uiivv/oiauu XVX I >-/ LJIVX /j i. 1 XX VX 1 A*. 


NM 020529 

X^XYX \J£m \JJ Z> ✓ 


xxuixiu oapxClio liU^lCai laCLUi Ul ivappa iigiii puiypcpiltlC gCxlC CllllallV/Cl 111 O-LCilb 

inhibitor aloha fNFKBIA » mRNA 


NM 014204 


Homo saoiens BCL2-related ovarian killer fBOK^ mRNA 


NM 020527 


Homo saoiens HUG1 eene (TTUGl'l mRNA 


NM 006093 


Homo saniens nroteoelvcan 3 (PRG3^ mRNA 


NM 020533 


Homo sapiens mucolipin 1 (MC0LN1), mRNA 


NM 007345 


flfnnin QaniPnQ Tin p. fin <tpt nrntpin 236 f7N"F9 36^ nnT?MA 

XXVXI1U aaj^lt/llo XiXXgVl pivl&lll XiJU ^Z-XiX £/J\JJ 3 IXXXVINzX 


NM 002217 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITIH3), mRNA 


NM 018691 


ixUIUVJ oapicilb VlllllgU aooUOlalCU piUlClil Vll-1 ^ VIA 1 J t lLLL\TSr\ 


MA/f 006777 


xiomo sapiens Jvaiso ^z*iNr-Kaiso^, nuviNA 


MM 090476 
IN IVx vZvtO O 


XlOIIlU Sapiens Similar lO O/VLJUl ^Sal ^L/TOSOpmia^-llKe ^.LAw/V^«> / l0/) 9 nxl\iN/\ 


MM 090147 
IN 1V1 UZU1 *tZ 


nomo sapiens iN/\jL^n.uuiijuinone oxiuoreauciase ivulivv^ suounii nomoiog 
/TOrSfiQOli mRNA 


NM 020123 


TTnmn QfiTiipnc PtiHrtmPtnliraTip rvrrvt'Pin pmn70 rxrpriTrvrxr icolrvw (\ O^^^RRQ^ 

XXV/llXVi oapivilo CllUUlll^HlUi UllC piutvlll Vvllip/V piVvliioUi laUlUg 1 L/vV^JOOOy lj 

mRNA 

1 1 XL vX > 1\. 


NM 018845 


Homo ^aniens stroma! cell nrotein ^1.0(^559741 mRNA 


NM 018842 


Wnmn <;anipn^ insulin fpppntftT" tvTf><iinp Vinacip Qiinctr^tp (1 00^5^07^ mPMA 


NM 018841 

XlXVX WlOOll 


Hnmn <ifinipn<j O-nrofpm cramma-12 cnlvnnit CJ 00^^070^ tnUM^A 

LXVJlllKJ aapiClXO VJ pivtClll gallXLlia* X jo oIXULXXXII yX-»\J\-i»Jjj lyjj) liiXVl> zV 


NM 018839 

X^IXVX V/lUUi// 


Homo <?aniens r>47 nrotein (T DPS S 96 8 1 mRNA 

XX oaLyXwXO p*T/ L^lviwiXl ^LvWJyUO 1 XXXvX > A 


NM 016352 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM 016302 


Homo «iflnipn«: nrotpin y 0001 C\ OPS 1 1 8S i mRNA 

XXV/illvF oapi&lXo piULWJl A vWl ^XjVv J 1 X O^/ Jj lllXVXN /V 


NM 014332 


TTAmrt caniPtiQ cmnll mi i qpI p TYrntpin 'yT-liTiVpH ^SlVfPYi tnPWA 
xxvjxihj oapit/iio oiiiaii ixiuq^ic/ piuitiiij yv iixxxvv^u yoivxx yv^/^ liixviN^v 


NM 018948 


TTnmn ca-m'pri c fr^np ^ ^ /A/Ti cr~f\ (\li\C\-(\\ tyiR M A 

XXAJJXlvJ oapicxio VJC11C J J/lVXig U \^1VXXVJ vi J) 1 1 LLVLN /l 


NM 014587 

1>XVX V/ltJO/ 


xxUilltl oapiCIlo OxN. X ^£>CA UClCIIIUIxlli^ ICglvUx X j"U\J\ O ^OuAO », IIlxvlN/v 


NM 005745 

X^IXVX WJ / iJ 


Homo <5anipnQ arrpQQnrv nrotpin^ RAP31/RAP99 rDVS13S7Fi mRMA 
xxwiixvi oapi&ixo ao^tdoLUj' pivjicxixo d/it J 1/0/1x^7 ^lyAOijJ / Ju/j iijxVLNxv 


NM 001094 

X>XVX 


H^omn ennipne 0 mi 1 rvn'Hp-CPTi citi vp pntinn oTiqtiti pA 1 -ni^i lrnncil ^rl^nrpn aW"Ti^ 
xxvjiixvj oapiciio aiinnjx ivxc-ociioiLi vc uaiiun viiaixiiC/i i } licuiuiiai ^Licgciicnii^ 

(ACCN1), mRNA 


NM 019609 


Homo ^anipnQ mptalloearhnYvnpotiHaQp PP^T-l ^PP^f-1^ mRMA 
xxviiivi oaLyiwixo iixwiaxxv/v/cii l/uav L/^/LXLi\xaow v_/x yv x 1 vi a x j } j. i xxvx ^ a 


NM 018844 


Homo sapiens B-cell receptor-associated protein BAP29 (BXAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


MM 01 6/11 fi 


xxumo Sapiens cione jtjlojzi*! ^juv-/v/»> iziyj, nixviN/\ 


MM 016701 


T47vm/-\ Pinion o nrrvfoin v OOO/t /T HP'n 1 1 Q A\ rn"DXI A 

xiomo sapiens protem x uuu4 ^jlvj^o 1 1 54j, mKiNA 


MM 0117Q7 
xNlVx_Ul D JO/ 


riomo sapiens UDiquinoi-cyiocnrome c reuuetase complex yf ./. KD) (iIoxCUj l 

tttPMA 
nixvtNA 


MN/f 090460 


nomo sapiens adu oioou group ^uansierase j\ 9 aipna i -j -in - 

acetvl &al actosaminvl transferase* tran^fprase H alnha l-^-palartosvltransfprasp^ 

(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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1NM UZU4UO 


riomo Sapiens poiycymernia mora vera i, ceii sunace receptor ^r/ivv i ), iuxsshj\ 


NM_02O377 


Homo sapiens cysteinyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 
clone JrXAUxiiuuoy /y {LiUL,j / iuj^, mJKJNA 


JNM UzUJjj 


Homo sapiens xiKrAr zu snort ionn /uyuj, iiikina 


NM U2U3dU 


Jtiomo sapiens AiKAr protein (AIKAJtj, hikjna 


JNM UzUioU 


riomo sapiens at i jqi4 protein (Ar i Ji^i4j, mKJNA 


JNJV1 UzUjOo 


xiomo sapiens aisrupier 01 silencing iu joAoiuj, rruviNA 


INM_UZU344 


riomo sapiens soiuie earner iamny Z4 ^souium/poiassiurn/caiciuni exenanger/, 

mpTYiKpr 9 P94A9^ mRTsTA 


M\yT 0,90, 3 Q£ 


Wrvmr* canipnc RPT 9Jilri» 10 fimAntAcic furilitntnr^ rRPT 9T 1 OA mPMA 




JCTOIUO odpiCIib ClaliUlIl Z v^v^JUJL/lNZ 1 } IILtvlN/\ 


JNiVl UU /ZOU 


riomo sapiens lysopnospnonpase n yLi x rx^ri^jy nu\iN/\ 


XT\/T AAA? Oft 

INM uuu^yu 


riomo sapiens cnoroiaererrua ^Jt\aD escon proiem i j ^ruvi^, iiuvlna 


NM 001994 


Homo sapiens coagulation factor XHI, B polypeptide (F13B), mRNA 


XTN/f AAA 1 OA 

jNM uuuizy 


riomo sapiens coagulation iactor Aiu, Ai poiypeptiue ^Jr ijaij, mKJNA 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


XTKvT AAACA/1 


riomo sapiens coagulation iactor A (r lUj, rnKlNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 


XTX A A A 1 *3 AA 

NM UU13UU 


riomo sapiens core promoter element Dinding protein (CUJrJbrij, mKJNA 


NM_0l2089 


Homo sapiens AlJr-bmamg cassette, sub-tamily d (MDisJ 1 Arj, member 10 
(AdL/JdIU), nuclear gene encoding mitocnoncriai protein, mKiNA 


XT* J" AAT1 OO 

NM_007188 


Homo sapiens Air-binding cassette, sub-tamiiy a (JVLDK/1 Ar), member o 
(AdCBoj, nuclear gene encoding mitocnondnai protein, mKisiA 


NM_005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase IX (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and mtegnn binding protein (DNA-dependent protein 
kinase interacting protein) (SIP2-28), mRNA 


NM_0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransierase 3 (GalNAc-l3) (uALJN 13), rnKJNA 


XIX /T AA /! /I O 1 

NM__00448 1 


Homo sapiens UDr-N-acetyl-alpna-D-galactosarnme:p>olypeptide N- 
acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA 


XTTi A AAA CI 1 

JNM_0005 1 2 


Homo sapiens gaiactosamme (JN -acetyl j-o-sunate sunatase ^Morquio syndrome, 
mucopoiysaccnanaosis type iva^ ^vjajljinoj, iruvLN a 


JNM UUU4U3 


riomo sapiens gaiacxose-4-epimerase, uur- ^LrAiviij, irii\iN/\ 


XTAyf AO AT 1 A 

JNM U2U31U 


Homo sapiens maa oincmg protem (Jvlem i ) y mKJNA 


JNM UUozjO 


Homo sapiens proime-ncn protein Jtiaem suoiamiiy i ^rKriij, rniviNA 


X TA A AAC1/C/! 

JNM_U0j 164 


Homo sapiens Air-bmdmg cassette, sub-tamily L> ^a-lu^, memoer z (AtJujjzj, 
mRNA 


lNlvi UZUjVU 


riomo sapiens rnicrosomai giutauiione o-iransierabc 1 ^ivi\joi ij, iiuvin/a. 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NMJ)20203 


Homo sapiens matrix, extracellular phosphoglycoprotein with AS ARM motif 
(bone) (MEPE), mRNA 
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XTTV/f ao A0 1 1 
XNiVI UZUZjI 


xiomo sapiens x uiu protein (MDoUiuj, rnxuNA 


JNiVI_UZUIjZ 


xiomo sapiens rysopnospnatiuic acid acyitransierase-gammai (LrAAi- 
ganiinai j, inx\j.N/\ 


IN 1V1_UZUZ4 0 


xiomo sapiens cauon-cmoriQe cotransponer-inieracung protein ^lAxooyyoj, 




xiuinu bapicnb imiui/iiuiiundi import rcccpior loiiizz ^lul ju7"j j, ixixvin/v 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


XJM 09H1R4 


xxomo sapiens ancieni conservea aomam protein h \LXj\^joyjy) 9 rniviN/v 


NM 020178 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


xnvyf nom^<; 


xiomo sapiens cnromosome 1 1 nypotneticai protein UKJr4 {LL)\sjoojh) 9 mKJNA 


iNjvi uzui/y 


xiomo sapiens rJNj protein {r jnj J, rnKiNA 


NM 020187 


Homo sapiens DC 12 protein (DC 12), mRNA 


XTA/f AOA1 
iN JVl_UZU 1 J O 


Homo sapiens corel UDr-galactose.N-acetylgalactosamine-alpna-R beta 1,3- 
galactosyl transierase ^uivj/vn l ), niKiNA 


INM_UUUjjZ 


xiomo sapiens a i r-oinaing cassette, suo-tamiiy c (Cr i K/MKrj, member o 
(ABCC8), mRNA 


xtm nnn^7A 

1N1V1 UUU j /4 


xiomo sapiens uroporpnynnogen aecaruoxyiase ^ukvjjjj, rnxuNA 


XTA/f AA9R79 


xiomo sapiens ras-reiateo tj Dotuiinum toxin suostrate z ^rno iamuy, small ulr 
uinumg protein xvacz ) \j\ri\^z, ) y rnxviN a 


XJTV/f HA/11 <\9 
1N1V1 UU4 ID Z 


xiomo sapiens ormtnine oecarooxyiase anuzyme 1 {UAZii ), mxuNA 


XNIVI UUZ JZ / 


xiomo sapiens neurotropnin j jin ir j j, rnxvXNA 


"MM 0H99<K 
JLNiYL_UvZZi/j 


xiomo sapiens laminin receptor 1 \o/ku 9 noosomai protein oaj ^lwAiYixvi ) 9 
mRNA 


XJA/f 009903 
1N1V1 Ul/ZZiO 


xiomo sapiens laminm, gamma i ^iormeny i^/vlvjx>z ) ^l,aiviv^ i ) t mjtvXN a 


NM 002292 


Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA 


xxiv/f aaooqa 


xiomo sapiens laminin, aipna 4 mbuN a 


NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA 


XTlV/f A1 OQQ£ 

JNM uiyoyo 


Homo sapiens JDJNA polymerase epsilon plz subunit (r lz;, mKJNA 


NMJW0583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
rnKJNA 


NM 019891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (ER01-L(BETA)), 
mRNA 


NMJJ06705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45 A), 

-»WDXT A 

mKJNA 


NM^O 19844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 

(oLa^ZIAo), mKJNA 


XTJVyf (\1Q AAA 

fvijvi_u l y 044 


Homo sapiens testis-specific ankyrin motif containing protein (LOC563 11), 
mRNA 


TvTTVyf A1 QSMO 

iNM_U 1 y o4Z 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 
(KCNQ5), mRNA 


iNM_Ulzzol 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
2 (KCND2), mRNA 


NM UiyoD/ 


Homo sapiens Clr synthase II (CTPS2), mRNA 




xiomo sapiens seven transmemorane receptor x>iwii\z, leuKotnene o4 receptor 
BLT2 (BLTR2), mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar toD. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 01Q61R 
xniyx \jiy\)io 


TTnmn conipnc mtprlpnlfm-l Vinmrv1r\cr 1 CXI - 1 T-T 1 ^ mRNA 
XJ-UIIIU SdpieilS lilLCI 1CUJVJH- J. IlOIIIOIOg 1 \LL^- L£lLJ t LllS\±yf\ 


iNivi o 102/ JO 


nomo sapiens mdjor msiOLompaiiDiiiiy complex, cidbb i, x^ ^nxv/\-r j, ijusjin/v 


NM hiq^io 


iiomu Sapiens nypoineuodi protein ooy \\j\j\*,o\j/*\> i jj iiiivln/\ 


NM 000591 


TTnmn caTvipnc Vinmen hrw Till fTTfiyDII'l mPMA 
nUIIlU o dpi CI 16 IIOIIICO UOA XwF 1 J ^nUAUUj, IlXCvlN/T. 


MM 01Q£07 
INIYI v 1 / 


IT/vmrk ootm'ptic In/rmfhpfiPal nrntpin PT T1 1967 fPT T1 1 967'i -mPNA 

nomo sapiens nypoineiiLdi protein rx^j i izo / ^rx-»j i izo / mx\xN/\ 


nm aio^aa 

1N1VX__U 1 y DU*f 


jLiorno Sapiens ciass-i ivxni^-resiTiciea x cen assooidieu moiecuie ^xvi J\±vi) 9 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 




xiuiiiu sapieiis iciai iiypuuiiciiuui piuicm ^xiovjo 1 +y / 1 j, iiirviN/\ 


NM 0119QR 


nomo sdpienb nypoLnciit/di protein ^nou /yzjzj, iinviN/\ 


"KTM 011186 


xiomo sapiens nypotneiicai proiein ^juxvrz/pjoovjvizo ) 9 rnxviNA 


nm 011111 


nomo sapiens nypomencai proiein ^/m^uooooz^, itixvIN/\ 


NM 019116 


Homo sapiens similar to ubiquitin binding protein (XJBPH), mRNA 


■KTIVvf 018061 


tiomo sapiens uDiquiiin associaiea ana oxio aomam contaimng, a ^Ux5 Aoxtj a ), 

ml? "MA 

nxiviNA 


NM 01 ROAR 


nomo sapiens synxropnin, gdiimid z v^oin i vjrzy, nuvLNA 


"MM 01RQ67 
inivx v i o yo / 


nomo sdpiens synixopiiinj gdiiuiid 1 ^oinxvji j 9 nxivtN/v 


NM 018969 


nomo Sapiens supcx uoiiocivcu xcucpior cApresseu in ordin j {oi\±zdjj 9 iilcvIN/v 


iNlVX_0 1 OytTT 


TJAmn oo*nipnc cr*1nfp POrnpr -fofni Ixa *\ 7 ^rr1'\7/^p»T"/™vl_'^ _f^V>r\C'r\1^o+*» •fr"OT»cT\r\-r+t^t*\ 

nomo sdpiens soiuie t/dixicr ldmny j i \ i giyceroi~j"pnospnttic uansponer^, 
member 1 fSTri7Al^ mRNA 




TTnmA Qanipn? "nHoQriliAHiPQtpr^Qp 7R ^PTjT-*7T^^ tnRN^A 


NM 019066 

1N1YX \JLy\J\J\J 


Homo <?anienq MAGF-liVe ? fMAGFT mRNA 


NM 019060 
JLN1VX ui7i/oy 


nomo sdpiens inx\_/J3<~i proiein ^inxv-/Xj-i j s nxixiNjrv 


NM O1Q0QQ 
iNivi o i y\jyy 


T-I/-»Tn f\ CQTMPH C 1^X/T%/\+1^P'f*IPo1 TM*r\f"A1Tl ^*l/^'^^094\ T"I"I*I?"W A 

nomo sapiens nypomeneai proiein yLjKjK^jjy^Hjy mxviN/v. 


NM 019001 

1NJLVX v 1 7uwJ 


nomo sdpiens spiiiuim-mvc ^lov^j'huo^, iiiivln/\ 


NM 0189S? 


T-Tomn QanipTm linmpn Kav rf-TO^R^^ mRNA 
ixvinu oapicno iivJiiivu uua xj\j ^iiwauu i i ulvi N t\. 


NM 01R9S1 

INiVX v I07J 1 


W c\TY\c\ cnni'pnc Vi/vmpn Virw A in C\-kC\^ A 1 (W mRM A 
nomo sdpiens nomco uoa /v i v ^iiuaa i uy, iiuvl^i/v 


NM 018942 


TTrtmr* ccirM'fn q It run pr* Hnv ^TT^ fotnilv'^ 1 fTTIMYI^ mUNTA 

xxvlliV odpiClXo 11VJ111CVJ UUA y^XJ.U Xalliliy J 1 ^XiXVAW I J 9 lliXvJ.N/1. 


NM 019109 
inivx v i ^ i \jy 


nomo sdpieiio ucid-i 5 *r inaiuiooyiudiisieidsc ^nivxx*"i ) y ir\x\±sr\. 


NM 01Q059 


TTnnn cstn'pti c T-^PT? ( o _V»p1 i y rr^i 1 pH-r'oi 1 vr\r] \ir\rnf\\f\mif*\ /T-T^" 1 !?^ «VR"WA 
numo odpiciis nv>j\. ^d-nciiA coiicu. ^011 iou iiomoio^ucy ^rTv^xv j } iiiivin/\ 


NM 01R9RS 

XN1VX UI070J 


nomo sapiens iiypomcuudi proieni ^nv^vji v *yj 9 iiix\rii\ 


NM 019096 


nomo odpiciio uir omiiiiig pjoieni & \\j if Drz-jj iilcvin/a. 


NM 01R949 
inivx v/ioyHy 


nomo sdpiens \j proieiii-coupieo rci/epior i*r ^vjArviHyj mxsxNA 


NM 01004R 


nomo sdpiens njrpoineixcai proiein ^rx-jzo/ miviNrv 


NM 019086 

XN1VX Vi7vOU 


TTnmn Qn-nienc VivnnthpHrnl nrntpin RT T9067a ATT T90^7J.^ mRNA 
nomu bdpiciio nypouicuudi pioLcni ru^uo /*+ ^rjUAuo/'r^j mivii/v 


NM 019040 

1N1YX \J 1 7vtV 


nuiuu oapiciis iiypoiiicuvdi piuicm ^rxj^u^tyo^, iiixvi>/\ 


NM 01R9RR 

1NIVX V/ 10700 


nuinu odpiens nypouicuivdi pioieui ^ruAOjjo^j iiu\in/\ 


NM 019005 


TTntrin <*Ar>ipnc livnotVipHpiil nmtpin (yi T90*^9^^ mRNA 


NM 019027 

1^1 A»X V / 


Homo ^flnipn^ Tivnntlnpripnl TYrntpi'n rPT T9097*^^ mRNA 


NM 019008 


Homo ^anien<i Twnnthetiral nrnteiri CV\ T909*^9 1 mRNA 

xxvjij.iv oapi&Aio liypLiuivuvai piuiv/iii \i. i~jJ ^xjai^j *j ixixvxi/Tl , 


NM 019000 


Homo ^a"nipn<i livno+liptipal nroteiti fiPT 7901 mRNA 

ilvHIU OOU>lt/Ho XiyUwlllv/llC'Cll Lll \J l\s ill IX 1— /«/ X<\-/ 1 JX. J ) llilU^iV 


NM 0190R7 

1N1YX v i y\Jo / 


Womo Qflnipnc VivnntViptiVal nrntpin FT T9(ifiS1 HRT 1900^^ mRNA 
nomo sdpiens iiypouiciiwdi proiein rju^vvJi ^rw^uv/Ji ^, mxvLN/v. 


NM 01R996 

1N1VX V 1 077U 


nomo oapiens nypoineiiv>ai pioicni ^ri/jAUvu/j liixvii/v 


NM 019091 
inayx u i y\jz* i 


TJornri canipnc InAmritliptiPQl -r»rr\f Pin fT*J 1900 1 (W mT?TvI A 

nomo sdpiens nypoincuv/di proiein \ri-iJ/.\j\J i\jjy xii±\x\i\ 


NM 019018 


Homo sapiens hypothetical protein (FLJ1 1 127), mRNA 


NM 019084 


Homo saniens bvnothetiral nrotein FT T10895 rFLJ1089S i mRNA 


NM 019070 


Homo sapiens hypothetical protein (FLJ10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23 149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA 1 6 protein (ETAA1 6), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_0 18973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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xtx x ai often 


Homo sapiens uaz, associated protein 1 {UAZjPlti j, miviNA 


NM 01909c 


Homo sapiens cyclic nucleotide gated channel beta i ^jnui53;, mKNA 


NM 018958 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH) S mRNA 


MM 000552 


Homo sapiens von Willebrand factor (VWF), mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseuGomilammatory; (llMJrj), mKNA 


NM 003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TIMP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)03000 


Homo sapiens succmate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-metnyl oxidase-like (bC4MOL), mKNA 


NM_006860 


Homo sapiens putative GTP-bmding protein similar to KAY/KABIC (KAYJ^;, 

_.T)\T A 

mKNA 


"x TTV X r\f\f\C1 1 

NM_0l)O531 


riomo sapiens ornitmne caroamoyiiransierase \ nuciear gene encoumg 
mitocnonanai proiein, nirUN a 


"XTTV X AAA £L[\H 


riomo sapiens orosomucoia 1 ^wkivi i ) 9 nuviN a 


JNJV1 UUzSJo 


Homo sapiens occiuain ^uv^L/IN j, mKJN a 


XTX4" AAOOA1 

MM 0UZ3U1 


Homo sapiens laciaie uenyorogenase ^ y^xjsv^}^ uranscnpi vanani i, misiN/\ 


XTfc X A1T/I/IO 

NM 0 1744o 


Homo sapiens lactate uenyarogenase ^JLUrioj, transcript variant z, nuuNA 


XTTV JT AAAOA1 

NM 000892 


Homo sapiens KailiKrein r>, plasma ^rietcner iactor; i ^jsjljvdij, nituNA 


-xnv T AAO 1 AI 

NM 002193 


Homo sapiens mniDin, Deta t> (activm Ao oeta poiypeptioej ^uNrLDU^, mtuNA 


•xtiv jr A AO 1 AI 

NM 002191 


Homo sapiens lnniuin, aipna ^unhaj, mivJNA 


NM 002015 


Homo sapiens forkhead box 01 A (rhabdomyosarcoma) (FOXOl A), mRNA 


\T* jf f\f\ A -no 

NM 004473 


Homo sapiens torkiieaa box bl (tnyroia transcription tactor Z) (rUAxiij, niKJNA 


NM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM_0O0803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mKNA 


NM 004742 


tt * T» A TI * j j i * j /T> ATA T>1 \ T> "K T A 

Homo sapiens B All -associated protem 1 (BA1AP1), mRNA 


NM 004925 


Homo sapiens aquaponn 3 (AQP3), mRNA 


NMJ)07l82 


Homo sapiens Ras association (RalGDS/AF-6) domain family 1 (RASbrl), 
mRNA 


NMJ) 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 

A. 1 j T x * . \ / / IT "X TO \ «^«TJXT A 

mental retardation) (CLN8), mRNA 


XT* AT A1 ZTA1 

NM 016936 


Homo sapiens ubinuclem 1 (UBN1), mKNA 


"XT* X AlOvlAZT 

NM 012406 


Homo sapiens PR domain containing 4 (rKJJM4), mKNA 


NM 018728 


Homo sapiens myosin (MYU5C), mKNA 


XTA X A 1 *7 C A A 

NM_01 /54U 


Homo sapiens nypotnetical protein jJivrz.pjooHUozj ^ujsjrZipjoOHuo/j^, 

_^T>XT A 


XTAA" A1 0££ 1 

JNM UIoOjI 


Homo sapiens zinc linger protein ^zjtjt mixiN a 


XTA/T A1*7CA1 

JNM ul / jU3 


Homo sapiens surieit z ^ouktzj, mxviNA 


\T\ AT A 1 O A 1 A 

NM 01o419 


Homo sapiens oKY (sex aeterminmg region Y;-dox lo (DUyvio;, rnixiNA 


XTAvT A 1 0/1 T7 

NM Ulo42/ 


Homo sapiens kin A polymerase i transcription iactor kjkjn j yxsjsis d ) y nuviNA 


XTA/T A1 OC/IC 

NM U1oj45 


Homo sapiens nypotnetical protein rKU/y^D (rKUzio:>j, mtuNA 


XTTi/f AI 

NM UloDZD 


Homo sapiens nypotnetical protein rKAJZjoy {rKUijoy), mruNA 


"MM 01 


Womfi QflTvif*n<: rivnntVipHrnl nrntpin PUO??68 fPR02268^ mRNA 


NM 018605 


Homo sapiens hypothetical protein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO1051 (PRO 1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 01R6QQ 


riUIIlO dctpiClio il\ UOlilain Containing J ^x JSXJxyLD y, llUS±\r\ 


NM 017534 

X>IVx_VX tJJ*T 


nuiiiD bdpiciib inyuoiii) neavy poiypepntie z, sivciciai inuouic, auuii yxYxxxizy, 
mRNA 

IIXXVX^IXX 


NM 018461 


T-Tomo sanipns linpharjiptpTi^pfi lif»rrn*tAnniPiiA ctpm/nrnfrPTiitor ppIIc nrntpin 

XXvFlllU aopiuilo UliV/Hdl aUlCl IxOCU IlCIllclLvjpUltillU alClil/ L/l UgVlllUJl UClIo LHUldll 

MDS026 (MDS026i mRNA 


NM 018559 


Homo sapiens lipopolysaccharide specific response-7 protein (LSR7), mRNA 


NM 018694 


Homo sanien<? HSVT hindincr nrotein fT Of 5 591 V\ mRNA 

±l\J±Xl\J oayiVHO XXiJ V X UxllUlllg VJX\Jl^/XXX Aj /> xxIXXx'Ixt. 


NM 018663 


WnmA Qani pni 991rl"ja nprrwicnmal mpmKrcjtip nmfrpin-liVp fT fif"*55RQ5^ ml? XT A 
Xlv/illU oapit-llo .££iVJL/<l pvIUAIoUxIlal IxlCIIxUxallC piUlClll-lllvC ^LUvJJO/Jy, XIxxVLN^x. 


NM 018640 


Homo QanipnQ tipnrnnnl cnpri fip francrnntinn faptrvr TiATI fT Of^^RR^ i mPXTA 
xAUlllVJ oapivlio llvUXUlia.1 oJJvwlxlw UcUloUIipiiUxl X/x\ X x ^ivUVyJJOOJ IliXviNxv 


NM 018639 


Homo ^anipn<; V>n"5c-rnntfliTn"na ^ATT) nrntpin (T 00^*18X4^ tyiPNA 


NM 018449 

X^lxVX v 1 Ol'ty 


xxUlxlU dapiCiio iTLU'UlA prULClil \^LUvJ JOj J ^, IXLlAjli-rV 


NM 018658 


xxuiiiu bapjcxib puLabbiixixi lnwaruiy-rcuiiiyiiig cnaniiei, suDidmny j 5 incrnDcr 10 
(XCNJlfii mRNA 

^AWliJ XUyj XIXXVl^JT. 


NM 018671 


Homo saniens hvDothetical Drotein riRO039700 1 mRNA 


NM 018439 


Homo saniens hvnothettcal nrotein IMPACT mVTPAPTi mRNA 

XXVSIXXV Ot*|Jl V/JAO lAJr I^V/kllWllvdi fsXVrlX'IXX XXYXX i\v/ X ^XXVXX X y j xxXXvx^ixV 


NM 017521 

x i xtx \J x / «y x 


Homo saoiens FEV -nrotein H^SRNAFFV i mRNA 

XXV/llXv OOJJl^/lXO X Xv V ^/XV/WI11 ^XXLJXVL^IxvX X-* V Jy llUvlixl 


NM 017526 


Homo ^anien^ lpntin TPCpntni* crpTiP-rplatpH nrntpin rPTSiOTtRrTRPi mRKTA 


NM 017513 


Homo <iani'pn*5 mptanlia^p rVirnmnQrimp nrntpin 1 n-r^klMi^T^Oi mPNA 


NM 017532 

X ^1 XTX v X r */ ^ 


Homo sanien 1 ; n65 nrotein rH5>AT949S^ mRNA 


NM 018682 


Homo <;anien<; hvnothptiral nrntpin "HT)PMP04P fHDCMCCidP} mP"MA 
xxuiiiv oapiwjio xijr puLtit/iii/ai |JiLfiv/iii xxxyv>ivxv/\/ 1 TX ^xjx^\^1Vxv>\/*tx IIlxvlN/A. 


NM 018680 


Homo saniens hvnothptical nrotpin HDPnP^lP nrnfYrP? 1Pi mRNA 

XXV/lxxv oajJlt<llo iljrpwLlit'U^ul piVSlAylxl X XJ_/V_^ VJ V^-Z/ 1 X ^xXX_/V_^VJ V^Z< 1 X y j lliXviNxx 


NM 018428 


Homo saniens Vipnatorpllnlar narrinoma-ascion'fltpH antitrpn 66 /TTPA^^^ mP TSJA 


NM 017528 

i >txvi v x / 


Homo sanipns mitntivp mptrtvl tr^ncfprncp (W A ^ T4449^ mRMA 


NM 017964 


Homo sar)iens hvnothelical nrotein FT J20R37 rPT T208^7 1 mRNA 


NM 017952 

X 1 XT X v X / S 


Homo saoiens hvnothetical nrotein FT J207S8 fFT T907S8i mRNA 


NM 017936 


Homo saoiens hvoothetical nrotein FU20707 CFT T20707 1 mRNA 


NM 017933 

X "1*1 V X / S mrJ 


Homo saniens hvnothetical nrotein FT T20701 fFT T70701 1 mRNA 

ixvinu oak/x^/xio iij^JKJ iiiuuuai jjxuixviil X xvJx<v I \J X \X X^J£*\J i\JLJj IxlXVlXxV 


NM 017931 


Homo saniens hvnothetical nrotein FLJ20699 TFLJ20699 1 mRNA 


NM 017911 

X 'l'x V X t *S X X 


Homo saniens hvnothetical nrotein FLJ20635 TFIJ20635 1 mRNA 


NM 017898 


Homo saniens hvnotheriral nrotpin FT T7060S fFT T7060^ mRNA 


NM 017888 

X iXvX \# X / vU v 


Homo saniens hvnothetical nrotein FT T20S81 fPT T20S81^ mRNA 


NM 017865 


Homo saniens hvnothetical nrotein FI T205^1 (Y\ T205^1 1 mRNA 


NM 017855 

X^IXVX \t X / Uo/a/ 


Homo saniens hvnothptical nrotpin FT T2flS1^ fFT T90S1^i mRNA 


NM 017849 


Homo sanipns hvnothptical nrotpin FT T90S07 fFT T90^fi7 , \ mPNA 


NM 017845 


Homo sanipns hvnothptical nrotpin FT T90S0'? fFT T90S07 1 mPNA 


NM 017842 

X 1 XYX V X / \J* A* 


Homo sanipns hvnothptical nrotpin FT T904RO fFT T90ARQ^ mPNA 


NM 017820 


Homo sanipns hvnothptical nrotpin FT T9f)xl^^ fFT T9n41^ i mRNA 


NM 017806 

X l 1YX V X f uv/u 


Homo sanipns hvnothptical nrotpin FT T90406 fFT T904fifi i mPNA 


NM 017800 


Homo saniens hvnothetical nrotpin FT T903Q3 fFT T90^0^ i mRNA 

iiuiuu od^lV^llo llj^ pv/ llltillvu-I pi V/ 1 Will X XjJ £*\JJ Jr-J ^xJwJaVJ7J 1 1 ix VI i A 


NM 017795 

X1XYX V X / 1 S ~J 


Homo saniens hvnothptical nrotpin FT T90^7R fFT T90^7X i mRNA 
*x\jiu\j aapiuiio iiypwiiiwiiV/ai pivjiC/iii x xvJ^uj /o ^i jujx.uj iiiivinxx 


NM 017794 


Homo saniens hvnothptical nrotpin FT T90^7S TFT T90^7S i mRNA 


NM 017768 


Homo saniens hvnothetical nrotein FT T20^11 fFT T90^1 1 mRNA 

xxvviiiw oa^iwiio iijr vj \j\XiX>\.\\j<x\. piviwiii x JLJZ/UJ J l y^x JjJ^vjji y } liiXvlN a 


NM 017757 


Homo sanipns hvnothptical nrntpin FT T90^ft7 fFT T90^07 1 mPNA 


NM 017749 

X ll'X V X / / « 


Homo saniens hvnothetical nrotein FT T20294 fFT T909Q^ mRNA 

iiwuiu ocxiyiwio lyuLilvyilvul piVJl&lll X XjJ **\J £- \X. X-jJ AV/Z. Jy'T y 5 IXlxVLN/x. 


NM 017733 

X ^IXYX V X / f -J *J 


Homo saniens hvnothetical nrotpin FT T20265 fFT T9096S 1 mRNA 

iiviltv OULyiV^llO lljr pUUl&UvCU piDt^lil X X_yJ **\J 4~\JJ \X Xj<3£*\}A*\jO J f lllxvl ix*. 


NM 017732 


Homo sapiens hypothetical protein FLJ20262 (FLJ20262), mRNA 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FLJ20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FU20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FU20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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JNM Vi/OJD 


u Amn CQ TtiPtic hvnnthptinnl nrntpin FT T7003Q fRT T200391 ITlRNA 

xiomo Sapiens nypoineucai proicin rxjj^yjyjjy \r L*tj *>\j\j ~> ? j> imu^n 


JNM Ul /O^Z 


Wnmn canipnQ hvnnthphVal nrnfpm FT 170036 fRT T20036^ mRNA 

rioino Sapiens nypvineucai proiem rj-j^uvju ~v w-> \sj 9 aaaxva^i-as 


XTlV/f CiMfiOA 
JNlVl ul /0Z4 


IJnmn Qanipns hvnnthptiral nrntpin FT T70019 fFT T20019} mRNA 
XaUIIIU oapiCIlo iiypuiilCLiOai piuiviil rJUJ^uUi? ^x uii«uui//j iiu.%j.ui 




T-Tnmn aniens; hvnothetiral nrotein FLJ20018 (FLJ20018\ mRNA 


1N1V1 


u nmo ^aniens hvnothetical nrotein FIJI 1323 CFUl 1323), rnRNA 


lNlYl v 1 O J 0£t 


Homn saniens hvnothetical nrotein FUl 1292 (TLJ 11292), rnRNA 


mu 018337 

INIYI uiOJJ/ 


Homo ^aniens hvnothetical nrotein FIJI 1 137 (TLJ1 1 137), mRNA 


XTM" niJtt70 

rsivi uiojzu 


TTntrin Qanienq hvnothetical nrotein FIJI 1099 CFUl 1099). rnRNA 


INIYI u I Oj 1 / 


TTnmn «5jinipn«! hvnothetical nrotein FLJ1 1082 fFLJl 1082) rilRNA 

XlV/IilU OOpiCilO Iaj UIvUvhI ^/tvlltllJL X l—i J 1 IVUa ^X *—*J X i uu&yj aaaavx^a a 


INIYI UlOJUl 


TTAmri ennipne hvnothptiral nrntein FT Tl 1 016 (FT Tl 1016) ITlRNA 
XXUII1U sapiCJlo ily puuiCUviii piuiciu A 1m a xuiu ^x Xvj iiu aV /9 AAAxxiixfc 


xnvyf ni 87 o^ 


TTnmn canipnQ hvnnthpiiral nrotein FT Tl 1000 (FIJI 1000) mRNA 


XT\/f m C701 


Wrimrk cfl«ipnc hvnnthetiral nrntein FT T10986 (VI T10986) ITlRNA 


xr\/f ni coon 
JNM VlojLyv 


TTrkmrv conipnc Tivnothptiral nrntein FT Tl 0Q83 CFJ Jl 0983^ mRNA 
XxOmO SapiCuS nypomcilval piuicm x 1jJ1U70J ^iXij iv70j^ } ajaavj-^/a 


XTA/f HI Q7Qn 
JNM UloZoU 


TTnTYin canipnc hvnnthetiral nrntpin FT J1094S H^T T10945^ mRNA 


vnv/T niS7A£ 


TTrtmn canipriQ hvnnthptiral nrntein FT Tl 0902 CFJ J10902^ rnRNA 


iNM UioZOj 


u nmn conipnQ hvnnthetiral nrotein FT J10898 (FIJI 0898) rnRNA 

XXOIIIU SapiCLlo ily pUU.lv 11^/ CLl piUlwlAA X WlvOyO ^X AjJiuoyo^ iiAXXAiAX 


XTA/T rvi Q7A0 


TTrtTnn enrkipn*: hvnnthetiral nrntein FT T10867 flRLJ10867i mRNA 
XxOinu Sapiens iiypuLliCLivai piv/iviii ± jljii/ou/ yx jjjivuu/ aaaxxa^a^. 


JNM UIoZjJ 


Wnmn cam'pnc hvnnthetiral nrntein FT T10826 (FT T10826) mRNA 
iXUIIlU Sapiens nypui-iACiiL>ai piuieiii ± ivoa>u yx juo ivOA.uy, iiixvl^at. 


xnv/r mono 

JNM Ulo/UZ 


TJr»mn catvipYic VivnntTiptiral nrntein FT T10747 fFT T10747^ mRNA 

iiomo Sapiens nypomeiit'ai piuicin ^rjujiv/*t/ ^, iiAixi>A~L 


JNM U 101^4 


U nrnri oonipno livnnthptirfll nrntpin FT Tl 0774 fRT 110774^ mRNA 

riomo Sapiens nypoLnciiL'ai pruLcni x x-»j iu / i.*t a-«j iu/ iaixxi^^i. 


JNM uioiyi 


T4r*mr» canipnc Vvvnnthptiral nrntpin FT T10716 (FT Tl 071 6^ mRNA 

ixomo Sapiens nypoiiicLiuai pivjieni ru iv / iu ^x x-*j iu / iv^, iau\ii*a 


JNM UlolJ4 


TJrtTYir* canipnc ViA/nntViptiral nrntpin FT Tl 0^47 (FT Tl 0*547^ mRNA 

xiomo Sapiens nypumcuuai prutcm px^j ivj*t/ ^riw iujt/ /> iiixvi^r^ 


JNM UiolJl 


T4r»mn canipnc hvnnthptiral nrntpin FT T10^40 (VI J10540^ mRNA 
XxUinO Sapiens nypULIlCllval piUltlll rijJ iv/J*tv \x i~iJ iuj*tv^ nuviin 


JNM U151Z4 


Wnmn ciinipnc hvnnthptiral nrntpin FT T10S70 fPT T10520^ mRNA 
XxOmO Sapiens nypuinCLlL'al prUlCUl X?XvJ ivJ^U ^X"x-ni i v/J^.vy 9 iiitui/a 


XTA/f n i 8 1 1 A 
JNM Uloll4 


TTrvmr* car>ipnc hvnnthptiral nrntpin FT Tl 0496 (FIJI 0496^ mRNA 
fivTnt/ Sapiens iiypuuivll^/ai piuicin x jl>j iv*t^vj ^x x->j iu^/u^j aaixva^ax 


xnv/f n 1 8 i 07 

iNM UlolV/ 


"Homn ennipne hvnnthptiral nrntein FT T10482 CPl J10482) mRNA 




TTnmn canien«3 hvnnthetiral nrntein FT Jl 0461 (FIJ10461) mRNA 

XXUIIIU DCipiCllo liy pUniti ll V<U piV/tblll X Ul V^UI ^X iJj I U^V 1 ^) ■» A AAN_L ^ L A 


ivnwf nisns^ 

JNM UIoUoj 


TTrimn canirnc hvnnthetiral nrntein FT Jl 0402 rFIJ10402) mRNA 

liUlllU SapieilS liypUlllCUC/ai piVJLClll X XJlutvii ^x X~>J i vtuiy, humi^i 


XTA/f 018070 


TTnmn ennirne hvnnthetiral nrntein FT Jl 0379 (TLJ10379) mRNA 
riUIIlvJ SapieilS IiyputllCLlvai piuicin i x\j~j i s \l x^j ivj / S AiAx-s^i^xx 


XTA/T niQn^ 


WrtTnn cam'pnc hvnnthptiral nrntpin FT T10339 fFT Jl 0339^ mRNA 
fioinu Sapiens iiypuuicLioai piuic/in x ijjivjj? ^x x-hi ivjj^/j nuvi^tn 


XTA/f m en£7 
JNM UloUOZ 


Urtmn camVnc hvnnthprirnl nrntpin FT T1033S CFX T10335) mRNA 
XxOmO Sapiens nypvlilCLlL/al piUlClll xIjJIvjjJ ^x x^j xkjjjjj, llxx\x. xn 


xta/t ni on*[o 
JNM UloUjy 


Urtmrk rnnlpnc h\/r»nthptiVal nm+pin FT T10374 fFT T1 0374^ mRNA 
xiomo Sapiens nypoineucai proiem flj ivjz.'t ivj^, iiix\j.>in. 


xta/t m on^i 
JNM IUOUJ3 


Ur»mrt com'pnc hvnnthphVal nrntpin FT T10307 fFT Tl 0307^ mRNA 

xiomo Sapiens nypomencai piuicin ru i vju/ ^x^j iuju / ^, haxviia-l 


xn\/f m cn^ 


TTninrt canipnc hvnnthptiral nrntpin FT T107R3 fFT 110283^ mRNA 
jlOmO Sapiens nypOltlCUl/al piUlClll rLJlUZ>OJ ^rjbJiVAOJ^, hlxvi^at. 


xta/i ni snn< 

JNM UloVUO 


tt/vmn oanipnc hvnnthptinal nrntpin FT T10140 fPT T10140) mRNA 
jiomo Sapiens nypumciit/ai piutein jtxjJ ivitw ^x x-»j iv xtk/j, uuu^n 


xTN/f m booa 


PTnmn ci»nipn«s hvnnthptiral nrntein FT T10134 fFTJ10134) mRNA 

XXOIIIO SapiCiio liypUlllCLluai piULvlll 1 LJlvl \^X JUJiVi«/T/j aiaavaiaa 


xnv/r ni7QQQ 
JNiVl Ul lyyy 


TTrkmn canipnc hvnnthptiral nrntpin FT T101 1 1 fPT J1011 1) mRNA 

XxOmO SapiCiio lly pUUlCLlL'al piOLClll X AjJ ^X A-/J A \/ A A Lly AAAX\J.^A^. 


XTA/T n 1 7007 

jnm ui /yyz 


"PTomn canipnc hvnnthptiral nrntpin FT Tl 0083 fFI J 10083) ITlRNA 
xiomo Sapieiio iiypuuieiivai piuicin i x»> iuuoj ^x x-»j xwu^/y haxva^at. 


NM 017991 


Homo sapiens hypothetical protein FU10081 (FLJ10081), mRNA 


JNM Ul fy/y 


XJ^rMrt r./snipr»o hxrr»rkthf»fipa1 -rvrn+pin FT Tl 004^ HPT Tl 0043^ mRNA 

riomo sapiens nypoineucai proiem ri^s i vkjhj \ri-tj i\t\j*jj 9 iiuvina^. 


NM 017975 


Homo sapiens hypothetical protein FLJ10036 (FIJ10036), mRNA 


NM 017973 


Homo sapiens nypotneticai proiem ru juuj4 \tlj lvvdh), iilivin/\ 


NM 017610 


Homo sapiens hypothetical protein DKFZp761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKrZp5o4J15 / protein (iJJvr^r D04j i j /j, itikjna 


NM_0 17590 


TT _ A ~,~+u~A;„«t „„ A i a ' r\i/''C , 7«A'?4Tt r n07n f^'K'F'7n4^41^'0Q7^^ 

Homo sapiens nypotneticai protein Jjjvrz,p4j4jvuyzu ^xJra^z^pHJHxvu^zu;, 
mRNA 


NM_017566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 
mRNA 


NMJ) 17612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-snlfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM UIoOjO 


Homo sapiens bladder cancer overexpressed protein (iSLU V 1 mKJNA 


XTA /f A1 C7AO 

NM_Ulo/UZ 


riomo sapiens double-stranded KrJ A specitic adenosine deaminase (AUAKJ^, 
iiii\jN/\ 


iNlYI U1410U 


riomo sapiens riL>rv^u/u proiem v-tior^v/uj, niKTNA 


IN JVl__UU*rZ o o 


nomo sapiens piecKsirin nomoiogy, oec/ ana. coiiea/cou uomams, Dinumg 


"Miv/f nnAA^n 

INlVl IWK/OU 


XIOTJIO odpiCIlb CyClJJl VJ1 ^V^l^lNVJl ), rniviN/x 


INlYI UvJODZl 


nomo sapicnb transcription iacior omoing 10 mrxnvi ennancer j ^irxijj, nit\j.N/\ 


iNM. UU/Ujj 


xiomo sapiens Keraiocan ^Jviixvrv ) y nirvLNA. 


JNM UUID40 


nomo sapiens rumor protein pD^ ^jLi-rraumem synaromej ^ix jj), mKiNA 


JNlYi UUjUIj 


xiomo sapiens secreted inzziea-reiaieQ protein o ^or Jtvr j ^, mKiN a 


INlVl UUjUIZ 


xiomo sapiens secreteu inzziea-reiaiea protein i ^orxvr i ), nuviN/\ 


INIVI \J 1 f £ TlH 


xiomo sapiens uuiqiiitiu specme protease 10 ^uorioj, nuviN/\ 


MM" 0.1^9^ 
INlYI XJIODZD 


nomo sapiens uoicjuitin asoociaicu proiem ^UD/\rj, mixiN/v 


"NTM 017Azl7 


nomo od.pi ens iuii-iiK.c rcucpior y \ i i^rvjr iriiviN/v 


1N1V1 v 1 0-' J / 


norno bapiciis poiyincraoc ^urNrv tiirccicu^, aipna mtvLN/v. 


NM 016931 


Homo sapiens NADPH oxidase 4 (NOX4), mRNA 


XT\>T A1 7/111 

JNM 01 


nomo sapiens myosin iiia yujaj, mKJNA 


InM Uloy4o 


homo sapiens junctional aanesion molecule \JJ\NI), rriKWA 


NM 005536 


Homo sapiens mositol(myo)-l(or 4)-monophosphatase 1 (IMPA1), mRNA 


NM 017410 


Homo sapiens nomeo box C13 (HOXC13), mRNA 


NM 017409 


T T _ • t ^ 1 n| a /TTAVA1 A\ T*XT A 

Homo sapiens nomeo box CIO (HOXCIO), mRNA 


VTA Jf f\ 1 C /AOO 

NM_015922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; Hl05e3 

(rllUjrii ), mKJNA 


XTN/f Art/1 1 OQ 


Li /\tvi/\ f\ t a-t^ n ai i n-n^ r 1 *** 4"£i ^ * #-> 1 ^> p a | n /\1 m ■ ■ a Xm a^4-«% ^1 / i_T T 1 ^ V/ 1 U/ l it-ill T A 

nomo sapiens guanyiaxe cyclase 1, soiuoie, beta z (uuly iiszj, mKJNA 


XTA/T A 17/171 


nomo sapiens uur -in -acetyl -aipna-u-gaiactosarmne. polypeptide jn- 
acciyigaiactosaininyiuansierase / ^vjaiiN/\c-i / ) ^uai_i1ni / ), mtviN/v 


KTKA ft 1 £0/17 


nomo sapiens \jo protein ^oo j, rnrsiN/v 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


JNM U1Z14J 


Homo sapiens tuitenn-mteracting protein (xirDy), mKJNA 


NM 017418 


Homo sapiens deleted in esophageal cancer 1 (DEC1), mRNA 


XTA X AI^TA'IA 

nm oioyzy 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelin; peptide ligand for APJ receptor (APELIN), mRNA 


XTA IS Artrt /I T7 

NM 000477 


Homo sapiens albumin (ALB), mRNA 


XTA K AA*701C 

NM_007235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 

-.DVT A 

mKJNA 


NM_004585 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 

^rvAJvKJtSOj )> mrU\/Y 


XTA./T Art0 11/1 

NM 00Zlo4 


Homo sapiens neme oxygenase (decyclmg) Z (nMUAz^, mKJNA 


NM 002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


XTA 4" A AO AAA 

nm oozuyy 


Homo sapiens glycophorin A (includes MN blood group) (GYPA), mRNA 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NM_0l3280 


Homo sapiens fibronectm leucine nch transmembrane protein l (FLRTl), 
mRNA 


XTA IS AA1 OA /I 

NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


xtax ATl/lin 
JNJYI_U1 J'f IU 


nomo sapiens adenylate Kinase j ^/\js.j ), nuciear gene encoding mitocnondriai 
protein, mRNA 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NMJH3417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nucxear gene encoding nuiocnonanai protein, nuviN/v 


MM fkA/lQQ7 


xiomo sapiens meinyi v^pvj Dinamg proiem z ^xvew oyiiurome^ ^ivjuDi^irz.^, iiuviNrv 


mm nm Q7£ 


Jtiorno sapieiio memyi-i^pkj omuing uurndin protein j \lvxmduj j 9 iiuvin/\. 


mm ftnAi5fi 


xiomo sapiens iw»nvi aoiuain oniy u mivrN/\ 


mm 011411 

lNlVl__v 1 J*t J I 


1-TntYiA cam'pnc Vi11**r r»p11 Ipn+in-lilfp Tf*r*w\\(xr ciiK'fbTYiilv rn pmn f*T" 4 fTTT T2fl4 1 
XlOIilO bdpiCIlo JVIllCX vCIL lCOllIl~llIVC ICLCpWJI oUUlOllllly V^j UlClUUE/1 "t ^XVx-»XXV^*T J , 

mRNA 


NM 001497 

1N1Y1 VV/1*TA/ 


Hnmn Qanipn*! photaiIpH Vinmnlno' 9 fPN9 i mRNA 




T-Tnmo QAT>ipnQ ptiotjiiIpH KnTtinlno - 1 TPN^ ml?NA 


NM 001445 

1N1Y1 WJttJ 


Unmn ciinipiic 7itip fincrpr Tvrrvfpin 155 ^r4TT7-06i ^7NT?1 55^ ml^N^A 
XxUiUl/ o dpi Clio £11111/ llllgCl piUlvlil 1JJ ^IaIiIUJ^, lllXVi^xx 


IN 1V1 1/ 1 UZZ> v 


Hnmr» <!«nipnQ 7inr fmapr nrntpm ^7R1)95 1 f/Kn?5 i mRNIA 

XTUlllv/ O dpi Clio £>lllv llllgCl pitJIClll \CA.U£*^j) \*~tx: LJZ*J J, IIUVLNxx 


NM 015R55 

1N1V1 VI JO J J 


TTrtmri canipnc \A/ilmc H rmrtt* acc/vinfpH r^rntpiTi fVX/ri'-.l i ml^^rA 
JClUlll^J oapiClla VV lllilo IIUIIUI dooUvidLCU piUlClll ^ VV11*1 liUvlNxT. 


NM 015873 


Homo sapiens villin-like (VILL), mRNA 


NM 016170 

inivi uioj/y 


xiomo Sapieno VariaDie cnaxgc pruicm on j\. wiui ci^xil lcpcaio ^ v \«^w~oi j t iiuviNrt. 


NM 01617R 
1NIV1 \Jl\JJlO 


Wnmn conipnc Trarion1/» pnarcrR rvmtfin r»r» \xritVi two TPnPAtc C\f C™ t 5^-9t i mRNA 
noinu odpiciio vaiiduic endive pioiciii un a willj iwu icpcaio ^ v v^-/v z>i y s iiilm>i^v 


NM 016437 


Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 


MM fll £575 


u ATTin ooniPTi c TTT1 7R 1 .TV -nrntpin ^TT T 1 7"R 1 -TY^ mPNA 
xiomo sapiens i uizdi*i i proLcin ^iuux)i"i i j 9 iiiivln/\. 


MM fi 1 AftRQ 


xiomo sapiens isJtvrvo-/»iJic linger pioicin oz^r i-i ^oz-»jr lj 9 iinviNrv 


XTM f!1 Q777 
1NJV1_U1 jZ/Z 


xiomo sapiens soiuie earner iamny zi ^organic anion uanspoixerj, mcmucr 1 1 

/'QT C0 1 A 1 1 mPM A 


TVTM fll ^G7£ 


xiomo sapiens putative secreteu proiein ^010 1 1^, niiviN/\ 


NMJH6224 


Homo sapiens SH3 and PX domain-containing protein SH3PX1 (SH3PX1), 

*mPM A 
mKJNA 


MM fl1A77£ 


xiomo sapiens seirim/giucocoiTicoiu rcguidiea Kuiase jl ^ovjjvz ) f iiuvln/\ 


MM fil 5 554 


xiomo sapiens ozx protem ^ozxj, nu\iN/\ 


MM A1£15£ 


lT nmn cQ-nip»nc PTT75! H?TT7^ mPNA 

xiomo sapiens ivuzo ^Uij, nitviN/v 


NM 016321 


Homo sapiens Rh type C glycoprotein (RHCG), mRNA 


MM fk15QAfi 


xiomo sapiens pnospnauuyisenne-specmc pnospnoiipdoe /vidipna ^ro-rLni ^, 

TTlPNA 


NM 016511 


Ufnmn caniPfic tiitiiiititi 7 lMTWT7 I ryiP M A 
xiomo oapiCllo llllljUim L> ^initnjz^j, IIIXvIN^V 


NM 016641 


Homo sapiens membrane interacting protein of RGS16 (MIR16), mRNA 


JNJV1 UiHjiy 


xiomo sapiens mtegrai inner nuciear memorane protem ^ivjLrtJ.N 1 ), mi\iN/\ 


XTA/f fll £0/10 

lNM^uioz^y 


xiomo sapiens melanoma antigen, iamiiy c, i, cancer/testis speunic ^ivxrt.vixvijtiy, 

mPNA 


NM 016151 
lNlYl UIOIJJ 


XlOniO oapiClla LYV'l ^JL» YV-1 y , Illlvl^/A. 


NM 016551 


Tlrvmn cqtii^tic cf*\r^*n francmpniKrfliiP r»rrt+Pin TTVf 7 ,QT71 ^" I ]V4^7ST71 1 mUNA 
XlOIllU S>dpiClla is C VCll 11 dllolllClllUlallC piUlClll 11VA/OJ/J \xxvi.fijxrj/y iiiivi.^rv 


NM 016570 


TTrkTr»r\ carMpn c A' I Pacp armriotthncWholirnrl frjincnATtpr-HVp f^lnQQ T tvnP 8 A 
XlOIllU oapiCllo AlraoC, allllilupilUopiluiipiU UdllopviiCl-llJVC, v^ldoo i, i/p** un., 

mpmhpr 2 TATPRA9 1 tyiPNA 

111C111UC1 £* 1 JT O/kZ. J) lIlTViN^A. 


NM 016419 


TTr»TVirt cfiTkipnc Q\7nr\rpti*n /T Or^5 1 740 l mPNA 

X1U111U oapiClla OjrllUlCllll ^LU\/J 1 f-tyj } 1 1 LLvi x A 


MM 016167 


Unmn ocmtpnc o , Virp»1-t'n nrp»r»iTrcor O05171R^ TlYRNA 
Xiomo odpiciio L^iiicim picouioUi ^ivV_/v^»y i /joj s uu\xvn 


NM 016270 


Homo sapiens Kruppel-like factor (LOC51713), mRNA 


MM" fi1 £7/11 
InIyI U 1 0Z4 J 


xiomo sapieno cytoenrome o-> reuuetase i jiv. i j ^lu^j i / uo /, iiuviNr\ 


JNJV1 Ulozil 


xiomo sapiens nemo-iiKe Kinase ^LUtoi /u ^ij, mxvi>/\ 


NM 016225 


Homo sapiens RhD type Ula protein (LOC51698), mRNA 


XTA >f Al /Tim 

NM 016219 


xiomo sapiens aipna l,z-mannosiaase ^ucjioy rrusiNA 


NM 016217 


xiomo sapiens nxtL/U lor nomoiog oi urosopnna neaacase ^jlu^j loi/oj, itikin/v 


NM 016100 
rNivi v lui yy 


TTomn «?aT>ien^ TIfi ^nUNA-a*?sociflted Sm-like rjrotein LSm7 rLOC51690^ 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NMJ) 16447 


Homo sapiens MAGUK protein p55T; Protem Associated with Lins 2 
(LOC5 1678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (L0C5 1668), mRNA 


NM 016118 


Homo sapiens NY-REN-18 antigen (LOC51667), mRNA 
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1N1V1 UlOU/y 


nomo sapiens \-Aji-i4y protein (jluwIojz^, inruNA 


xtm m^n^o 

INiVl U10UOZ 


nomo Sapiens v_aji-j.Zo protein iiajujio4/j, nirUNA 


xtm niAn^7 

1N1V1 UIOUj/ 


lT Air)A nnnianc Pf^lT 1 7A nrnfaiM 1 /1\ *%"i"DXTA 

riomo sapiens iaji-izu protein (iAJi^jit>44), rnruNA 


xtm oiAfK£ 

INiVL U1OI/30 


UrtmA rnnionc P/~1T 1 1Q nrntaiM /T r^O< 1 £A 1\ rWDXTA 

riomo sapiens Lvvji-i ly protein (Lajlo io4j ), mtUNA 


XJM fi 1 £0/17 
INiVl U 1 0U4 / 


nomo sapiens vaji-i iu protein ^.lulo lojyj, iiikina 


■mat oi^oia 


riomo sapiens i^ui-oy protein (IvUoj iozy^, iiii\iN/\ 


xtm oi^ooc 

INM. U X OUU5 


jionio sapiens ovjri-ou protein (Lajl» d i ozo ), hikin a 


XTM 01 ^QQ^ 


xiomo sapiens ivruppei-iiKe iactor i J (KL»r i jj, mivLNA 


MM 015QRO 


nomo sapiens xiivir 1 y protein ^LfL/L/j 101 / ), rnxvLN/\ 


xtm oi^o^a 


xiomo sapiens ovji-ju protein ^uud loi i j, rnxsiN/v 


1N1VI 


xiomo sapiens uvji-x i protein ^lucdiouoj, rnxuNA 


xnv/f 01SQ37 


XTUIIIU oapivllo \-/VJl-UO prULClIl yi^XJK^J lO\J i Tj > TilXvIN/\ 


MM 01S97Q 


XlUinu bapiCIlo iipuyiuanoicraoe [Lj\J\^D lOyJlJt 


MM 01SQ91 


xiomo sapiens uivaieni caiion loierani proiem uu i/\ ^jlwv^j i Dyoj, iruviN/v 


MM 01 ^QOR 


xiomo sapiens arsenaie resistance protein /vivoz ^/vKoz ), miviN/v 


MM 01 ^R7*> 


riomo sapiens unnamea ririi\.Y-ri protein (iajlo i joij, mKiN/\ 


MM 01 ^874 


nomo sapiens ri-ziv Dinuing iactor-z ^i-»vjv^j i jo\j), mrUNA 


MM 01A781 
1N1V1 UIOZoj 


riomo sapiens aorenai giano protein ajj-uu4 (JluL/ j i -> / o ), rnKJN a 


"MM A 1 


riomo sapiens mesencnymai stem ceu protein jl/oL04 (JLUUj i jj**), rriKJNA 


XJM HI ££47 
IN1V1 UiOO^fJ 


riomo sapiens mesencnymai stem ceu protein jjoC4j (luld i jjj J, mKiNA 


INM. UI004Z 


xiomo sapiens oeta v spectrin (rjorJbUVj, mKJNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), rriRNA 


INM UIOUJ/ 


nomo sapiens ncami (^luujIjzo^, niKJNA 


INiVl UIOOjj 


riomo sapiens riJJKr protem (L»UUjlJZ/j, rriKJNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


iNM UIoOZZ 


riomo sapiens hypothetical protein (ivUC5131oj, mKJNA 


JNM UlOOZl 


Homo sapiens hypothetical protein (LOC5 1317), rnKN A j 


NM_0 16609 


Homo sapiens hBOlT for potent bram type organic ion transporter (LOC51310), 
mRNA 


INM UlooUo 


Homo sapiens SOC32445 protein (LOC51308), mRNA 


"KTNiff A1 /CCm 

JNM_01o;>yi 


Homo sapiens core 2 beta-l,6-N-acetyIglucosaminyltransferase 3 (LOC51301), 

ITlKJNA 


iNlvl UiOJOJ 


Homo sapiens testicular haploid expressed gene (lribO), niRJNA 


MM 01 £^77 
INIVI UIOj/J 


riomo sapiens urem-interacting protein (HXj izy i j, rriKiNA 


MM 01£<i£R 
rNiVl__0 1 OJ DO 


nomo sapiens o-protem coupiea receptor oajlxKj somatostatin ana angiotensm- 
iiKc pepnue receptor \ izoyj 9 mru.NA 


MM 01rf^££ 

IN 1VJL V/ 1 O J OD 


nomo sapiens ppari ^jla/loizooj, mKJNA 


mm oi£^£7 


nomo sapiens kis ^Ij\jl^j izo j nirvfNA 


MM 01£Sdfi 


nomo sapiens goigi memorane protein ljx / o ^iaa>j izouy, miviNA 


NM 016499 


Homo sapiens hypothetical protein (LOC5 1259), rriRNA 


XJM oi£/ion 


riomo sapiens hypothetical protein (JLUCj 1z5z), riiKrNA 


XTM Hi 
1N1V1 1/1O400 


riomo sapiens hypothetical pro tern (LUUD iZoy), mKiNA 


NM 016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


XTA/f A1 HA /in 

JNM U16449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


TvTTV if A 1 i£ il A A 

iNM I) 16440 


Homo sapiens VRK3 for vaccima related kinase 3 (LOC5123 1), mRNA 


MM 016477 

IN IV1_0 1 04Z / 


nomo sapiens transcription elongation iactor {pm j eiongin az ^ i utsuo-L), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC5 1201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC5 1 198), mRNA 
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-v TX K A 1 ^1 A 1 

NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC51196), mRNA 


NM 016323 


TT — • _ -| ■ Tp 1 • J • A, * 1 /T A/^C1 1A1\ *mT)\TA ' 

Homo sapiens cyclm-E binding protein 1 (LOC51191), mRNA 


NM 016317 


Homo sapiens neutral sphingomyelinase (LOC51190), mRNA 


x tx k a 1 ss^ctf 

NM 016286 


XT • 1 .1 J . /x AAf 1 1 n 1 \ -T1\T A 

Homo sapiens carbonyl reductase (LOC5 1181), rnRNA 


NM 016269 


Homo sapiens lymphoid enhancer binding factor- 1 (LOC51 176), mKNA 


NM_0 16245 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 

fT f~\r~*>C 1 1 'TAX -~.T>XT A 

(LOC5 1 1 70), mRNA 


XT* K A1 A 1 

NM 016241 


Homo sapiens endomucm-1 (LOC51169), mRNA 


NM 016230 


Homo sapiens flavohemoprotein b5+b5R (LOC51 167), mRNA 


NM 016221 


TT • j j * ✓* A 1 *a rr AAf 1 1 ^vt\ T> XT A 

Homo sapiens dynactin p62 subumt (LOC51 164), mRNA 


NM 016215 


Homo sapiens NEU1 protein (LOC51 162), mRNA 


NM 016210 


Homo sapiens g20 protein (LOC51 161), mRNA 


XTX /f A1 / I 

NM 016161 


Homo sapiens alpha-l,4-N-acetylglucosaniinyltransferase (LOC51146), mRNA 


XTX £ A 1 ZT 1 O 1 

NM 016123 


Homo sapiens putative protein kinase NY-REN -64 antigen (LUC51 135), 111RNA 


NM 016120 
— 


Homo sapiens putative ring zmc linger protein N Y-RJbN-43 antigen 

(LOOM 132), mKJNA 


XTX K A1 £A10 

NM 016033 


Homo sapiens Cul-90 protem (LUC5 1115), mRJN A 


XTX K A1/A1^ 

NM 016032 


Homo sapiens C(j1-o9 protein (LUC5 1114), rnRNA 


XTX If At^Ain 

NM 016030 


Homo sapiens COl-o / protem 1112), rnRJN A j 


NM 016028 


Homo sapiens Cvjx-o5 protem (LUL.5 1111), mRNA 


XTX K rtl^An 

NM 016027 


Homo sapiens Cul-o3 protein (JLUC5 1 1 1U), mRNA 


NM 016022 


TT-— _ A _ _„ _ r^/-'T TO «««.>v4.aJ«» /T APC1 1 A^7\ _-T>XT A 

Homo sapiens Laji- /o protem (LUC5 1 1 U /) ? mRNA 


XTX >T A 1 iT A 1 O 

NM 016018 


Homo sapiens UCj1-/2 protein (JLUCM 105), mRNA 


XTX K AI^Atl 

NM 016013 


TT_ • „ „ /*tpT c _ x_ /t A/if i 1 AO\ «.T)\T A 

Homo sapiens CCjI-65 protein (LUC5 1 103), niRNA 


NM 016011 


TT * PPT x_ " /r r\AC 1 1 aa\ n\T a 

Homo sapiens CGI-63 protein (LOC51 102), mRNA 


X Tfc J" A1 A" A A ✓* 

NM 016006 


TT _ _ /^/^T CO A " /T /~\/~^C 1 AAA\ T> XT A 

Homo sapiens CGI-58 protein (LOC5 1099), mRNA 


\T» / A1 f AAA 

NM 015999 


Homo sapiens CG1-45 protem (LOC5 1094), mRNA ; 


XTX T A1 f AOA 

NM 015982 


Homo sapiens germ cell specitic Y-box bmdmg protem (LOC51087), mRNA 


XTX K A1 C A 

NM 015963 


Homo sapiens CGI-36 protem (LOC5 1078), mRNA 


NM 015959 


Homo sapiens CG1-3 1 protem (LUC5 10 / 5), mRNA 


XTX X A1 £ACA 

NM 015950 


Homo sapiens CGl-zz protem (LUC51Uoy), mRNA 


NM 015938 


Homo sapiens CGI-07 protein (LOC51068), mRNA 


XTX K A1 f A1 f 

NM 015916 


Homo sapiens hypothetical protein (LOC5 1063), mRNA 


NM 015914 


TT * 1 «t X* 1 _ i • fx A/*^r 1 A/"1 \ T»\T A 

Homo sapiens hypothetical protein (LOC51061), mRNA 


\n t a i e a 1 A. 

NM 015910 


Homo sapiens hypothetical protein (LOC51057), mRNA 


NM 015901 


T T • 1 /T /X /""^ C f\ C C\ T\ X T A 

Homo sapiens unknown (LOC51055), mRNA 


NM 015893 


Homo sapiens preproprolactin-releasing peptide (LOC51052), mRNA 


NMJH5887 j 


Homo sapiens putative peroxisome microbody protem 175.1 (LOC51051), 

T\\T A 

mRNA 


NM 015880 


TT * t»TO 1 '1 1 A 1 /T AAf Irt^lN T>XT A 

Homo sapiens RIG-hke 14-1 (LOC5 1047), mRNA 


X TX r A 1 £" O T) 

NM 015877 


TT- • xr 1 i J i _ i_ ■ rr AOn A>|;\ TTXTA 

Homo sapiens Kruppel-associated box protem (LOC5 1045), mRNA 


NM 015863 


TT * C a. x j. TX /T /~\/~* C t f\ A 1 \ TTXT A a 

Homo sapiens surfactant protem B (LOC5 1041), rnRNA 


NM_015854 


Homo sapiens retinoic acid receptor-beta associated open reading frame 

fX r\f~*\ C 1 AO fT\ TTXT A 

(LOC5 1 03 6), mRNA 


V TX £ A1 f O/IA 

NM 015849 


tt • , ■ 1 . TTT*> /T PP C 1 AT •*1\ T> XT A 

Homo sapiens pancreatic elastase UB (LOC51032), mRNA 


xtx yf Al/CAT*? 


riomo sapiens clt1-14j protein iuzoj, rrLtuNA 


NM 016074 


Homo sapiens CGI- 143 protein (LOC5 1027), mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGM 1 1 protein (LOC5 1015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), rriRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-1 21 protein (LOC51002), mRNA 
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NM O1S048 


TTnmn QanipnQ PGT-IO -nrntpin /T OPSIOOO^ rrVRNA 


NM 016040 

INiVl v 1 UUtU 


Hnmrt sanipnc PGT-100 nrnfptn l\ OPSfiOOO^ nVRNA 

XTAJ1I1U odpieilo V/VJX-AV/U piUlClll \xJ\*J\sJ\jyyy )y IXlINJL^-rv 


NM 016S71 

INiVl VIOJ / I 


TTnTtin csitiiptic 1 pti c^citi C\ C~^^\ ttVPXTA 

XX.UIXXU odpiUIlS ICXXgoXXl I X^VJO f j IllXViN/T. 


XTM 01 SR6R 


T-TVvm n cnnipnc NTT -rp rminr fiif TP -071 (TR^ mPNA 
XIUIIIU oapiCllS XNlV-ICk/CpiUI ^IVXIY UZ-JVXD J y IIlXViN/A. 


N"M 0167R1 

IN1VI v 1 OZ O 1 


TTnmn canienc <\TP70-HVp Irinacp (TTK} rnPNA 
xiumu sapiens o xLu^yj H)\C ivllldse ^juvj, iiu\j.n/\ 


NM 01 6"*SR 

INiVl UIUJJO 


xiuiiiu sapiens iruLjiiUio iiuiiicuuua pruicin *+ ^jj\y\.*T^, iilevin/^. 


NM 0167Q1 
iNivi uiozyi 


H/MYin poni <^ti c in qitityi 0 1 1 on -Jri r\ci fr^l l^^vol/*ieT\V^/\cn1iQ'f<» IntHJCA 7 ^TP6T<^*7 i "m*J? "NT A 
xlUIIIU oapiCilo Jllalillllaildll IJUUoJlUl IlCAaKIopilUbpiidlC XviilaoC £, ^JLT UXVZ. J t lllTvlN/v 


XTM 01<\R4R 

INiVl UlJOHo 


Wnmn ccJT\if»nc r»vtnV/»r5itin 7 ^H^TMPVT7A^ tyiRMA 


XTM 016^06 


nuiiiu bdpicno nypouieiit-ai proLcin ^jnoirv^zjz^, niiNJiNjrv 


xjA/r 016408 

IN1V1 \J 1 OHyO 


Hr\inrt ccjtiiptic Vivr^ritliptifJil rvrn t^iti /TTQPI~*747 , \ mPNA 
OvJIllU oapiCIio IlypULIlCUval piUlClil ^XlOJT ^Zt^ ^, IIUVIN/Tl. 


XTM A 16460 
INiVl U10*tOU 


jnujiiu Sapiens nypoiiicuL'ai pruicm ^xior v^i^z./, iiulvin^n. 


NM 016^00 


TTAmn Qnnif*nc VivnAtViptipjil nTrttpin rHfSPf'lOO^ ttiRNA 


NM 016001 


Hattio ^aniens H55Pr025 rHSPr025^ mRNA 

Xi.uiiivJ oapx&xxo XXOi y±i\j± j) iiixvx^iaV 


NM 016^77 

INiVl U1UJZZ 


Hntnft car^iPTic npiTrntrrmiTi ^TTN'I thTJN^A 

£j.UiXlU oapiCJXa liCLUVJlXXllllll ^lilNi J 9 Llii\l\rX 


XTM 0167SR 

XN1Y1 U 1 UZrJ O 


T-Tnmrt QaniPtic V>i<rTi-cr1nrnQP-T"P<xn1ntpH "nrntpiti R /TTrrl^fTR^ TnR"NFA 


NM 016173 

1NIY1 U I U 1 I J 


"Rnmn QnnipnQ TTFMTT hnmnlna 7kh HTFMTC^ mRNA 

X1UI1XU oapXwila Xi.JC<XViJV XXUlXXUXUg / XV U ^XXljIVJJV^, XXXXViN/x 


NM 016^16 
INIVL U 1 OD 1 0 


■pfnmn ennipne tixmnr nntiapn P-Rn ^^PPR^ mRNA 
XIUIIIU oapiCIlo lUxxlUi dxlUgCIl O-Lar-op ^Xlv-^V^O y, IIUvlN/Y 


NM 016540 
INIV1 V lUJH-U 


Unmrt conipnc CI r\r^\te*^Tl-^>f\^^^n\f*A i*pr pr»f at* 77 ( frPT? 1 r }\ ml? XT A 
XlUIIIU bapiCXXo Vj pi OlCliX-L/UUpXCU ICvCpiUI /Z yVJl IV / ^Jf IlUVlNrV 


NM 0191Q6 
INiVl UlZiyO 


Porno carvipnc CI antiapn R fYrAfrPR^ -mT?NA 
XIUIIIU SapiCIlo VJ allllgCli O \\Jx\\JI2rO J 9 XXXIVX izt. 


NM 015RQR 


XlUIIIU SapiCIlS Xll V •*■ I lnUUOCI Ul SXlUIl llailaUXXpiS UlllUUlg piULClll yX^JDll J) XXXXVi^i^V 


NM 016157 

iNIVL UlUJJ / 


TTr\m/\ contpnc pr\ifVip1iJi1 nrotf*i"n 1oct in nprvnl a cm l^ptn TT^PT TXTi mRWA 
XIUUXU aapxClld CpiLXXClXaX piUlClil XUol ill iXCUpiaoiXl UCia y-L»-T I «l 1 N J, XXXXVJ.N<rV 


NM 01671R 
INiVl 1/ 1 OZ 1 o 


riuxixu sapiens puiymeiasc ^uiN/\-uircuicu/ ivappa \r v_/i-(Xv j , xxxxvinxt. 


NM 016240 


Homo sapiens CSR1 protein (CSR1), mRNA 


iNM UlOU/j 


nomo Sapiens v^vji-i*tz v vAji-i'+zy, nuviN/v 


INM UluJO 


nomo sapiens ciijj-o protein v L/Jdij-oj, mixiNA 


XTA/f A1 A 

INM UlOOZU 


womo sapiens nypotneiicai protein v i5M-uud j, mjtviN/v 


iNM Ul>oyo 


nomo sapiens jdiuu protein v r>Lu ), miuN a 


JNIV1 UJo4Z0 


nomo sapiens o-z ano o-pnase expresseo 1 v vjiorii )> miviNA. 


XTTV/f A1<0/>Q 


Jtiomo sapiens anorogen-inaucea prosiate proiiieraiive snuion associaiea pruiem 
(AS3), niRNA 


JNM UlOZJo 


noino sapiens anapnase-promonng complex suDunii / ^at^ / j, iiuvin/\ 


JNM UlOJ/O 


TJr»rMr* coniAnc AXHV" W7TvT rti-r»f*»in ( AXTVITTXH mPNA 

nomo sapiens /vi>JSJiz.iN protein v /\inj^jlixin ), rntviN/v 


INM UJOZoZ 


riomo sapiens aaenyiate Kinase o dipna iiKe v /vivl.jij^, ixxxvj.Nrv 


NM 016453 


Homo sapiens SH3 protein (AF3P2 1 ), mRNA 


JNM UluOl4 


nomo sapiens irvAp ana iinjc 4 receptor-associatea protem ^ajju/zj, itij\in/\ 


XTTVyf A1^"2/C< 
JNM_U1jJOj 


nomo sapiens /vipon synarome, mental reiaruauon, miuidoe nypopiasid anu 
einpiuoyiUais eixiuinusuindi rcgiun, gene i y/\ivnviiz»v^i\.i j 9 iiixvin/il 


NM 007176 


riumu Sapiens vdiusm-vvun mining pruicm yw^rj, xxxrviNrv 


NM A01A5Q 


nomo odpicns meny xvinin receptor j \ i rvv>rvj> ^, nixviNrv 


NMO05963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 

mPNA 

miviN/v 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA 


NM 0Uo40/ 


Homo sapiens vitamin a responsive, cytosKeieton reiatea ^jwa;, mrviNA 


NM 000854 


Homo sapiens giutatnione o-transierase tneta z v vjoi izj, rniviNA 


NM 002046 


Homo sapiens glyceralaenyde-3 -phosphate aenyarogenase v vjArU), rnKJNA 


XTM AA1Q51 

inivi__uu i y j j 


Wr»rYir» cQnipn*: prirlntVii^l-iiil r»p»H rrrri\irl"V« fctntnr 1 fnlntplpt-Hprivpn' i ^Pr^TrT^I^ 

nomu sdpicxxs cxiuuixieiidi ceil giuwin ldCLux 1 ^pxaiext'i ucuvcuj \ > x2'V-'Vji/ x j t 

mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCB1), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


INM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 



458 



WO 03/074654 PCT/US03/05028 



INIVI Ul*tVUO 


TTnmn «3nni*»nc QPPV 1 nrnt<»iri /CT3T?V1\ wPXTA 

numu dapiciio ojdjdxv.1 protein ^oJiiiJS.1 ) 9 mivlN A 


XJA/T 0140S1 


xiumo sapiens r i.l/ui 1 protein \j? ±D\)l l), mKNA 


NN/f 014100 

1N1VA V/ltlU? 


xiomo sapiens rssxj^yjyjyj protein ^JrJKAJZUUU ), inKlN A 


"MA/1 014107 
IN1VI U141U / 


T-Trvr*-ir\ oonifnc PPfil Q07 nrrtfom /"DT> /^\ 1 OOON -v,D\T A 

xiomo sapiens rjsxjiyyz protein trKwiyyzj, rnKNA 


XTAyf 01400^ 


nomo sapiens r-KAJiouu protein (j^KL/iouuy, mKNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), raRNA 


XTA/T A 1A 11 A 
NM U141jU 


Homo sapiens rKUU4o3 protein (JrKU04o3), mRNA 


NM U14Uoz 


Homo sapiens PRO0397 proteni (PRO0397), mRNA 


NM U14125 


Homo sapiens PRO0327 protein (PRO0327), mRNA 


XTA A A 1 /I n 0 1 

NM U14Uol 


Homo sapiens rKuOzy / protein (PRO0297), mRNA 


mm - A1/1AQ7 
Nivl U14Uj / 


Homo sapiens N 1 1 j protein (N 1 1 j), mKN A 


XTA/f A1^3/£7 


riomo sapiens MIL l protein (MiLl;, nuclear gene encoding mitochondrial 
pro lein, uuvina 


XTA/f 014060 


nomo sapiens ivio i - 1 protein ^jvil i - i j, rrxKiN a 


XTAyf 014BQ0 


TTrkm/\ oq«iV«o VTA A 1 1 1 A nrntAin /VTA A 1 1 1 /C\ rv*PXT A 

xiomo sapiens iviaai no protein ^jsjaai i ioj, nuuNA 


XTA/f OlzlQAR 


TJntYirk ronionr VTA A 1 1 (\A nfAf^in /VTA A 1 1 C\A\ -mT> XT A 

jtiomo sapiens iviAAi 11/4 protein (^jsjaai 1U4J, mKN A 


XTA/f A1/4G1^ 

NM ViHyiJ 


TT^^---. ' „„ _ VTA A 1 f\H A /VTA A 1 A7>1\ m D\TA 

nomo sapiens isJAA iu /4 protein (KlAAlu /4), mKN A 


XTA/f A 1 /1Q1 1 
NM U14yil 


U/\tv\n nnnianti VTA A 1 A/I O hm4<m'« /T/TA A 1 A/1 0\ -.DM A 

Homo sapiens JSJLAAll/4o protein (KlAAlU4o), mKN A 


"vnv/f A1/1Q<^ 

Nlvl ui^yoD 


U/\tv\a nn*\ia-ri n VTA A 1 ftAO AVT A A 1 A/ 0\ __T) XT A 

Homo sapiens KiAAiU4z protein (K1AA1U4z), rnKNA 


XTA/f A1AQ/17 
INIVI Kilt J^ff 


TJTrvr«rt ronton r VTA A 1 A/1 1 «»rvfai« /VTA A 1 A/I 1 \ tv,D\T A 

Homo sapiens aiaaiu41 protein (1sjlaaiu41^, mKN a 


XTA/f 01409^ 
INiVI U145/ZJ 


TT^—- nAnianci T/T A A AQ7A /VTA A AQ7A\ -vmTJXTA 

nomo sapiens isJAAuy /u protein ^iviAAuy /u), mKN A 


INiVI UiJjlU 


Tj ArnA n ani ' Ano VTA A AO /1 7 nrA+a^n /VTA A AQ/17N «,D\T A 

Homo sapiens iviAAuy4z proteui ^isJAAuy4zj, mKN a 


XTA/f A1*vA^7 
NM UIOUj/ 


TJT/vfrt/<* orm-iA-n^ VTA A A0 1 {Z «rA+ai« /T/T A A A0 1 /C\ *v»T>XT A 

Homo sapiens isJAAuyio protem (KiAAUV loj, mJKNA 


XTA/T (\1AQAA 
NM U 14;*44 


TT A mA onw£»«o VTA A A0 1 1 -- A + a ,'„ AVT A AAA1 1 "\ «-T)\TA 

Homo sapiens isJAAuy 1 1 protein (KlAAUyi 1), mKN A 


XTA/f A1AG£1 
NM U myol 


TJV\*vn-k nnniano VTA AAQ71 nrnto<ti AVT A A 007^ mDXTA 

Homo sapiens Jviaauo / 1 protein (KiAAUo / 1), mKN A 


xta/t niAQAi 

NXVl 1/14^41 


Homo sapiens KIAAUodz protein (KJAAUojzJ, mKN A 


XTA/f A1^17^ 
NM yJlDJ/O 


Homo sapiens JvlAAUo4o protein (KlAAl)o4oj, mKN A 


XTA /f A 1 A 7 1 C 
NM 014/ IS 


Homo sapiens K1AA0712 gene product (KIAA0712), mRNA 


XTA/f A1/1C71 
NM U14o/ 1 


T T ««*»Jj«»._ VT A A AT 1 A ~. -.•J.,„i /T/T A A A*7 1 A\ ^.TIXT A 

Homo sapiens jsJlAAU/1U gene product (KJAAO/10), mRNA 


XTA/T A1/17QQ 

NM ui4/yy 


Homo sapiens nepnaesun (nbrllj, mKN A 


XTA/T A1/1/C7C 
NM U140/S 


TT. J T/TA A A/TOC _ _ „„ _ J,, _ x /t/t a A A^OC\ ^.TIXT A 

Homo sapiens KlAAUoo j gene product (KlAA0oo5), mRNA 


XTA/f A1 A A1 1 
NM U14U11 


Uaw>a T/TA A A/T'7 1 _.„_„ __„J„ 4. A/T A A A^T 1 \ TlXTA 

Homo sapiens K1AA0671 gene product (KIAA0671), mRNA 


XTA/T A1/17/11 
NM U 14/41 


TT — — — J _„ _ T/ T A A A/CCO , „ _ J, , _ /T/^t a A A/T C AN -- -T>\r A 

Homo sapiens KJAAuojz gene product (KIAAUojz), niKNA 


XTA/T A1/l££7 
NM U1400Z j 


Unr«ft on«ia«nT/TA A A/C/i C /vn«o maJha* A/"TA AA/T/tC\ „D\T A 

Homo sapiens JsJAAUo4 j gene product (K1AAuo4j), mKN A 


XTA/f A1/1Q1Q 
NM U145JO 


Homo sapiens IsJAAUoi / gene product (KlAAUoJ/j, mKNA 


XTA/f A 1/177/1 
NM U 14 / /4 


TT— i-ni«%« am »i T/T A A A/I A/I , „ _ „ _ _ J- _ _ x /r/T A A A /I A A \ T~> XT A 

Homo sapiens JsJAAU4y4 gene product (KJAA0494J, mKNA 


XTAyf 0 1/15270 
INlVi UI40/U 


TJ/^k •»-»-»/-» onMiann T/TA A A/170 rrana «fn/1n/tf /T/T A AA/I70\ <w*TJ XT A 

Homo sapiens jsJAAU4 / o gene product (K1AAU4 / o j, mKNA 


XJM A14R^6 
INiVI UIHOJO 


T-TAtvir\ cnniano T/TA AH/17^ noma «m-/n^ii/«<- /VTA AA/17/C\ *mD\TA 

nomo sapiens isjlaau4/o gene product (1sjaau4 /oj, mKNA 


XTA/f A 

INIVI U 14004 


VTA AA/17C rrAWA nvA/lii^ /T/TA AA^7C\ «,D\I A 

Homo sapiens K1AAU4/J gene product (K1AAU4/J j, mKNA 


XTAyf 014R57 
INIVI ViHoD/ 


TJnwn nnwiaMn t^TA A A/1 71 Aatta Mv/s/]n/it A^TA A A/171 ^ mD\TA 

womo sapiens isjaau4 / 1 gene product (1sjaau4 / 1 ), mKNA 


XTAyf 01 452 17 
INIVI V 1*tO 1Z 


TJj-\f*-»*x rnniann VTA A A/17A natta nfA/1iiA<- /VTA A A/1 7 A"\ __T> XT A 

Homo sapiens js>iaau4 /u gene product ( x 1v1AAU4 ikj ), mKNA 


XJAyf 014R96 
INIVI \J IHOZO 


Unmn nnTiiann T/TA A A/1 £ 1 nana ni-n/lnflf /T/TA A A/1 £ 1 \ »«D\T A 

Homo sapiens iviaau4D i gene product (1sjlaau4C> i ), mKNA 


XJM" 01467^ 

INIVI Ul*tO/») 


UrtrMA nnmatin T A A A/1/1 C »a«ia /VT A A A/1 /I C\ m D\T A 

Homo sapiens jsjaau44 j gene product ^is>iaau44j mKNA 


XTA/f 0147^1 

INIVI \J I*t / J I 


Urttviz-l rnni'a«fi VTA AA/17A naMa mva/Iiia^ /VTA AA/IOON _-D\T A 

Homo sapiens Js.iAAU4zy gene product (jviAAU4zyj, mKNA 


NM 014724 


Wattia CJiniPTiQ VTA A04?£ rrpnp Tirr^HnAt /VTA A049^"i rr»PXTA 
IlUIXiU oapiCIld J\JJ\Jt\\J t TZ,S) gene prUUlUsl ^rKJLfx/\.V/*rZO j t IXLtvIN A 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 

A ¥ A ¥ A X* A U A «X wX 


Homo sapiens KIAA0244 protein (TQAA0244), mRNA 


NM 014747 

A * • ■ ^k ^X A ww * ¥ 


Homo sapiens KIAA0237 gene product (KIAA0237). mRNA 

<A A VA A A XX k#XA kX A X*«AkX ^k »-^k^ Mi J ^X kX f kn V44 kX A X** XA TMP * ^k MA* "A i*™ ■ « J ^ p ^"' * ™ ^» 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


NM 014846 

111 >1 w & ■ X*» ■ V 


Homo saoiens KIAA0196 Bene nroduct (KIAA0196) mRNA 

•LlVllAV UUL/lVlii/ lui La Aw A -V V/ UVllv LVA vUUvb 1 AAA4 A-ft lw A .v X-f / j A1U-X1 ¥ 1 a. 


NM 014738 

1 ¥l ▼! V A ¥ *V LJ 


Homo saoiens KIAA0195 eene nroduct AKIAA0195) mRNA 

A l\/lllv OUUlvUU XV 1 A Aa Lv A kX gvllV/ Iw A \/VitiV L* I XVM Li Aw A *v x/ I ^ A ILixA ¥ A A 


NM 014640 


Homo saoiens KIAA0173 eene nroduct fKIAA0173^ mRNA 

A> AX/AA *V JlipJlvllU A A Mi aa JLV A I *J gWllW pi VVlUvt y A> A 1J Li Aw A / W IaIAXA 11 A> 


NM 014666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


NM 014641 


Homo saniens KIAA0170 eene nroduct fKIAA0170^ mRNA 


NM 014737 


Homo saniens Ras association rRalODS/AF-fi^ domain familv 2 rRASSF2.^ 
mRNA 


NM 014770 


Homo saniens KIAA0167 eene nroduct fKIAA0167^ mRNA 

A- Ax/a a Aw i^UplvllO IV ,1 k Ll \J\J A W / j^Wlv pivUUvlf ^IxliLi Aw A \J I J y Hlixi 1X1 


NM 014739 

A 1 A ▼ A V 1 T ¥ *x* v* 


Homo saniens KIAA0164 eene nroduct flCIAA01641 mRNA 


NM 014865 


Homo saoiens chromosome condensation-related SM^C-assoeiated nrotein 1 

llVHlu udl/lVllJ VlilvHlUuvXllv V/ V-/11V1V^11lJ tl LI Wll 1 VICltvU UJllvy OOuWlHlvU LUvLWlll 1 

fKIAA0159) mRNA 

l**Li ASA AW A k/^ 1 ■ AA1LXa> 11 A 


NM 014748 

A « A » ^» X^ A V # ■ XX 


Homo sapiens KIAA0064 eene nroduct (XIAA0064). mRNA 

A A vlllv W^A AX A VHw A » 1 1 A A A XX W W • I— XV A A XV L/l XV VA VA W V 11 AAA A A AX/ X/ X/ I / * 11U.V1 11 A 


NM 014876 


Homo sapiens KIAAO063 eene product (KIAA00631 mRNA 

A AV A 4AV MM IX AViAM A AAA AA A XX w X' SkVAAW LV A XV XA l+V V 1 ^ * 1 A4 aV \X XX *V J * A A * * X_A » A A- 


NM 014764 


Homo sapiens DAZ associated nrotein 2 (DAZAP2\ mRNA 

*AW A A #V ■- ■ A' *VAAW i"X A * ^ »»^X W X' A%A vv«* AX A *VA4A Av \ ^X A ■ fl * * ¥ ■ A A * ^kA ^ A A> 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM 014642 


Homo sapiens KIAA0036 eene product rKIAA0036l mRNA 

^» X» » A * XX A VAAW a kAA A4 » X' *^ XX VAi V L/l XX XA «A W w ¥ ^^A*A AA A ^X XX •/ XX F ^ A A AAXA ™ A A 


NM 015340 

1 ¥ A » A X^ A *V *V ■ \J 


Homo saoiens leucvl-tRNA synthetase mitochondrial fiCTAA002Jfi mRNA 

llvlllU VUpivlW 1VUVJ A H*l 1 1 A W J 11 VI A Xv lUUV^ A AAA VXxXy AlxVAAXAA 1U1 \~ Lai 11 A w W 4m \J Jy 1 XXX. Vi t a A 


NM 014634 

* H'A XV 1 • X* I 


Homo sapiens KIAA0015 eene product (KIAA00151 mRNA 

A. A XV AAA XS VUJ^IVAIU A A. A A AA *V W A W gVllW L/l VUMV w ^ r AA LV X* A ^ j 11a4\A ™a A 


NM 014783 

A W X ¥ / XX«S 


Homo saoiens KIAA0013 eene nroduct (KIAAOOn^ mRNA 

LlvlllVI uUL/lvllJ A A A A A-A A XX X/ A gVXlv L/Jl vUUVl V. L-t VV V A «^ Jy iiUVi 1 A A 


NM 014008 

J* W 1 • W X/ xx 


Homo saniens JM1 nrotein ^JMH mRNA 

LWlllv WV1L/1 WAA w V 1T1 A Ul Vlvlli WITH J « lllAXl li A 


NM 014066 


Homo saniens HT002 nrotein' hvnertension-related calciiim-reeulated eene 

liviiiv uupiwilu J- i J. vr\/A« Ul utwulj lljr l/Vl Wllulwll 1 VIHVVU vUlvlUlll 1 vgUlUlvU gV/llv 

^1002) mRNA 

V 1 1 1 XV X/ AV 1 ^ 1111X1 ¥ A A 


NM 014154 

A ■ A. * A %^ A ■ A V 1 


Homo sapiens HSPC056 protein (HSPC056). mRNA 

A A XX A A A XX kX Mk/A WA A W A A XV A ^V XV V XX kX A XX V XV AAA \ AAli/A X— V X^ XV / % ¥ A A 


NM 014153 

A i A ■ A V A I A 


Homo sapiens HSPC055 nrotein (HSPC055) mRNA 

A A. XV A A A XV w W> LV A V1JU A A^A X_> XX W W kX A XX bVUl 1 A LL/L X«X W W «V i y A 1UXA ¥ A A 


NM 014150 

A ¥ A ▼ A Xr A ■ A X» Xf 


Homo sapiens HSPC052 protein (HSPC052 , ) mRNA 

A A XX A A AXX UI4L/1 V11W A, A k«X A XV V«/ A# Ml V Will \ 1 lk/X Xj^X W A* / A HUxLll A 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


NM 014029 

A 1 ATA X¥ A P 


Homo saniens HSPC022 nrotein (HSPC022} mRNA 

A>AXxAAAXX WVwLVlXVllW A A kV A X^V XX AV AV L/A v Will 1 A A A. X^VX'AVAV llUVl 11 A 


NM 014027 

A 14'* V A. ¥ NX A* / 


Homo saniens HSPC018 nrotein rHSPC018^ mRNA 

JLJLwlllw OUL/I waIO A Akv A ww 1 v UlVlvill 1 AXui x/v lUlj llAixilli 


NM 014019 

A 1 1*1 XX A ¥ X^ A ^ 


Homo saniens HSPC009 nrotein fHSPC009 , l mRNA 

1 1 Xx A A A xx UUI/IVIIU A Akv -A X^v xx \x *S IvL xx IvllA 11XU1 Wvy / /j AAaAVJL ¥ a a 


NM 015372 

A 1 ATA W X x/^' / AW 


Homo saniens hvnothetical nrotein ^HSN44A4A^ nYRTsTA 


NM 015343 


Homo saniens hvnothetical nrotein /TTSAOI 1016^ mRNA 


NM 014063 

A 1 A*A V A I V V *x 


Homo saniens src homoloev 3 domain-containine nrotein HTP-55 

A lull iVf uU|/lviJlJ ijl V 1 1V71 Jr UUtllUill w WI 1 mi 111 A 1 L/l\/l>WAll AAJUL XX 1 1111 XX Ij 

mRNA 

1AAAVA ¥ A A 


NM 014052 


Homo sapiens GW128 protein CGW128) mRNA 

"* « »^AX^ vU AX A W1AW ? ¥ A AX XX AX A XX b XV AAA ¥ i T * A AV \V M 4 A A AA, X&A ¥ A A 


NM 014888 

A 1 A T ^k X^ A 1 XX »^ 


Homo saniens predicted osteoblast nrotein (GS3786). mRNA 

*^*^X UV*I/AVAAW ^* A »V¥* XV W VXVXX wlMw ■* A-' A XX V XV AAA ¥ X«V W v # X^ XX / ft A A AA VI ¥ A A 


NM 014030 


Homo sapiens G protein-coupled receptor kinase-interactor 1 rGITn mRNA 

^» m^m^ m « Al^ IRX A XX AAA X^ XX X*V bX A V Xv A X^ IkX VXXA A AA A A *AfcX " & XX^ A wAXr XXV A A ¥ ^k A> A ¥ • ■ ¥ ^^A ¥ A A> 


NM 014077 

A » A » A- X¥ A i N^ 1 * 


Homo sapiens DKFZP586O0120 protein (DKFZP5 8600120) mRNA 

^ ■^^•m <W hX A XX*. AV ■ ^ A. A A A i A fcV XX XV V W A AV W AX A V ^ W A A A ^ A»X A A A m^dm XX XX ^fcV XX A Av Xf f m A A AA XI 11 L 


NM 015425 


Homo sapiens DKFZP586M0122 protein (DKFZP586M0122V mRNA 

^» » ™ a mi* Ib^ A m A «X ^^^r ^k^fc. ^X X^ X^ A » A* XX A ™* A* pa^ A XX v AA A ¥ Ai^^ ^A AA A^A ^X XX XX A ~ \X A AV AV ¥ % A A f X^A » A A 


NM 015456 


Homo sapiens DKFZP586B0519 protein (DKFZP586B0519), mRNA 

^k ■ *b v 1^ A VAAk/ AV^ A " A * * A *^ X> X^ Ai* ftX A AX X* AAA ¥ A» * A kXi A— X A %X XX X' ■ ^ ¥V X^ A ^X ¥ * III 1 ! 1 ¥ A A 


NM 015393 

■*■ * A ■ A XX A kX kX 


Homo sapiens DKFZP564O0823 protein (DKFZP5 6400823), mRNA 

A w aaav *X X* fcX A Xr A AkX ■ X A A A ¥ > ¥ V \X K \X NX Vx IV ■*■ XX V Xr AAA ¥ A V A AA Ai i rf.A. ^X XX 1 v^<» \J XX AX V / * A 1 H * _\ ¥ A A 


NM 015421 

A V/ A %X 1 *X A 


Homo sapiens DKFZP564K2062 protein (DKFZP564K2062) mRNA 

rfA>^A XX * ^ -* XX VX %A AX A VAAW A^ AA A*^<A> *V XX • Xr X^ AW ^/A XX V XX AAA ^^k^ A ¥kA AJA kX XX I A- A* AV W XX IV ^ ^ X 111 Vi ¥ 1 A> 


NM 015415 

A 11*1 V A F A 


Homo sapiens DKFZP564B167 protein (DKFZP564B167) mRNA 

A W A A AXx UU|^ 1V11L* 1 V A A>1 M / 1 V XX ■ AV7 A X/ # AVl XX VV1 A A ^A/lAA J f 1 hX vTlV A XX / ^ j llllxl ¥ A A 


NM 015527 


Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM 015703 


Homo sapiens CGI-96 protein (CGI-96), mRNA 


NM 015380 


Homo sapiens CGI-51 protein fCGI-5 IV mRNA 


NM 014143 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


NM 014062 


Homo saoiens ART-4 orotein ( ART-4) mRNA 

IXviiiw cjiX^XWXXi? XUVX T plvlvUi ^X XXV JL ■ / > 1JXXXX1X X 


NM 014596 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


NM 014S1Q 


Homo <:anipn<; 7i'nc firnrpr nrotpin 919 (7NF919) mRNA 

XXvFlllVi £>d|Jltxxo £lllv Alllgt/l piUlV^Ul xiJL ^A^liJL iJiij) lliXVXixx. 


NM 0144/37 

JLN1YJL V/1*t 4 +J / 


TTnmn carvipnQ *7iTip/irnn rpoiilnfpH trnnQTmrtpr-liVp ^7TRTT i nVRNA 

XXLM11VJ o<x|JJv/Xlo ZJl AW XX Wll 1 CgUlalvU 11 aJloJJUl IC1 llrwv ^x/IXVXXv^ XllxVlixV. 


NM* 01 STfil 


TTnmn cflnipnQ •zinc, fincpr imrYriri tpH 9 ^7TA/T9 i mPNA 

XlUlliXJ oapltllo ZJllv lUlgd , lllipililLCU \i i 1.1 VAX. )y i 1 L±\J. > ix 


NM 0149^9 


Wnmn Qnr*i'pn<i vpQip1p-.5»Q^npintpH mpmhriirp nrntpin 9 fQvnantnhrpviTi 9^ 

fVAMP2 > i mRNA 

i ▼ iU'Xi /y xxxjlvx^ixjl 


NM 014233 


Homo «?anieii<; nn^tream bindmo" transcrinrion factor RNA oolvmerase I fLJBTF^ 
mRNA 


NM 014235 


Homo saoiens ubiaui tin-like 4 fUBL4^ mRNA 

Alvlllv wMh/lVAXv WvlH ******* ***\V » 1 V/*V<M^ / j A**1U 11 »* 


NM 014383 


Homo sapiens testis zinc fineer protein fTZFP^ mRNA 


NM 014547 


Homo saoiens tropomodulin 3 T iibiauitous^ rTMOD3^ mRNA 

XXV/ 11 IVy wUpiVilU VX vl/VUlVWllll 1 VlvlVl kV/ V*U J IX 1T1VA/ ^ # « illAVl i * X 


NM 014548 

X 1 XT X \S X ■ \J 


Homo saoiens tropomodulin 2 (neuronal^ fTMOD2^ mRNA 

A. IVH IV/ *^ A^^A A U U V# Uv**lw*A^4|IAi 4M ^ A IV Ml VlliAJi f I X X » X ^ f • 11UV1 11 X 


NM 014464 


Homo sapiens tubulointerstitial nephritis antieen mN-AG) mRNA 

X Ivlliu UUUlVli J V Sr* k_/ *#* * V/UliVl VI U*W4 * Iv L/1U 1 tlU UllUllVil 1 X XX 1 X X V_f ¥% ilii,u 1* * 


NM 014258 


Homo sapiens svnaotonemal complex protein 2 (SYCP2^ mRNA 


NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


NM 014264 

XN1VX \f l-TZt\rT 


Homo <:anipn^ ^prinpytbreonme lonase 1 8 ^SITTC 1 K\ mRNA 


NM 014467 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014910 


TJnmn Qnr»ipnG ciornjil Tppoom'tion njirfir.lp fiSlrT") ^ST^PfiR^ mT^NA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


KT\A ftlAIII 
l>IIVA__v/ I*tj 1 1 


nomo sdpicns smgie-scranci seiecuve inonoiunuuondi uraon xvin/\ giyct>byid.&c 
^MTTfrn mPNA 


NM 014970 


TTrtmrt cQTTif^Ti c coliitp pctTTipr ■fcimi 1\/ 7 ^Pfttirvnip timinfi siPiH Ithti crnf^TfPT "17*4* 
XxUHlU oapivllo 5U1ULC OaiilCi iallllljr / ^l/aUUlilv ailllilU aviu Li aiiopui ici a y> 

QvQtpm^ mprnhpr 0 /'ST C7AQ^ mRNA 


NM 0149S9 


ITnmr* cflnipnc cnlntp CArripr fflmilv 9S Anitnplirvnfi'rinl parripr' omithinp 

XXUUlv/ oCtLJlClio OUILIIC Lrail I CI JLuIXllly x>J t llULwUilV/iiux lal Wdllld, VxXxlllixi.iw 

trfln^norter^ memher 1 S TST 09S A 1 5^ mjclpar pene eticodinff mitochondrial 

protein, mRNA 


NM 0149*51 


T-Tnmn Qot^i'f»ric cnlntp parripr familv 9S mptnhpr 1 "\ (c\\v\x\\ TSIT 09SA1 mRNA 


NM 014442 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014S91 


JTlUiliU oalJIClla Oil J~UUlilcxlIl UIIlUHlg fJiUlvill *r \&x\JXJi "/> XIxxvx^xt. 


KIM 014S^4 


T-fnmr* cqt»iptic cpnfTin/^5TTAAr^_.cr»ppi'fip T\Tntpacp ^^1PN^1 i nVPNA 

IxLHi 1VJ iaplCIlO oCI 114.111/ OUxVl\_/-olyC'L/lllU JJiULCaov ^OIjxNXT ly, XlJUVlTiT. 


NM 014563 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM 014101 


Unmrt caniPTic cr\H ii im phariTipl vnltaop tratp/1 hmp VTTT q 1t»Vi rvVlvnpritiHp 
XxUIllU oalJIC'llO oLrUlUllx vllaliilCl, VvllagC gatCU, ij IJC V ULX, ai|/ilcx IJV/ljf IJC/l/UUC 

(SCN8A), mRNA 


NM 01411Q 


TJr»rnn c^nipriQ QAflmtn pVuinnpl vrtltfl CTP-cratpH f~\rnP *X*TT fllnnfl ■nn1vnpr\tif1p 
nuillU oolyiciio ouuiuin ^iiaiiiicij vuiLo.gc -gatwu, ijr ijv wxx, aipiia tJwijrpwj^Liuw 

(SCN12A1 mRNA 


NM 014161 


T-Tnmn «?anipiT? ^na^tin ataxia of* r^harlpvoix-Saoiipnav Tsacsin^ TvSAr^Sl^ mRNA 


NM 01498S 


TTnmn QanipnQ homolocr of Vpa<?t RRP4 rribo<!omal RNA nroces<?ina 4^ ^'-"S 1 - 
PYorihomio1pa«?e H?RP4\ rrYRNA 


NM 0144Q6 


TTnmn Qanipn^ ribo<?oma1 nrntpin Sf> Vinase QfilcD nolvoeotide 6 rRPSlnT<C 

mRNA 

iixx vx i XX 


NM 014245 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA \ 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 [ 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens RAB26 member RAS oncogene familv (RAB26), mRNA 


NM 014410 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


NM 015725 


TTnmn sanipns nhotorppPTYfor nntpr spompnt all -trans retinol dehvdrOffenase 

fPRRDH) mRNA 

X\X\ 1 SJL. X. Jy XI UL VX l X X 


NM 005973 


Homo saDiens Danillarv renal cell carcinoma (translocati on-associated) (PRCC). 
mRNA 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NM 014348 

1 llTA V/X~««' »V 


Homo saDiens similar to rat integral membrane glycoprotein POM 121 
(P0M121L1), mRNA 


NM 015720 

1 1 Xt-X ViV ( *»vf 


Homo saniens endoelvcan fPODLX2^ mRNA 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 




Ilnmn sanipns FRNA-9 rn-artivatnr HOOkD^ fnlOO^ mRNA 


xn^r 014391 


ITnmn cjjnipnc rvriirin rppnornitirm pattthIpy siihirnit 6 A/ftast hoiTlolotA-HlcP. 

tDRC6T ^ mRNA 


xN 1V1 Ul*tJ UO 


TTnmn sanipns nlfartnrv rpppntnr familv 1 sub familv D member 5 (OR 1D5^ 

X xUxxxvj oouivlio uiiaV/iui y iv^v^L/iwij icxxxxxxv x, oixuxcxixxixjr -v, ui^iiii/wi «y ^v/i\ix/</^ 

mRNA 


NM 014565 


Homo saniens olfactorv receDtor familv 1. subfamilv A. member 1 fORlAl). 
mRNA 


NM 014352 


Homo saniens POU transcriDtion factor fOCTl 1). mRNA 


NM 014581 


Homo saoiens odorant-bindine nrotein 2B TOBP2B), mRNA 


NM 014582 


Homo sapiens odorant-binding protein 2A (0BP2A), mRNA 


NM 01414? 


TToinn «:anipn«? midi"x ^nnrlpoQifie dinhosnhate linked moietv XVtvoe motif 5 
nsTUDT5^ mRNA 

^1 f \J U A Jy 1XXXVX 1X1 


NM 014502 


Homo ^anipni nuclear matrix nrotein NMP200 related to solicini? factor PRP19 
(NMP200^ mRNA 

y x i j.yxx \j \j jy iiixvi ix x 


NM 014328 


Homo saniens nesca nrotein fNESCA^ mRNA 


NM 014222 


Homo saDiens Nj^DH dehvdroeenase fubiauinone) 1 alpha subcomplex. 8 
f 19kD, PGIV) (NDUFA8), mRNA 


NM 015678 


Homo sapiens neurobeachin (NBEA), mRNA 


NM 014461 


Homo sapiens contactin 6 (CNTN6), mRNA 


NM 014520 


Homo saniens MYB binding protein (P160) la (MYBBP1 A), mRNA 


NM 014221 


Homo saniens mature T-cell proliferation 1 (MTCPO, mRNA 


NM 005927 


Homo saniens microfibrillar-associated protein 3 (MFxAP3), mRNA 


NM 014623 

x t ivx unuXij 


Homo saniens male-enhanced antiffen fMEA^ mRNA 


NM 014462 

i ^ xvx yj x i i 


Homo saniens T.sml nrotein TLSMl^ mRNA 


NM 014622 


Homo saniens loss of heterozveositv 1 1 chromosomal retrion 2. cene A 

X A,Vy A L 1\J jUL/ivllO 1 \J kjO V/ A llV VVl Vt^ Y fcvUikT ^ X VIU VillV/UX/lllUl A VXA ^vilv 

(LOHllCl^AXmRNA 


NM 014240 

X X XVX \J X \J 


Wottio sanipns T TM domains containing 1 fLJMDl\ mRNA 


NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


NM 014553 


Homo saniens T BP nrotein fLBP-9} mRNA 

XlvXilu OdLy iwlio i^i »X |jxv/i.v/xn yjL^xvx -'/j xxxxvx ^x »- 


NM 014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Wnmn sanipns neuronal notassinm channel alnha suhunit HCV8 1^ mRNA 

X XyJUlKJ OuplvllO i iv UX1 Wl 1 (XI jyV/vtXOOl \XX1X VXXCXllXX\rfl CXX^/XXU JUl/VUUli V /> AA1 -*-^" L 4 • 


NM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 

rvtnnlnsmir tail 1 fPCTR'VnSl^ mRNA 


NMJH4513 


Homo sapiens killer cell irnmunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


NMJH4512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KTR2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NMJH4218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 1 
cytoplasmic tail, 1 (KIR2DLl),mRNA ^ 1 


NMJ) 14765 


Homo sapiens translocase of outer mitochondrial membrane 20 fveasfl homolop 
(KIAA0016), mRNA I 


NMJ) 14406 


Homo sapiens potassium large conductance calcium-activated channel 

subfamily M, beta member 3-like (KCNMB3L), mRNA | 


NMJ) 14407 


Homo sapiens potassium large conductance calcium-activated channel 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens mositol 1,3,4-triphosphate 5/6 kinase flTPKR mRNA 1 


NM 014425 


Homo sapiens inversin (1NVS), mRNA | 


NM 014214 


Homo sapiens inositol(myo)-l(br 4VmonoDhosohatase 2 nMPATl mRNA 1 


NMJ) 14271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1) 
mRNA | 


NM 014339 


Homo sapiens interleukin 1 7 receptor (IL 1 7R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (TL17BV mRNA J 


NM 014333 


Homo sapiens immunoglobulin superfamilv, member 4 (IGSF4^ mRNA i 


NM 014262 


Homo sapiens hypothetical protein B (HSU479261 mRNA 1 


NMJ) 14424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA I 


NM 014473 


Homo sapiens putative dimethvladenosine transferase fHS A9761 ^ mRNA I 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A). mRNA I 


NM 015371 


Homo sapiens hypothetical protein (HS322B1 A), mRNA | 


NM 014345 


Homo sapiens endocrine regulator (HRIHFB2436), mRNA | 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA ] 


NM 014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA [ 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA | 


NM 014212 


Homo sapiens homeo box CI 1 CHOXC1 1\ mRNA 1 


NM 014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2Y mRNA 1 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 1 


NM 014354 


Homo sapiens HGC6. 1 . 1 protein (BGC6. 1 . 1 \ mRNA 1 


NMJ)14571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like fHEYL^ 
mRNA 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA | 


NM 015726 


Homo sapiens H326 (H326). mRNA 1 


NM 014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 CGPR58V mRNA ! 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA | 


NM 014498 


Homo sapiens type II Golgi membrane orotein (GPP130V mRNA 1 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR 1 50), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NMJ)15710 


Homo sapiens glioma tumor suppressor candidate region eene 7 (GT T<5PP^ 1 
mRNA 1 


NMJH5711 


Homo sapiens glioma tumor suDoressor candidate region sene 1 (fiT T^PR 1 1 f 
mRNA ( 


NM 015715 


Homo sapiens group HI secreted phospholipase A2 (GIH-SPLA2), mRNA 1 


NMJ) 14291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NMJ) 143 64 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 1 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2) mRNA | 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA | 
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XT\ >T (\ 1 A C 0 C 

MM_U14joj 


Homo sapiens soiuie earner lamiiy 1 1 (proton-coupiea. uivdicni meiai ion 
transporters^, memoer j [pLx^x i A3 ) t misiNA 


1NM U 14344 


riomo Sapiens putative secreted ngana nomoiogoua to ijai \rjj\.ij y iluvln/v 


XTA /f f\1AA1Q 

JNM U1443? 


riomo sapiens jnieneuKin-i ouperiamiry z ^rii-d^zjiirv^^, uij\rN.rv 


"\TA X A 1 A A A f\ 

JNM U1444U 


Homo sapiens inteneuian-i ouperiamuy i ^jluivx^^j^^an/Jj iuivin/v 


"MA/T A1 AAtQ. 
JNJVl U 14435 


nonio sapiens inicriciiKin-i ouperiamiiy e ^riL.* imsjiNrv 


NM 014210 


Homo sapiens ecotropic viral integration site 2A (EVI2A), mRNA ! 


JNM U143DD 


womo sapiens enoiase aipna, lung-speciiic ^xirNL/i-Dy, misjN/v 


NM 014600 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


XTTV /f A 1 A Cf\ 1 

NM 014601 


Homo sapiens xirl-domain containing I yrsxxjl ), rnJKJN A 


NM 014503 


Homo sapiens down-regulated in metastasis (DRIM), mRNA 


XTH Jt f\ 1 HC/lft 

NM 014549 


Homo sapiens i)lvbZp4i4F21 1 protem (DKrZJr434r21 1 ), mKJNA 


NM_014388 


Homo sapiens novel putative protein similar to YIL091C yeast hypothetical 84 
kJJ protein trom o^jA i -Jv i K / (UJ 434U 1 4 . j j, rruviN a 


NM_0l4olo 


Homo sapiens aeietea in Diaaaer cancer enromosome region canaiaate i 
^ursccJxi ), rnxuNA 


JNM U 1431*2 


riomo sapiens neuron-specmc proxem ^u*foz3*+ji2> mtvtN a 


NM UU43oy 


riomo sapiens caienin ^caQnenn-associaieaproiemj, aipna z ^v^iinin/vz^, iiiisj.n/\ 


NM 014343 


Homo sapiens claudin 15 (CLDN15), mRNA 


NM 014oo7 


Homo sapiens nypotneticai protein irom dLKAz region {UvjUUj j, mKiNA 


NM 014207 


Homo sapiens CDS antigen (p56-62) (CD5), mRNA 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C150RF3), mRNA 


NM 014206 


Homo sapiens chromosome 1 1 open reading frame 10 (CI lorflO), mRNA 


NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


NMJU4382 


Homo sapiens ATPase, Ca++ transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NM_0 14570 


Homo sapiens ADr-nbosylation tactor ulrase activating protein 1 

(AJvruAr 1 j, mKJNA 


XTTV /f AI V1T7C 

NM 0142/0 


Homo sapiens neat shock protein {nspi 1 u iamny^ ^Arvj-i j, itixuna 


NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 
mRNA 


NM 014324 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpna-actinin-2-associatea L1M protein (Al^r), mKJNA 


NM 014423 


TT • ATT1 C - J - — C f .<) 1 / A TTC/^O 1 \ __T) XT A 

Homo sapiens ALL1 rused gene rrom 5q31 (AP5Q31), mKJNA 


NM_014590 


Homo sapiens endogenous retroviral family W, env(C7), member I (syncytin) i 
(ERVWE1), mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD /C-N 1 r), mKJNA | 


NM_014384 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 

TJ XT A 

mRNA 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


NMJ)07082 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 

"VTA 

mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 
iranscnpi vdridni i, iiii\iN/\ 


NMJ)05036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NMJH3989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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XTA/T (\t\A111 

NM UU4323 


Homo sapiens JbL/Lz-associated atnanogene (oaoij, mi\iNA 


NM 000156 


Homo sapiens guanidinoacetate N-methyltransferase (GAMT), mRNA 


NM 002 /o2 


Homo sapiens pregnancy specmc beta- 1 -glycoprotein o (rovjoj, hikinA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


XTX /T AATACA 

NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


XTTV X C\(\C^ AC\ 

NM 00oz4y 


Homo sapiens proline-ricn protem BstNl sublamily 3 (rK±>3), niKNA 


xta >f aaccia 

NM ooj^zy 


Homo sapiens Heparan sultate proteoglycan l (periecan) (norKjZ), mKJNA 


NM_005187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 

3 (Cr>rA213), mRNA 


NM__005565 


Homo sapiens lymphocyte cytosouc protem 2 (t>H2 aomain-containmg 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosohc protem 1 (L-plastm) (LUr 1 j, mKJNA 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA 


XT* M t\f\C A 1 c 

NM_0054l5 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 

T* "VTA 

mRNA 


NM 0 13936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NM.013937 


" 

Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (OR1 1 Al), 
mRNA 


NMJH3940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 

T»"KT A 

mRNA 


xni Jt a i on /i i 

NM_0 13941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 

-,-,T> XT A 

mKJNA 


XT\ X A1 OA10 

NM_0l3938 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NM_0 13939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 0134j2 


Homo sapiens variable charge, X chromosome (V CX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


XTX K A t 1 A A A 

NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PILR(BETA)), mRNA 


NM0 13439 


Homo sapiens paired immunoglobulin-like receptor alpha (PILR(ALPHA)), 

. Tl XT A 

mKNA 


NM 0.13446 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA 


NM 007267 


TT " J • X* A. J TP/T A T7" 1 1 _ /T A X/* A Ti\ TJ\T A 

Homo sapiens expressed m activated T/LAK lymphocytes (LAK-4P), mRNA 


NM_0l3450 


Homo sapiens bromodomam adjacent to zinc finger domain, 2B (BAZ2B), 

T^k VTA 

mRNA , 


NM 013448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZ1 A), 
mRNA 


NM_000033 


Homo sapiens ATP-bmding cassette, sub-family D (ALD), member 1 (ABCD1), 

T**XT A 

mRNA 


INJV1 uuzjyj 


xiomo sapiens procollagen c-enuopepuoase ennancer (JrL/VjijL^iij, niKiN a 


NM 004504 . 


Homo sapiens HTV-l Rev binding protein (HRB), mRNA 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BUC), mRNA 
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XTA/f fknfi/lC7 
JNIYI \J\)\)ho 1 


XiOTTlO Sapiens aryiSUliaiase A ^/YxvoA. ) f IIlXvINrV 


XTNyf 

JNM_UU4jy / 


xionio Sapiens sma.ii nuclear noonucieoproiein uz puiypcptiue ^iu.j.kjl// 


XTM nn61Q4 


XIOIIIO SapiCIlS paliCU UUa gCIlC 7 ^fnA7/, iiixvii/tl 


NM 013330 


Homo sapiens NME7 (NME7), mRNA 


XTAyf fi 1 9/176 
INM UlZ*t/0 


xiomo Sapiens ventral anterior nomeouox z ^vaa^, iiixvln/\ 


INM U 1 LLjo 


xiomo Sapiens transKeioiase-iiKe 1 ^lxviiwij, iilivin/a. 


XTA/f 01996R 
INIVX UlZZOo 


Unmn canipnc eim-ilar* tr% \T€knnir\ick inn i c TIinrlTTT HT4T ORT? /"HTT-l<r4l ml? XT A 

xioiiio Sapiens similar to vaL-t/inia virus xiinuxxx xvtXj wxvr yn^j xv^-r^, niivi.N/\ 


INIVI UUZUl / 


noino Sapiens .rnenu. leuKemia virus niicgiaiiuii i ^ri^ii j f iillsj.n/a 


XIM 00676Q 


noino Sapiens i^xivi uumain oniy t \i^vf\\J i r)i *»uvin/\ 


xnv/f 009960 


riOTTio Sapiens Killer een iccim-iiKe reccpior suDiaimiy \~> y iiiemucr z ^jsjuiv^z 
mRNA 


NM 005317 


TTrimrt Q?iT\iP"nQ oi , *jiti , 7vmp M^ f'lvnrnVinpvtp mpt-a^p 1 1 ^07A4T^^ nVRNA 
XXUiiiu oapit/iio giCLii£jy ivx yiyiu^jLi\j\^y n« uxvt aov a ^ ^vj<l/xvaiva y 9 1 1 u. vi ^ a 


NM 004417 


flfniriA ennifne Hna1 onpfiftfitv "nTinonliatflQP 1 rDTTSlPI^ inT^NA 
XJAJiiiu aapiviio uiuu opc-vU.iV/Hrjf puuopiiaiaov i \ u wljjl x jj i i ijlvi > n 


NM 019195 


T-Tr\mr» cflr^i^nQ r'TiolinprcnV' rpppntnr TnimpnTrnif* 5 rOTTRl\/f5^ m"RXJA 
jnuiiiv/ oapidiD viivjiiiici w it'^t-puL'ij iiiuovai uiiv u \\sxij\iv±*j jy liiivi \ 


NM 001936 


Wr»mn cht\i*ptic oqtV^otia/'I TPnnptsiQP 3 ii v RT?3l fnK^^A 
xxuiiiu sapic-iio v^aiuuiiyi icuuv/L<io& j ^v^ijxvj y } 1 1 iivi > a 


NM 013343 


T-Trvmr» CQtvipnc XJ A (~vJ~! r>rAfpiri fNAf"r-7^ ml? XT A 
X1U111U SapiCIlo IN/TlVJ*/ piUldll ^INivVJ / y ? 11IXV1>/il 


NM 013344 


T-JVvrrtrt C5it%iatic IpitPiTiP •yinnPT-lil^'P T^i*P*tpiti fT 7\ TrtT?XTA 
XaUIUU sapiens leuvxiiC' z«ippc>i iijvc piwiciu \ \ it «i >l j 9 ulivln/^ 


NM 013936 


xiomo Sapiens nitc mouse uiaiii pruiein jdho ^xituj-//, iniviNrv 


xnvyf" ni33cn 

INlYl UUOoU 


xiomo sapiens zinu lingcrproicm zzo ^z^i^irzzoy, ihjnjln/\ 


XTA/T H 13369 


xiomo sapiens zinc imger protein zzj ^ZviNrzzjK nxxviN/\ 


XTTvf 013308 


xiomo sapiens zinc nngerproiem zz*+ ^.oiNr zz*t^, iiuMNrv 


XTA/T 013361 


xiomo sapiens ziriu linger protein zzo ^z^lnj7 zzjy, iijlivl>/\ 


NM 013360 


UAmrv poiAi^Tic '7inr» fin ftpr WAtpin 999 ('/ M Ih"999 l ttiT?XTA 

xiomo sapiens zinc linger protein zzz ^ZjXnx'.^z^, iiixvin/a. 


NM 01335Q 


T-TrvTnrv eaniPtic rTinr* fin rrf»f rMTvf piti 991 M t-< 9 9 1 I mP XT A 

numu Sapiens ziiiw linger pxutem j+z. i yz^irisr l j y nixvLirA. 


XIM 013950 


X-J r\TY\ry canipnc r 7\r\i> fin opr nrrttpin 9 1 5 ('/ Kl l-t'9 1 5 i tyiT? XT A 

xiomo Sapiens zmo linger protein zi j yjdisrz, ujj iiixsj.n/a. 


NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA ! 


XTTV/T 013956 
INIVI UIjZDO 


T-Trkmr» eonipnc fin cr*>r nrnfpin 1 R0 fT-TTT'71 6S"\ /'TXTPI SO^ mT?NA 

xiomo sapiens zinc imger protein 100 ^nxiZjioo^ ^z^iNr iou^, iiuvin/\ 


NM 013371 


Homo sapiens interleukin 19 (DL19), mRNA 


JNM If1j4U3 


xiomo sapiens zmecm (zjjn ) f mKiN j\ 


"MTV /f A 1 *2 1 7 0 
INM UlJj/o 


xiomo sapiens pre-Jt> lympnocyte gene d ^vrxvxixjj;, mKiNA 


INM UUz/U 


xiomo sapiens testes-specmc protease ju ^lorDuj, mKiNA 


iNJYMJlJjoi 


xiomo sapiens inyrotropin-re leasing normone aegraamg ectoenzyme j\jxL/x2.^, 

mPNA 


NM_013315 


Homo sapiens transmembrane phosphatase with tensin homology (TPTE), 

mRNA 

nuxiN/\ 


XTM 013353 


t-Trt-mri comonc n*rvt-vi*\n^rk/1ii1in /I fTMiioplpl 1 1 A /l fill /I i ml? XT A 

xiomo Sapiens tropomouuiin *t ^musv/ic^ ^xxvj.wxv/ 4 *^, niiviNrY 


NIV/f 013300 


noino Sapiens iraiisriicinuraiic protein z ^iivxxiivi.iy^ iijjlvinta. 


NM 013310 


UntnA CQnipnc froncitir\nu1 pnifn»=»licj rpcnf^n CP TYrp.tpiTl tTTTPRPI 1 rrtRNA 

xionio sapiens transitional cpiinciia icopoiioc pioLciu i> ivl i j 9 iiuvLNr*. 


XT7V/T 013954 


Hnrno QnniRno TAXTK'-l-iiTirliria Irinncp 1 f"TRl<C1^ mRNA 
xi 01110 sapiens x/viNxv~uniuuig Kinase i ^ixjxviy, uixvi^xx 


NMJU3309 


Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 

*v»T?XT A 


"NTA/T Pi1 

INM UliijO 


xiomo sapiens monocarooxyiate transporter j ^oiwv>io/\o^, mxviNA 


JNM UlJzD/ 


Homo sapiens serurn/giucoconicoia reguiatea Kinase-iiKe v.ovjisx-j, rruviN a 


NM 013376 


Homo sapiens CDK4-bmding protein p34SEIl (SEI1), mRNA 


NM 013943 


T-Trttnn cQtri^no epprp+n oron in TTT ( Qr -1 r^r3^ mRXTA 
xiomo aapiviis scerc to grail ui xxx ^ov^vj d j 9 iiix\j.n/a. 


NMJ)13352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
rnRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3EL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NMJH3261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 
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xnvvi nin£° 

JNJVl U I J ZOO 


"Urvm/\ commie r\l a fPTltol rvrAtPin 11 fPPI %\ TYlPTsT A 
XlOmO SaplCllS piaLCnial prULClii Ij ^JT IT lJjj IlUNJLNrx 


INM UlJJOZ 


TJrvmr\ ranionc niiTO+ivp rvrAfpiri 0-Trmnr>ACA/1fran<2fpmQP (POlVinr2 I TTlRNA 
XlOmO SapicIlS putative pruicill W-IIlaiulUSyitiaii&iciaoC/ v. A vivii^, iiu.vi'M.ri. 


INiVl UIOZjZ 


TT/\rvirt oonipnc Txrr\aTnrr\Ynt*r\ ppII HpfltTi 6 fPDfOfii TtVRNA 
XXUIIIU Sapiens piugiaxiiiiicti vvii vieaui \j uksx*s\j iiu\x**x 


NM 013397 


Homo sapiens over-expressed breast tumor protein (OBTP), mRNA 


JNM_U1 Hoy 


u Air , n canipnc XTPPI rwipTYifltiTi-Piflr HicMQf tvnp P1 aerie l-like 1 fNP("MT.li 

xlOmO Sapiens INr V^l ^INlCIIldllJl-X It/lv UlaCaaG, type \sl t g^i-i^y iuyq i ^i>n v^ij~«i/, 
tyVRNA 


~KT\A 011196 


Waiyia canipnc paIati pflrippr-flQCAPiatpH "nrntftin A4ip.1 fl\/lTC?l i TTlRNA 


NM 013238 


Homo sapiens DNAJ domain-containing (MCJ), mRNA 


"MTV/T fi1 11 <0 


xiomo sapiens lecun-invc injv cen receptor yi^ui ij, iiu\±^f\ 


NM_013289 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 

™rf/vrJoc*rvi/» toil 1 tVTQ 1TYT 1 TYlPlSlA 

cytoplasmic tan, i {jsjjkjjjisI), iiusjln/y 


NM 013311 


Homo sapiens insulin upstream factor 1 (IUF1), mRNA 


XTTV A A10T70 

NM 01327c 


Homo sapiens interieuKin l /L/ ^lli /i^j, miviN/\ 


NM__0 13292 


xiomo sapiens (Clone x w xiia^z -z*+ y myosin ugni cnain z ^iiuiyiivjlivI^zxj^, 
mRNA 




xiomo sapiens ltn/v uinuing protcui lor £>uriai>uuii piutciu jd lyixj ai^ j y 
mRNA 


JNM_U 1 3244 


JClOmO Sapiens Ul^r^iN-aOvtyiglUCOaalllinc.a"!,^ UCta-l,t-l>l- 

aceryiK^cosaminyiiiaiiaicnibc i v -nuiiiuiug ^nvJiN i-iv xa y 5 iiixviNrv 


NM 013264 


Homo sapiens gonadotropin-regulated testicular RNA helicase (GRTH), iriRNA 


"\TA X A1 IIOI 

NM_0 13281 


rlomo sapiens nDronectin leucine ncn xransmemDrane protein j ^rj_/ivi j^, 
mRNA 


NM_0 13231 


xiomo sapiens iiuronectin leucine ncn xransmemDrane protein z \ruxiz^, 
mRNA 


NM 013241 


xiomo sapiens rxil/rxiz oomam-coniaimng protem ^rxivjoj, rinviN/v 


NM_0 13342 


xiomo sapiens icrJ ^riZA^ iusion parmer cmionooa i^euKemid^ ^ix*x^i j f 
mRNA 


NM_0 13246 


xiomo sapiens caruiotropmn-iiKe cyxoKine, neuroiropmn- 1/ x>-ceu stunuidting 
iactoro ^cli^j, rnxuNA 


NM__Uli3 /Z 


xiomo sapiens cysxeme Knot superxamiiy i, diyix aniagomst 1 ^xvior idij, 

mKJNA 


JNM U13JZ/ 


TT„__„ corvine C^CW *\£\ rkrAfpin ^PPrT.SM mPTsJA 

xiomo sapiens v^kji-jo protein ^v^vji-jo^, iiirviNrv 


NMJH3230 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 

(CTY)A\ mPTsIA 
\\>Uz.H )> TnisJ.N/\ 


1NM UlJZ/O 


TJr\mr\ co-nipnc P5»rnAVivHrntp lrinncp-lilrp i'PARTCT i ml^NA 
Xiomu oapiCIlo Ual uuiiyuiaic iViiiaov ijjvv ^v^rvtvivjLvy, uuviiii 


NM 013399 


Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 


INM UUo/OJ 


XlOmO Sapiens r UldtlVC piOSlalC Caliper lUUlUl auppicaotii ^njjy, nixvi^^k 


jnm uuo/yz 


xiomo sapiens mortaniy laotor *t ^iviwivr*T^, iijjvin/a. 


JNJVL_UUUjy / 


XJy^Tv\/-» nnr\f pn c /»Artr»f»rif/\Tr»p K_0 V\pf ?i t\a! vmpnti'H p ^ P rTTATI 1 P OTfinillomfltnilS 

xiomo sapiens v/ytoenrome d-zh-j, ucta puiypcpuuc ^iuuiuv gianuiuiiiaiuuo 

r^^c^»ocp^ Ppvttr \ mP>JA 
uisease ) [y^ i r>r> ), iiusjyrx. 


JNM UUDUVo 


nonipnc mncpiiltn i*«pfi'\7ntprl R„ppll faptnr-1^ irVfSCT^ mRNA 
XlOmO Sapiens IIlUSLUim ^dvtlVatCU. D l/Cll laviui-l y ^ivauv/^, iilln-it^v 


NM_UUoI44 


xiomo sapiens granzyme/\. ^granzymc i, uytutuAiu i lymiyiiuuyic aaouLriai^u 
senne esterase jj ^vjZvivi/\^, iiix\j.Nr\ 


JNM UUZU4 / 


ITAmA coTTiPTtc olvpA/l-tP T\TA Q-\mtV>ptacip <TtAPSi mRNA 

XlOmO SapiClla giyuyi-ll\iN/A. oyilUlClaoC ^VJ/VLVO^, liixyL^in. i 


"MA/f (\(\AA(\'\ 
JN1V1 UU*H-Uj 


TTnmn oor\iPnc Aictftl l#»co riAlYlPA n AY 0 Mil X / | TT1 rv N A 
Xiomo Sapicua u.iolai-lCoi> iiuiilvU uua ^xyj_*yvt./, iiixn-i^*»> 


NM 004371 


Homo sapiens coatomer nrotein complex, subunit alpha (COP A), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-family C, member 7) (CFTR), mRNA 


NM_003560 


Homo sapiens phospholipase A2, group VI (cytosolic, calcium-independent) 
(PLA2G6), mRNA 


NM 004004 


Homo sapiens gap junction protein, beta 2, 26kD (connexin 26) (GJB2), mRNA 


NM 005198 


Homo sapiens choline kinase-like (CHKL), mRNA 


NM 012482 


Homo sapiens zinc finger protein 28 1 (ZNF28 1), mRNA I 


NM 012256 


Homo sapiens zinc finger protein 212 (ZNF212), mRNA 


NM_0 12479 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, gamma polypeptide (YWHAG), mRNA 


NM 012255 


Homo sapiens 5-3' exoribonuclease 2 (XRN2), mRNA 


NM 012474 


Homo sapiens uridine monophosphate kinase (UMPK), mRNA 


NM 012473 


Homo sapiens thioredoxin, mitochondrial (TXN2), mRNA 


NM 012466 


Homo sapiens tetraspanin TM4-B (TM4-B), mRNA 


NM 012465 


Homo sapiens tolloid-like 2 (TLL2), mRNA 


NM 012464 


Homo sapiens tolloid-like 1 (TLL1), mRNA 


NM 012290 


Homo sapiens tousled-like kinase 1 (TLK1), mRNA 


NM 012455 


Homo sapiens SEC7 homolog (TIC), mRNA 


NM 012454 


Homo sapiens T-cell lymphoma invasion and metastasis 2 (TIAM2), mRNA 


NM 012251 


Homo sapiens transcription factor A, mitochondrial (TFAM), mRNA 


NM 012451 


Homo sapiens synaptogyrin 4 (SYNGR4), mRNA 


NM_0 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 
mRNA 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


NM 012445 


Homo sapiens spondin 2, extracellular matrix protein (SPON2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NM_0 12244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 8 (SLC7A8), mRNA 


NM_0 12243 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamine (UDP- 
GlcNAc) transporter), member 3 (SLC35A3), mRNA 


NM^O 12434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(SLC17A5),rnRNA 


NM 012432 


Homo sapiens SET domain, bifurcated 1 (SETDB1), mRNA 


NM 012427 


Homo sapiens kallikrein 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA 


NM_0 12424 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 012421 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


NM 012415 


Homo sapiens RAD54, S. cerevisiae, homolog of, B (RAD54B), mRNA 


NMJH2410 


Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-1), 
mRNA _ 


NM 012409 


Homo sapiens prion gene complex, downstream (PRND), mRNA 


NM 012402 


Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 


NM 012400 


Homo sapiens phospholipase A2, group DD (PLA2G2D), mRNA 


NM 012399 


Homo sapiens phosphotidylinositol transfer protein, beta (PITPNB), mRNA 


NM 012088 


Homo sapiens 6-phosphogluconolactonase (PGLS), mRNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


NM_012391 


Homo sapiens prostate epithelium-specific Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM 012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NMJH2368 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (OR2C1), 
mRNA 


NMJH2360 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (OR1F8), 
mRNA 


NM 012352 


Homo saniens olfactorv recentor familv 1 subfamilv A. member 2 fORl A2\ 
mRNA 


NM 012351 


Homo saoiens olfactorv receptor* familv 10, subfamily J, member 1 (OR10J1), 
mRNA 

****** ■ * *v 


NM 012345 

i l JL"1 V/ J, AV%S T 


Homo sapiens nuclear fragile X mental retardation protein interacting protein 1 
(NUFIP1), mRNA 


NM 012344 


Homo sapiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


Homo saoiens nicotinamide nucleotide transhydrogenase fNNT). mRNA 


NM 012342 


Homo saniens putative transmembrane protein fNMA). mRNA 


NM 012337 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESG1), mRNA 


NM 012330 


Homo sapiens histone acetvltransferase (MORF), mRNA 


NM 012064 


Homo sapiens major intrinsic protein of lens fiber (MtP), mRNA 


NM 012214 


Homo saniens mannosvl ralnha-l.3-Velvconroteinbeta-l.4-N- 
acetvlfflucosaminvltransferase isoenzyme A (MGAT4A), mRNA 


NM 012213 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


1N1VA if i£*3£*J 


Homo «ianiens microtubule-associated nrotein RP/EB familv member 1 
(MAPRE1), mRNA 


MM 019318 


Homo <iflnipii^ leucine 7ioner-RF-hand containinff transmembrane Drotein I 
(LETM1), mRNA 




"Homo <ianipn«i Ipneine 7inrier down-re eulated in cancer 1 fLJDOCIV mRNA 


NMJH2314 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
evtonlasmic tail 4 (KTR2DS4^I mRNA 


NM 017313 


TTomo ^aniens killer cell immunofflobiil in-like recentor two domains, short 

X a\JXXi\J OupivlAO XVIII vi V 1 ll ix* X ilujv wiw w mill invw * >^ v vp *w* y »»» ** v ***"* u *wj u ** w * v 

cvtonlasmic tail 3 (KIR2DS3) mRNA 


NM 012312 


Homo saniens killer cell immunoglobulin-like recentor. two domains, short 

llVlllv OOL/lvl lu ivillvl vvll U1U11VU1 v K* v \J Willi liiw ivvvuvvAj vttw \*\/*****«auj waa va % 

cvtonlasmic tail 2 fKTR2DS2 > > mRNA 

\J J Lv ^/ lllkJUU V tdllj *W \ AA^ f ^ ■ /LJJ< iilii\l ^ A *v 


NM 012307 

X 1 ATX V 4. *•» -J V / 


Homo saoiens differentially expressed in adenocarcinoma of the lung 
(KIAA0987), mRNA 


NM 012306 

V 1 A-* ^/ V w 


Homo saniens lifeguard OCIAA0950V mRNA 


NM 012302 


Homo sapiens latrophilin (KIAA0786), mRNA 


NM 012295 


Homo saniens calcineurin binding nrotein 1 fKIAA0330)« mRNA 

AAVlliw U i-A 1— ' A WlAU VU1 V11*V V** AAA A^ A A A WAAA A^^ A »VAAA A \ A » ■ ■ V « / J **■ ~ ^ ' * 


NM 012288 


Homo saniens TRAM-like protein (KIAA0057), mRNA 

11V*11\/ Ul*L/l W41U 1 A\i A-L T Jk A A 1VV Ul VVVti* 1 a>a>AA AA A.V w *^ * J) a*a-a^a» i a m 


NM 012286 


Homo sapiens MORF-related eene X (KIAA0026), mRNA 


NM 012283 


Homo saniens notassium voltaee-eated channel subfamilv G. member 2 

X1V111V/ OUUlVlllJ UV/lUUulwilll » \ZlVUgw n VliW**A*V*j ^**VA.**AAAAA 7 J AAAWAAAW^r* «V 

(XCNG2), mRNA 


NMJH2282 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 
like (KCNE1L1 mRNA 

llihV 1 «A>^W ^^Ai ™ A ,^LJ m \ A A ? A A 


NM 012278 


Homo sapiens integrin beta 1 binding protein (melusin) 2 (ITGB1BP2), mRNA 


NM 012211 


Homo saniens inteerin alnha 1 1 HTGA1 IX mRNA 

11U1**V mAL/ivllkJ UlvviLl Ulj UIU11U A> A yA A ' A AAA y 2 ' 


NM 012277 


Homo saniens pancreatic beta cell growth factor (TNGAFh mRNA 


NM 012275 


Homo sapiens iriterleukin-1 receptor antagonist homolog 1 (1L1HY1), mRNA 


NM 012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NMJH2087 


Homo sapiens general transcription factor HIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NM_012203 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 
mRNA 


NMJ) 12202 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 
(GNG3), mRNA 


NM 012084 


Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA 


NM 012191 


Homo sapiens putative tumor suppressor (FUS2), mRNA 


NM 012185 


Homo sapiens forkhead box E2 (FOXE2), mRNA 


NM 012183 


Homo sapiens forkhead box D3 (FOXD3), mRNA 


NM 012153 


Homo sapiens Ets homologous factor (EHF), mRNA 


NMJ)12080 


Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 
(DXF68SlE),mRNA 


NM 012148 


Homo sapiens double homeobox, 3 (DUX3), mRNA 


NM 012147 


Homo sapiens double homeobox, 2 (DUX2), mRNA 


NM 012145 


Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYMK), mRNA 


NM 012144 


Homo sapiens dynein, axonemal. intermediate polypeptide. 1 (DNAI1), mRNA 


NM012140 


Homo sapiens solute carrier family 25 (mitochondrial carrier: dicarboxylate 
transporter), member 10 (SLC25A10), mRNA 


NM 012137 


Homo sapiens dimethylarginine dimethylaminohydrolase 1 (DDAH1), mRNA 


NM 012134 


Homo sapiens leiomodin 1 (smooth muscle) (LMOD1), mRNA 


NM 012133 


Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 


Homo sapiens claudin 17 (CLDN17), mRNA 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


NM 012129 


Homo sapiens claudin 12 (CLDN12), mRNA 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NMJH2126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 
(CHST5), mRNA 


NMJ) 12075 


Homo sapiens Conserved gene telomeric to alpha globin cluster (CGTHBA), 
mRNA 


NM 012122 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA 


NM_012116 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 
(CBLC), mRNA 


NM 012113 


Homo sapiens carbonic anhydrase XIV (CA14), mRNA 


NM 012071 


Homo sapiens BUP protein (BUP), mRNA 


NM 012110 


Homo sapiens cystein-rich hydrophobic domain 2 (CHIC2), mRNA 


NM 012109 


Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 


NMJH2107 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


NM 012104 


Homo sapiens beta-site APP-cleaving enzyme (BACE), mRNA 

* o * > y> 


NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (BACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


NM 012102 


Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), mRNA 


NMJ) 12099 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), 
mRNA 


NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


NM_0 12067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3 A (KIF3 A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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NM 007274 


Homo sapiens cytosolic acyl coenzyme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
(SLC9A3), mRNA 


NM 004525 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


NM 003129 


Homo sapiens squalene epoxidase (SOLE), mRNA 


NM 003628 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
(AOC3), mRNA 


NM 003322 


Homo sapiens tubby like protein 1 (TULP1), mRNA 


NM 002747 


Homo sapiens mitogen-activated protein kinase 4 (MAPK4), mRNA 


NM 002078 


Homo sapiens golgi autoantigen. golgin subfamily a, 4 (GOLGA4). mRNA 


NMJ>06421 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 1 
(BIG1), mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


NM 004304 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NMJ)01626 


Homo sapiens v-akt murine thymoma viral oncogene homoloe 2 (AKT2\ 
mRNA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2V mRNA 


NMJ)06287 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 

A a A v Vf" a / » A 4 *A a m A AAA * 1 • A A> 


NM 000944 


Homo sapiens protein phosphatase 3 ( formerlv 2B^ catalvtic subunit alnha 
isoform (calcineurin A alpha) (PPP3CA), mRNA 


NM001142 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1) 
(AMELX), mRNA 


NMJKH171 


Homo sapiens ATP-bindine cassette, sub-family C (CFTR/MRP), member 6 
(ABCC6), mRNA 


NM 007351 


Homo sapiens multimerin (MMRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


NM 007354 


Homo sapiens putative GR6 protein ( GR6\ mRNA 


NMJ)07353 


Homo sapiens guanine nucleotide binding protein (G protein) alpha 12 (GNA12) 
mRNA 


NM 007366 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NMJ)07350 


Homo sapiens pleckstrin homology-like domain, family A. member 1 
(PHLDA1), mRNA 


NM 007364 


Homo sapiens integral type I protein (P24B), mRNA 


NM 007342 


Homo sapiens nucleoporin-like protein 1 (NLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


NM_007341 


Homo sapiens SH3 domain binding glutamic acid-rich protein (SH3BGR). 
mRNA 


NM 007370 


Homo sapiens replication factor C (activator 1) 5 (36.5kD) (RFC5), mRNA 


NM 007348 


Homo sapiens activating transcription factor 6 (ATF6), mRNA 


NM_004850 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), 
mRNA 


NM 005574 


Homo sapiens LIM domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


NM 003658 


Homo sapiens BarH-like homeobox 2 (BARX2), mRNA 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NMJ)05957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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channel, subfamily N, member 1 (KCNN1), mRNA 


NM 001563 


Homo sapiens interphotoreceptor matrix oroteoelvcan 1 OMPG1Y mRNA 


NM 005266 


Homo sapiens gap junction \ 


)rotein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M fCPM). mRNA 


NM 007332 


Homo sapiens ankyrm-like with transmembrane domains 1 (ANKTM1) mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3) mRNA 


NM 001494 


Homo sapiens GDP dissociation inhibitor 2 CGDI2). mRNA 


NMJNH607 


Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- I 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein 
mRNA ' | 


NM_003145 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 1 
(SSR2),mRNA [ 


NM 000852 


Homo sapiens glutathione S-transferase pi (GSTP 1 ), mRNA | 


"x nv jr r\r\f\ o^>'~i 

NM 000827 


. Homo sapiens glutamate receptor ionotropic, AMPA 1 (GRIA 1), mRNA 


NM__005252 


Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homoloe (FOS) 1 
mRNA 


NM 005803 


Homo sapiens flotillin 1 (FLOT1), mRNA | 


NM 004459 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA | 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA | 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA | 


NM 004042 


Homo sapiens arylsulfatase F (ARSF), mRNA | 


NM 003085 


Homo sapiens synuclein, beta (SNCB), mRNA | 


NM 000612 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA j 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and D AG-regulated) j 
(RASGRP1), mRNA | 


NM 006267 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA | 


NM 002882 


Homo sapiens RAN binding protein 1 (RANBP1), mRNA | 


NM_J)03884 


Homo sapiens p300/CBP-associated factor (PCAF), mRNA | 


NM_005258 


Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 
mRNA 


NM 001130 


Homo sapiens ammo-terminal enhancer of split (AES), mRNA 


XTN It AA1 Aflft 

NM 001099 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


NM 006898 


Homo sapiens homeo box D3 (HOXD3), mRNA 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


NM 004111 


Homo sapiens flap structure-specific endonuclease 1 (FEN1), mRNA 


NM 001828 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


NM_007315 


Homo sapiens signal transducer and activator of transcription L 91kD (STATU 
mRNA 


NM_005005 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD 
B22) (NDUFB9), mRNA 


NM 003362 


Homo sapiens uracil-DNA glycosylase (UNG), mRNA 


NM 005221 


Homo sapiens distal-less homeo box 5 (DLX5), mRNA 


NM 000479 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2) mRNA 


NM 001619 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBK1), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NMJ301922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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NMJ)06412 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2), mRNA 


NM 000810 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


NMJ)00430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH IB 1), mRNA 


NM 003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


NM_002410 


Homo sapiens mannosyl (alpha-l,6-)-glycoprotein beta-l,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


NM_002409 


Homo sapiens mannosyl (beta-l,4-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


NMJJQ2408 


Homo sapiens mannosyl (alpha-l,6-)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 

sL-2 r£ ^ 


NM_002406 


Homo sapiens mannosyl (alpha-l,3-Wlvcoprotein beta-1.2-N- 
acetylglucosaminyltransferase (MGAT1), mRNA 


NMJ)05923 


Homo sapiens mitogen-activated protein kinase kinase kinase 5 (MAP3K5), 
mRNA 


NM_002225 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R). mRNA 


NM 000677 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens O-linked N-acetvlelucosamine (GlcNAc) transferase (XJDP-N- 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 
mRNA 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) (TTGA4), mRNA 


NMJW3197 


Homo sapiens transcription elongation factor B (SHI), polypeptide 1 -like 
(TCEB1L), mRNA ! 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


NM 002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


NMJ)02305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALS1), 
mRNA 


NM_000887 


Homo sapiens integrin, alpha X (antigen CD1 1C (pi 50), alpha polypeptide) 
(ITGAX), mRNA 


NM 000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of nb/IIIa complex, 
antigen CD41B) (ITGA2B), mRNA 


NMJW2203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NMJ300835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM_000834 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), mRNA 


NMJ)00833 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
(GRIN2A), mRNA 


NM 002084 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


NM 000805 


Homo sapiens gastrin (GAS), mRNA 


NMJ)01940 


Homo sapiens dentatorubral-pallidohrysian atrophy (atrophin-1) (DRPLA), 
mRNA 


NM 001219 


Homo sapiens calumenin (CALU), mRNA 


NM 007155 


Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) (ZP3A), mRNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZNF80), mRNA 


NM 007250 


Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 


NM 007167 


Homo sapiens zinc finger protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 007150 


Homo sapiens zinc finger protein 185 (LIM domain) (ZNF185), mRNA 


NM 007147 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


NM 007127 


Homo sapiens villin 1 (VIL1), mRNA 


NMJ)07125 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, Y 
chromosome (UTY), mRNA 


NM 007124 


Homo sapiens utrophin (homologous to dystrophin) (IJTRN), mRNA 


NM 007122 


Homo sapiens upstream transcription factor 1 (USF1), mRNA 


NM_007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
mRNA 


NM 007106 


Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


NM 007118 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA 


NM 007117 


Homo sapiens thyrotropin-releasing hormone (TRH), mRNA 


NMJ)07218 


Homo sapiens patched related protein translocated in renal cancer (TRC8), 
mRNA 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMF1), mRNA 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


NM 007111 


Homo sapiens transcription factor Dp-1 (TFDP1), mRNA 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


NMJW7108 


Homo sapiens transcription elongation factor B (SIH), polypeptide 2 (18kD, 
elongin B) (TCEB2), mRNA 


NM_007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like antisense (SLC22A1LS), mRNA 


NMJJ07163 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 
mRNA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


NM 007165 


Homo sapiens splicing factor 3a, subunit 2, 66kD (SF3A2), mRNA 


NM 007252 


Homo sapiens Retina-derived POU-domain factor-1 (RPF-1), mRNA 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM_007284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM 007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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NM 007254 


Homo sapiens polynucleotide kinase 3 , -phosphatase (PNKP), mRNA 


NM 007221 


Homo sapiens polyamine-modulated factor 1 (PMF1), mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


NM 007169 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA 


NM 007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 
(PACSIN2), mRNA 


NM 007190 


Homo sapiens Sec23-interacting protein pl25 (P125), mRNA 


NM 007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 
mRNA 


NM 007256 


Homo sapiens solute carrier familv 21 (organic anion transporter'), member 9 
(SLC21A9), mRNA 


NM 007172 


Homo sapiens nucleoporin 50kD (NUP50), mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 
(NDUFV1), mRNA 


NM_007181 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 
(MAP4K1), mRNA 


NM 007230 


Homo sapiens mannosidase, alpha, class IB, member 1 (MAN1B1), mRNA 


NM_007164 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 
(MADCAM1), mRNA 


NM 007216 


Homo sapiens alpha integrin binding protein 63 (KIAA1017), mRNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


NM 007102 


Homo sapiens guanylate cyclase activator 2B (uroguanylin) (GUCA2B), mRNA 


NM 007227 


Homo sapiens G protein-coupled receptor 45 (GPR45), mRNA 


NM 007275 


Homo sapiens lung cancer candidate (FUS1), mRNA 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


NM 006585 


Homo sapiens chaperonin containing TCP1, subunit 8 (theta) (CCT8), mRNA 


NM 007185 


Homo saniens trinucleotide reDeat containing 4 (TNRC4\ mRNA 


NM 007220 
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Homo sapiens carbonic anhvdrase VB. mitochondrial (CA5B\ nuclear gene 
encoding mitochondrial protein, mRNA 


NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit e (ATP5I), mRNA 


NM_007231 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 
(SLC6A14),mRNA 


NM 007203 


Homo sapiens A kinase (PRKA) anchor protein 2 (AKAP2), mRNA 


NM 007202 


Homo sapiens A kinase (PRKA) anchor protein 10 (AKAP10), mRNA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 
(ABCA8), mRNA 


NM 000506 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


NM 006736 


Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJ1), mRNA 


NMJ)06553 


Homo sapiens erythroid differentiation and denucleation factor 1 (HFL-EDDG1), 
mRNA 


NM 006984 


Homo sapiens claudin 10 (CLDN10), mRNA 


NM_005502 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 1 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM_006978 


Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183), 
mRNA 


NM 006953 


Homo sapiens uroplakin 3 (UPK3), mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPK1B), mRNA 


NM_006951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, D, lOOfcD (TAF2D), mRNA 


NM 006950 


Homo sapiens synapsin I (SYN1), mRNA 


NM 007056 


Homo sapiens suppressor of white apricot homolog 2 (SWAP2), mRNA 


NM 006949 


Homo sapiens syntaxin binding protein 2 (STXBP2), mRNA 


NM_006948 


Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(STCH), mRNA 


NM 006946 


Homo sapiens spectrin, beta, non-erythrocytic 2 (SPTBN2), mRNA 


NM 006945 


Homo sapiens small proline-rich protein 2B (SPRR2B), mRNA 


NM 006944 


Homo sapiens secreted phosphoprotein 2, 24kD (SPP2), mRNA 


NM 007009 


Homo sapiens zona pellucida binding protein (SP38), mRNA 


NM 006940 


Homo sapiens SRY (sex determining region Y)-box 5 (SOX5), mRNA 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 


NM 007084 


Homo sapiens SRY (sex determining region YVbox 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 


NM 006941 


Homo saDiens SRY (sex determining region YVbox 10 ( SOX 10). mRNA 


NM 006934 


Homo saDiens solute carrier familv 6 (neurotransmitter transporter, clvcine). 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


NMJ)06931 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 
(SLC2A3), mRNA 


NM 006930 


Homo sapiens S-phase kinase-associated protein 1 A (pl9A) (SKP1 A), mRNA 


NM_006925 . 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM 006924 


Homo sapiens splicing factor, arginine/serine-rich 1 (splicing factor 2. alternate 
splicing factor) (SFRS1), mRNA 


NM 006917 


Homo sapiens retinoid X receptor, gamma (RXRG), mRNA 


NM 006987 


Homo sapiens rabphilin 3A-like (without C2 domains) (RPH3AL), mRNA 


NMJ)07055 


Homo sapiens polymerase (RNA) m (DNA directed) (155kD) (RPC155), 
mRNA 


NM 006915 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens ring finger protein 5 (RNF5), mRNA 


NM 006911 


Homo sapiens relaxin 1 (HI) (RLN1), mRNA 


NM 007043 


Homo sapiens HIV-1 rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to S. cerevisiae RER1 (RER1), mRNA 


NM 007081 


Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 


NM 006905 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (PSG1), mRNA 


NMJ)07016 


Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 
mRNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin DCA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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NM.00703 1 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 
mRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


NM 007045 


Homo sapiens FGFR1 oncogene partner (FOP), mRNA 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 
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NM 007015 


Homo sapiens chondromodulin I precursor (CHM-I), mRNA 


NM__006890 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


Homo sapiens centrosomal protein 1 (CEP1), mRNA 


NMJJ06889 


Homo sapiens CD86 antigen (CD28 antigen ligand 2, B7-2 antigen) (CD86), 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CART1), mRNA 


NM 007058 


Homo sapiens calpain 1 1 (CAPN1 1), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA 


NM 007047 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


NM 006992 


Homo sapiens B7 protein (B7), mRNA 


NM 006885 


Homo sapiens AT-bindine transcription factor 1 (ATBF1), mRNA 


NM 007022 


Homo sapiens putative tumor suppressor (101F6), mRNA 


NM 006697 


Homo sapiens cisplatin resistance associated (CRA), mRNA 


NM_006826 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NMJ)06761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


NM 006784 


Homo sapiens WD repeat domain 3 (WDR3), mRNA 


NM 006846 


Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


NM_006830 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subunit (UQCR), 
mRNA 


NM_006798 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Al (UGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 
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NM 006827 


Homo sapiens transmembrane trafficking protein (TMP21), mRNA 


NM 006853 


Homo sapiens kallikrein 1 1 (KLK1 1), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 
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NM 006756 


Homo sapiens transcription elongation factor A (SII), 1 (TCEA1), mRNA 


NMJ)06024 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein I 
(TAX1BP1), mRNA 


NM 006752 


Homo sapiens surfeit 5 (SURF5), mRNA 


NMJ)06819 


Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-organizing 
protein) (STIP1), mRNA 


NM 006780 


Homo sapiens SMA3 (SMA3), mRNA 


NMJ)06749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 
(SLC20A2), mRNA 


NM 006747 


Homo sapiens signal-induced proliferation-associated gene 1 (SIPA1), mRNA 


NM 006873 


Homo sapiens stoned B/TFIIA-alpha/beta-like factor (S ALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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NM 006868 


Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA 


NM_006839 


Homo sapiens inner membrane protein, mitochondrial (mitofilin) (MMT), 
mRNA 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM 006766 


Homo sapiens zinc finger protein 220 (ZNF220), mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 
mRNA 


NMJ)06785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
1 (MALT1), mRNA 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


NMJ)06840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with 1M 
and ITIM domains), member 5 (LILRB5), mRNA 


NM_O06866 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


NMJ)06863 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (LILRA1), mRNA 


NM_006847 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NMJ)06865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 3 (LILRA3), mRNA 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 3 (LILRB3), mRNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NMJW6762 


Homo sapiens Lysosomal-associated multispanning membrane protein-5 
(LAPTM5), mRNA 


NM_006737 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 2 (KIR3DL2), mRNA 


NMJJ06801 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (KDELR1), mRNA 


NM 006844 


Homo sapiens ilvB (bacterial acetolactate synthase)-like (ILVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (EL1RL1LG), mRNA 


NM 006764 


Homo sapiens interferon-related developmental regulator 2 (IFRD2), mRNA 


NM 006831 


Homo sapiens ATP/GTP-binding protein (HEAB), mRNA 


NM 006794 


Homo sapiens G protein-coupled receptor 75 (GPR75), mRNA 


NM 006783 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


NMJ)06733 


Homo sapiens FSH primary response (LRPR1, rat) homolog 1 (FSHPRH1), 
mRNA 


NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1L1), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM 006806 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NM_006789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NMJ)06793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


NMJ)06523 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 


NM 006537 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


NM 006564 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 
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NMJ)06573 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 
(TNFSF13B), mRNA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(TNFRSF9), mRNA 


NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


NM 006519 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


NM_006602 


Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 
mRNA 


NM 006593 


Homo sapiens T-box, brain, 1 (TBR1), mRNA 


NM_006679 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 
like (TAC3RL), mRNA 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens Sam68-like phosphotyrosine protein, T-STAR (T-STAR), mRNA 


NM_006603 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


NM 006717 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM__006654 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NM_006516 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member 1 
(SLC2Al),mRNA 


NM_006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3),mRNA 


NMJ)06517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_006598 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7 (SLC12A7), mRNA 


NM_006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NMJ)06664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A), mRNA 


NMJ)06559 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 
mRNA 


NM_0065 1 1 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSC1A1), 
mRNA 


NM_006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


NM 006556 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTF1), mRNA 


NM 006661 


Homo sapiens phosphodiesterase 10A (PDE10A), mRNA 


NM 006674 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


NMJ)06637 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR5I1), 
mRNA 


NMJ)06649 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 


NM 002532 


Homo sapiens nucleoporin 88kD (NUP88), mRNA 


NM 006702 


Homo sapiens neuropathy target esterase (NTE), mRNA 


NM_006693 


Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 
(CPSF4),mRNA 


NM_006669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 1 (LILRB1), mRNA 


NM 006533 


Homo sapiens melanoma inhibitory activity (MIA), mRNA 


NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 

— . r o r \ n 


NM 006699 


Homo sapiens mannosidase, alpha, class 1A, member 2 (MAN1A2), mRNA 


NMJ)06498 


Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 
mRNA 


NM 006547 


Homo sapiens IGF-II mRNA-binding protein 3 (KOC1), mRNA 


NMJ)06611 


Homo sapiens killer cell lec tin-like receptor subfamily A, member 1 (KLRA1), 
mRNA 


NM 006546 


Homo sapiens IGF-II mRNA-binding protein 1 (IMP-1), mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 006497 


Homo sapiens hypermethylated in cancer 1 (HIC1), mRNA 


NM 004667 


Homo sapiens hect domain and RLD 2 (HERC2), mRNA 


NM 006527 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM_006496 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 


NM 006529 


Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 


NM 006530 


Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


NM_006581 


Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9), 
mRNA 


NM 006700 


Homo sapiens FLN29 gene product (FLN29), mRNA 


NM 006684 


Homo sapiens complement factor H-related 4 (FHR-4), mRNA 


NM 004113 


Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 


NM 006495 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


NM 006532 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 006566 


Homo sapiens adhesion glycoprotein (DNAM-1), mRNA 


NM 006639 


Homo sapiens cysteinyl leukotriene receptor 1 (CYSLT1), mRNA 


NM 006586 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


NM 006565 


Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 


NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan C) (CSPG5), 
mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 E1A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator of S phase kinase (ASK), mRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


NM 006670 


Homo sapiens 5T4 oncofetal trophoblast glycoprotein (5T4), mRNA 


NM_002069 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 1 (GNAIlVmRNA 


NM 001165 


Homo sapiens baculoviral IAP repeat-containing 3 (BIRC3), mRNA 


NMJ)00391 


Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 
Bielschowsky disease) (CLN2), mRNA 


NM 005440 


Homo sapiens GTP-binding protein Rho7 (RH07), mRNA 


NM 005346 


Homo sapiens heat shock 70kD protein IB (HSPA1B), mRNA 


NM 005345 


Homo sapiens heat shock 70kD protein 1 A (HSPA1A), mRNA 


NM 003545 


Homo sapiens H4 histone family, member J (H4FJ), mRNA 


NM 003543 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


NM 003540 


Homo sapiens H4 histone family, member C (H4FC), mRNA 


NM 003539 


Homo sapiens H4 histone family, member B (H4FB), mRNA 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), rnRNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (H1FT), mRNA 


NMJ)03752 


Homo sapiens eukaryotic translation initiation factor 3, subunit 8 (1 lOkD) 
(EIF3S8), mRNA 


NM 004929 


Homo sapiens calbindin 1, (28kD) (CALB1), mRNA 


NM 006122 


Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA 


NM_006301 


Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), 
mRNA 


NM 006299 


Homo sapiens zinc finger protein 193 (ZNF193), mRNA 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 
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NM 006385 


Homo sapiens zinc finger protein 21 1 (ZNF21 1), mRNA 
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NM 006296 


Homo sapiens vaccinia related kinase 2 (VRK2), mRNA 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NM_006294 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mRNA 


NM 006293 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIP2), 
mRNA 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


NM_006286 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 
mRNA 


NM_006284 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, H, 30kD (TAF2H), rnRNA 


NMJ)06342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mRNA 


NMJ)06283 


Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACC1), 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NMJW6280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


NM 006450 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute carrier family 21 (organic anion transporter), member 6 
(SLC21A6),mRNA 


NM_006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4C), mRNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 
mRNA 


NMJ)06379 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3C (SEMA3C), mRNA 


NMJJ06274 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 19 
(SCYA19),mRNA 


NM 006453 


- Homo sapiens transducin (beta)-like 3 (TBL3), mRNA 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


NM 006269 


Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RP1), mRNA 


NM 006355 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA i 


NMJ)06263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpha) (PSME1), mRNA 


NM 006262 


Homo sapiens peripherin (PRPH), mRNA 


NM_006261 


Homo sapiens prophet of Pit 1, paired-like homeodomain transcription factor 
(PROP1), mRNA 


NM 006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor (PRKRI), mRNA 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type II (PRKG2), mRNA 


NM 006257 


Homo sapiensprotein kinase C, theta (PRKCQ), mRNA ! 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM_006253 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit 
(PRKAB 1), mRNA 


NMJTO6252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 
(PRKAA2), mRNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 
(PRKAA1), mRNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


NMJ)06246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E), mRNA 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5D), mRNA 


NMJ)06244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PPP2R5B), mRNA 


NM 006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 
(PPP2R5A), mRNA 

-i J > 


NM_006241 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 
mRNA 


NMJ)06240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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NM 006236 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


NM 006235 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


NM 006231 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


NM_006358 


Homo sapiens solute carrier family 25 (mitochondrial carrier; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD51 -interacting protein (PIR51), mRNA 


NMJ)06223 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PIN4), mRNA 


NM 006222 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1- 
like (PIN1L), mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 

X X VX X J X * *mJ 

(PIN1), mRNA 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 

X XX # * X X ^ 1 X 

(PIK3CA), mRNA 


NM 006213 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM 006305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 
mRNA 


NM_006212 


Homo sapiens 6-phosphofructo-2-kinase/fi-uctose-2,6-biphosphatase 2 
(PFKFB2), mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


NM_006209 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(ENPP2), mRNA 


NMJ)06205 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 

X IX * X * * N * * 

mRNA 


NMJJ06204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


NM 006195 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NM 006193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


NM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NMJ)06186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTKK2), mRNA 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NMJ)06165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


NM 006158 


Homo sapiens neurofilament, light polypeptide (68kD) (NEFIA mRNA 


NM 006393 


Homo sapiens nebulette (NEBL\ mRNA 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


NMJ)06424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(SLC34A2), mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1Y mRNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NMJ)06457 

! 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(LIM), mRNA " " 


NM_006148 


Homo sapiens LIM and SH3 protein 1 (LASP1), mRNA 


NMJ)06383 

j 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (KIP2), mRNA 


NM_006459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


NM 006147 


Homo sapiens interferon regulatory factor 6 (IRF6\ mRNA 


NM 006332 


Homo sapiens interferon, gamma-inducible protein 30 QFI30V mRNA 


1 NM 006337 


Homo sapiens microspherule protein 1 (MCRS1), mRNA 


| NM_006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (HEF 1 ), mRNA 


NM 006143 


| Homo sapiens G protein-coupled receptor 19 (GPR191 mRNA 


NM 006302 


Homo sapiens glucosidase I (GCS1), mRNA 


NM 006478 


| Homo sapiens GAS2-related on chromosome 22 (GAR22). mRNA 


NMJ)06338 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 
(GAC1), mRNA 


NM 006360 


Homo sapiens dendritic cell protein (GA17), mRNA 


NM_006329 


Homo sapiens fibulin 5 (FBLN5), mRNA 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens Deleted in split-hand/split-foot 1 region (DSSR mRNA 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM_006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NMJ)06136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 
(CAPZA2), mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


NM 006333 


Homo sapiens nuclear DNA-binding protein (C 1 D), mRNA | 


NM 006419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
1 3 (B-cell chemoattractant) (SCYB 13), mRNA | 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297). mRNA 1 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mRNA 1 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA | 


NM_004466 


Homo sapiens glypican 5 (GPC5), mRNA \ 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 1 


NMJ)02856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 1 
(PVRL2), mRNA 


NMJ)01420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA | 


NM_000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA | 


| NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 1 
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NM_000482 I Homo sapiens apolipoprotein A-IV (APOA4), mRNA 
NM 0Q5953 I Homo sapiens metallothionein 2 A (MT2A), mRNA 



NM_005954 
NM 006007 



NMJ)06006 



NMJ)06004 
NMJ)06003 



' . M ^ 

Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 

Homo sapiens zinc finger protein 216 (ZNF216), mRNA 

Homo sapiens zinc finger protein 145 (Kruppel-like, expressed in promyelocytic 
leukemia) (ZNF145), mRNA 



NM 006088 



Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 

Homo sapipns ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRN A 
Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 



NM_005999 1 Homo sapiens translin-associated fa ctor X (TSNA3Q. mRNA 

\T\A nft/CAT 1 ) I tt • . 7. : — 1 — 1 " 



NM_006022 I Homo sapiens transforming growth factor beta-stimulated protein TSC-22 

/np SC22), mRNA 



NM 005998 1 Homo sapie ns chaperonin containing TCP1 , subunit 3 (gamm a) (CCT3) mRNA" 
NM 006073 Homo sapiens triadin (TRDN), mRNA 



NM_005997 I Homo sapiens transcription factor-like 1 (TCFL1), mRNA 
NMJ)061 1 6 I Homo sapiens transforming growth factor beta-activated kinase-binding protein 

1 1 (TAB1), inRNA 



NM 005989 I Homo sapiens aldo-keto reductase family 1 , member D 1 (delta 4-3-ketosteroid- 

5-beta-reductase) (AKR1D1), mRNA 



NMJW6080 
NMJ)06072 



Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain 
secreted, (semaphorin) 3A (SEMA3A), mRNA 

Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 



NM J)06 112 Homo sapi ens peptidylprolyl isomerase E (cyclophilin E) (PPEE), mRNA 
NM J)06 1 0 7 Homo sapiens acid-inducible phosphoprotein (OA48-1 8), m RNA 

NM_0Q6067 J Homo sapiens neighbor of COX4 ^OC4), mRNA 
NM 005969 Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 



NM 006058 



NM_006097 
NM 005955 



NM 005932 



NM 005931 



NM 006081 



NM 005930 



Homo sapiens Nef-associated factor 1 (NAF1), mRNA 



Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
^™ T ,2),mRNA 



Homo sapi ens metal-regulatory transcription factor 1 (MTF1), mRNA 



Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 

encoding mitochondrial pro tein, mRNA 

- _ 



Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 



Homo sapiens MHC binding factor, beta (MHCBFB). mRNA 



Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 



NM 005928 



NM 005926 



NM 005925 



Homo sapiens milk fat globule-EGF factor 8 protein (MFG E8V mRNA 



Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 



Homo sapiens meprin A. beta (MEP1B), mRNA 
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NM_005924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


MM_005920 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D), mRNA 


NM_005919 

• 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte enhancer factor 2B) (MEF2B), mRNA 


NMJ)05918 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 005917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


NM 005912 


Homo sapiens melanocortin 4 receptor (MC4R), mRNA 


NM 005911 


Homo sapiens methionine adenosyltransferase II, alpha (MAT2A), mRNA 


NM 005908 


Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 


NM 005907 


Homo sapiens marmosidase, alpha, class 1 A, member 1 (MAN1A1), mRNA 


NM_005898 


Homo sapiens membrane component, chromosome 11, surface marker 1 
(MllSl),mRNA 


NM 006060 


Homo sapiens zinc finger protein, subfamily 1A, 1 (Ikaros) (ZNFN1A1), mRNA 


NM 006059 


Homo sapiens laminin, gamma 3 (LAMC3), mRNA 


NM 006038 


Homo sapiens spermatogenesis associated PD1 (KJAA0757), mRNA 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens intracisternal A particle-promoted polypeptide (IPP), mRNA 


NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


NM_006120 


Homo sapiens major histocompatibility complex, class II, DM alpha (HLA- 
DMA), mRNA 


NM 006026 


Homo sapiens HI histone family, member X (H1FX), mRNA 


NM 006051 


Homo sapiens FE65-LDCE 2 (FE65L2), mRNA 


NMJ)06079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 2 (CITED2), mRNA 


NMJ)05894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA 


NM 006016 


Homo sapiens CD 1 64 antigen, sialomucin (CD 1 64), mRNA j 


NM_006078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NMJ)O603O 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 
(CACNA2D2), mRNA 


NM 006085 


Homo sapiens 3'(2'), 5'-bisphosphate nucleotidase 1 (BPNT1), mRNA 


NMJ)06015 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily f, member 1 (SMARCF1), mRNA 


NMJ)06066 


Homo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 
(AKR1A1), mRNA 


NM_0O5891 


Homo sapiens acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl Coenzyme A 
thiolase) (ACAT2), mRNA 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens carbonic anhydrase VIII (CA8), mRNA 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3 J, mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NMJ)05660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-like (UFDlL), mRNA 
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NM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 


NM 005802 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


NM 005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 


NM 005655 


Homo sapiens TGFB inducible early growth response (TIEG), mRNA 


NM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NMJ)05654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


NM 005885 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducin (betaVlike 1 (TBL1), mRNA 


NMJ)05645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, K, 18kD (TAF2K), mRNA 


NMJ)05643 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, 1, 28kD (TAF2I), mRNA 


NMJ)05641 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H E, 70/85kD (TAF2E), mRNA 


NM_005679 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, C, 1 lOkD (TAF1C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, A, 48kD (TAFIA), mRNA 


NM 005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 1 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


NM_005871 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 


NM_005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
member 8 (SLC6A8), mRNA 


NMJ)05630 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2),mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLC1A5), mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


NM 005877 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 


NM 005625 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


NMJ)05623 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SCYA8), mRNA 


NM_005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 


Homo sapiens FTK2 protein tyrosine kinase 2 (PTK2), mRNA 


NMJ)05789 

• 


Homo sapiens proteasome (prosome, macropain) activator subunit 3 (PA28 
gamma; Ki) (PSME3), mRNA 


NM 005672 


Homo sapiens prostate stem cell antigen (PSCA), mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


NM 005729 


Homo sapiens peptidylprolyl isomerase F (cyclqphilin F) (PPIF), mRNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


NM 005709 


Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-38), mRNA 


NM 005767 


Homo sapiens purinergic receptor (family A group 5) (?2Y5\ mRNA 


NMJ)05835 


Homo sapiens solute carrier family 17 (sodium phosphate), member 2 
(SLC17A2),mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor of p53-induced 
apoptosis-alpha) (NM23-H6), mRNA 


NM 005600 


Homo sapiens nitrilase 1 (NTTl), mRNA 


NM 005599 


Homo sapiens nescient helix loop helix 2 (NHLH2), mRNA 
* ■ i. \ /> 


NM 005598 


Homo sapiens nescient helix loop helix 1 (NHLH1), mRNA 


NM 005596 


Homo sapiens nuclear factor VB (NFIB), mRNA 


NM 005665 


Homo sapiens ecotropic. viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-polypeptide-associated complex alpha polypeptide 
(NACA), mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), mRNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), mRNA 


NM 005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 2 (LILRB2), mRNA 


NM 005588 


Homo sapiens meprin A, alpha (PABA peptide hydrolase) (MEP1 A), mRNA 


NMJ)05587 


Homo sapiens MADS box transcription enhancer factor 2. DolvDeotide A 
(myocyte enhancer factor 2A) (MEF2A), mRNA 


NM_005810 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLRG1) 
mRNA 


NM 005581 


Homo sapiens Lutheran blood group (Auberger b antigen included) (LU). mRNA 


NM 005578 


Homo sapiens LEVI domain-containing preferred translocation partner in lipoma 
(LPP), mRNA 


NM 005577 


Homo sapiens lipoprotein, Lp(a) (LPA), mRNA 


NM 005576 


Homo sapiens lysyl oxidase-like 1 (LOXL1), mRNA 


NM 005573 


Homo sapiens lamin Bl (LMNBl), mRNA 


NM 005572 


Homo sapiens lamin A/C (LMNA), mRNA 


NM 005568 


Homo sapiens LEVI homeobox protein 1 (LHX1), mRNA 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


NM 005566 


Homo sapiens lactate dehydrogenase A (LDHA), mRNA 


NM 005564 


Homo sapiens lipocalin 2 (oncogene 24p3) (LCN2), mRNA 


NM 005558 


Homo sapiens ladinin 1 (LAD1), mRNA 


NM 005556 


Homo sapiens keratin 7 (KRT7), mRNA 

1~ >> n 


NM_005557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16), mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KEFC3), mRNA 


NM 005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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NMJ)05549 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


NM 005548 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


NM 005547 


Homo sapiens involucrin (IVL), mRNA 


NM 005545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 
(ISLR), mRNA 


NM 005853 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA 


NM 005543 


Homo sapiens insulin-like 3 (Leydig cell) (1NSL3), mRNA 


NM 005542 


Homo sapiens insulin induced gene 1 (INSIG1), mRNA 


NM 005541 


Homo sapiens inositol polyphosphate-5 -phosphatase, 145kD (INPP5D), mRNA 


NM 005539 


Homo sapiens inositol polyphosphate-5 -phosphatase, 40kD (INPP5A), mRNA 


NM 005537 


Homo sapiens inhibitor of growth 1 family, member 1 (ING1), mRNA 


NM 005535 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 


NM 005532 


Homo sapiens interferon, alpha-inducible protein 27 (EFI27), mRNA 


NM 005531 


Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 


NM 005530 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (EDH3 A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


NM 005528 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


NM 005525 


Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 1 (HSD1 1B1), mRNA 


NM 005522 


Homo sapiens homeo box Al (HOXA1), mRNA 


NMJ305521 


Homo sapiens homeo box 1 1 (T-cell lymphoma 3 -associated breakpoint) 
(HOXllXmRNA 


NMJ)05518 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


NM 005515 


Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA 


NM 005712 


Homo sapiens HERV-H LTR-associating 1 (HHLA1), mRNA 


NM 005844 


Homo sapiens PERB 1 1 family member in MHC class I region (HCGIX), mRNA 


NM_005513 


Homo sapiens general transcription factor EE, polypeptide 1 (alpha subunit, 
56kD) (GTF2E1), mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NM 005684 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


NM 005512 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


NM_005851 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


NM 005740 


Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 


NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


NM 005800 


Homo sapiens highly charged protein (D13S106E), mRNA 


NMJ)05752 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 1 (cartilage-derived) (CLECSF1), mRNA 


NM 005507 


Homo sapiens cofilin 1 (non-muscle) (CFL1), mRNA 


NMJ)05825 


Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc fmger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM_005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 



489 



WO 03/074654 



PCT/US03/05028 



NMJ)05719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


NM 005883 


Homo sapiens adenomatous polyposis coli like (APCL), mRNA 


NM 005858 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


NM 002023 


Homo sapiens fibromodulin (FMOD), mRNA 


NMJ)00108 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
dehydrogenase complex) (DID), mRNA 


NM 001621 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


NM 001101 


Homo sapiens actin, beta (ACTS). mRNA 


NM 001100 


Homo sapiens actin, alpha 1, skeletal muscle (ACTA1), mRNA 


NM__0OO054 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 
(AVPR2), mRNA 


NM 005455 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


NM 005499 


Homo sapiens SUMO-1 activating enzyme subunit 2 (UBA2), mRNA 


NM 005427 


Homo sapiens tumor protein p73 (TP73), mRNA 


NMJ)05425 


Homo sapiens transition protein 2 (during hi stone to protamine replacement) 
(TNP2), mRNA 


NM_005424 


Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 
homology domains (TIE), mRNA 


NM__005423 


Homo sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2), mRNA 


NM 005422 


Homo sapiens tectorin alpha (TECTA), mRNA 


NM 005421 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE). mRNA 

. f. £2 — — — I- Q > £1 


NM 005418 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


NM 005416 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCAIP), mRNA 


NM_005412 


Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 
mRNA 


NM_005408 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 13 
(SCYA13),mRNA 


NMJ)05402 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 
(RALA), mRNA 


NM 005397 


Homo sapiens podocalyxin-like (PODXL), mRNA 


NM 005395 


Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 


NM 005394 


Homo sapiens postmeiotic segregation increased 2-like 8 (PMS2L8), mRNA 


NM 005390 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 


NM 005389 


Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 
(PCMT1), mRNA 


NM 005450 


Homo sapiens noggin (NOG), mRNA 


NM 005386 


Homo sapiens neuronatin (NNAT), mRNA 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


NM 005383 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM 005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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NM_005374 


Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member 2) (MPP2), mRNA 


NM 005373 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 


NMJ)05372 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


NM 005439 


Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


NM 005369 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


NM 005368 


Homo sapiens myoglobin (MB), mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


NM 005361 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


NM 005357 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM_005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


NM_005495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


NMJ)05456 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 
(MAPK8IP1), mRNA 


NM_005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


NM__005342 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 
(HMG4), mRNA 


NM 005341 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEMl), mRNA 

r a S- ^ n 


NMJ>05477 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 4 (HCN4), mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


NM 005334 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA 


NMJ)05333 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 
mRNA 


NM 005328 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NMJ>05327 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 
(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA 


NM 005321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


NM 005319 


Homo sapiens HI histone family, member 2 (H1F2), mRNA 


NM 005325 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 


NM 005318 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


NM 005459 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NM_005316 


Homo sapiens general transcription factor HH, polypeptide 1 (62kD subunit) 
(GTF2H1), mRNA 


NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 


Homo sapiens G protein-coupled receptor kinase 5 (GPRK5), mRNA 


NM 005286 


Homo sapiens G protein-coupled receptor 8 (GPR8), mRNA 


NM 005285 


Homo sapiens G protein-coupled receptor 7 (GPR7), mRNA 


NM 005284 


Homo sapiens G protein-coupled receptor 6 (GPR6), mRNA 


NM 005458 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA 


NM 005282 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


NM 005305 


Homo sapiens G protein-coupled receptor 42 (GPR42), mRNA 


NM 005304 


Homo sapiens G protein-coupled receptor 41 (GPR41), mRNA 


NM 005303 


Homo sapiens G protein-coupled receptor 40 (GPR40), mRNA 


NM 005281 


Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA 


NM_005302 


Homo sapiens G protein-coupled receptor 37 (endothelin receptor type B-like) 
(GPR37), mRNA 


NM 005301 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 


NM 005300 


Homo sapiens G protein-coupled receptor 34 (GPR34), mRNA 


NM 005299 


Homo sapiens G protein-coupled receptor 3 1 (GPR3 1), mRNA 


NM 005298 


Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM 005297 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 


NM 005296 


Homo sapiens G protein-coupled receptor 23 (GPR23), mRNA 


NM 005295 


Homo sapiens G protein-coupled receptor 22 (GPR22), mRNA 


NM 005294 


Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA 


NM 005293 


Homo sapiens G protein-coupled receptor 20 (GPR20), mRNA 


NM 005279 


Homo sapiens G protein-coupled receptor 1 (GPR1), mRNA 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPR15), mRNA 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 


NM 005276 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (GPD1), mRNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


NM 005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 
(GNG5), mRNA 


NMJ)05273 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 2 
(GNB2), mRNA 


NM 005271 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 


NMJ)05269 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 
mRNA 


NM 005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


NM_005251 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), 
mRNA 


NM 005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NMJJ05246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 
(FER), mRNA 


NMJ)05234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NMJ)05231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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NM 005227 


Homo sapiens ephrin-A4 (EFNA4), mRNA 


NM 005223 


Homo sapiens deoxyribonuclease I (DNASE1), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


NM 005220 


Homo sapiens distal-less homeo box 3 (DLX3), mRNA 


NM_005216 


Homo sapiens dolichyl-diphosphooligosaccharide-proteiri glycosyltransferase 
(DDOST), mRNA 


NM 005215 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


NMJ)05436 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thyroid- 1, (D10S170), mRNA 


NM 005214 


Homo sapiens cytotoxic T-lymphocyte-associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatin 8 (cystatin-related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NMJ)0521 1 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-frns) oncogene homolog (CSF1R), mRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NMJ)05195 


Homo sapiens CCAAT/enhancer binding protein (G/EBP), delta (CEBPD), 
mRNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (G/EBP), beta (CEBPB), 
mRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NMJ)05191 


Homo sapiens CD80 antigen (CD28 antigen ligand 1, B7-1 antigen) (CD80), 
mRNA 


NMJW5188 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence 
(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


NM 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


NM_005483 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAF1A), 
mRNA 


NM 005441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NMJ)05183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
(CACNA1F), mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NM 005448 


Homo sapiens bone morphogenetic protein 15 (BMP15), mRNA | 


NM 005178 


Homo sapiens B-cell CLL/lymphoma 3 (BCL3), mRNA 


NMJ)05177 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory protein 1 A (1 1 0/1 1 6kD) (ATP6N1 A), mRNA 


NM 005174 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


NM 005171 


Homo sapiens activating transcription factor 1 (ATF1), mRNA 


NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


NM 005166 


Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


NM 005165 


Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM 005121 


Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240), mRNA 


NM 005079 


Homo sapiens tumor protein D52 (TPD52), mRNA 


NM 005091 


Homo sapiens peptidoglycan recognition protein (PGLYRP), mRNA 


NMJ)05092 


Homo sapiens tumor necrosis factor (hgand) superfamily, member 18 
(TNFSF18), mRNA 


NMJW5118 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 15 
(TNFSF15), mRNA 


NM 005147 


Homo sapiens tumorous imaginal discs (Drosophila) homolog (TID1), mRNA 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


NMJ)05116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23A1), mRNA 


NM_005070 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


NM_005074 


Homo sapiens solute carrier family 17 (sodium phosphate), member 1 
(SLC17A1), mRNA 


NM_005073 


Homo sapiens solute carrier family 15 (oligopeptide transporter), member 1 
(SLC15A1), mRNA 


NM_005072 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
4 (SLC12A4), mRNA 


NM 005063 


Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


NM 005059 


Homo sapiens relaxin 2 (H2) (RLN2), mRNA 


NM 005045 


Homo sapiens reelin (RELN), mRNA 


NMJ)05058 


Homo sapiens RNA binding motif protein, Y chromosome, family 1, member Al 
(RBMY1A1), mRNA 


NM_005052 


Homo sapiens ras-related C3 botulinum toxin substrate 3 (rho family, small GTP 
binding protein Rac3) (RAC3), mRNA 


NM 005051 


Homo sapiens glutaminyl-tRNA synthetase (QARS), mRNA 


NM 005048 


Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 


NM 005044 


Homo sapiens protein kinase, X-linked (PRKX), mRNA 


NM 005043 


Homo sapiens mitogen-activated protein kinase kinase 7 (MAP2K7), mRNA 


NM 005042 


Homo sapiens proline-rich protein Haein subfamily 2 (PRH2), mRNA 


NM 005041 


Homo sapiens perforin 1 (prefonriing protein) (PRF1), mRNA 


NM 005040 


Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), mRNA 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRB1), mRNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


NMJ)05027 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide 2 (p85 
beta) (PDC3R2), mRNA 


NMJ)05026 


Homo sapiens phosphoinositide-3 -kinase, catalytic, delta polypeptide (PIK3CD), 
mRNA 


NM_005021 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 3 (ENPP3), 
mRNA 


NM 005019 


Homo sapiens phosphodiesterase 1 A, calmodulin-dependent (PDE1A), mRNA 


NM 005018 


Homo sapiens programmed cell death 1 (PDCD1), mRNA 


NM 005015 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), rnRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NM_005007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


NM_005004 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 
ASHI) (NDUFB8), mRNA 


NMJ)05001 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B 14.5a) (NDUFA7), mRNA 


NMJ)04988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEA1), mRNA 


NM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kinesin family member 5 A (KIF5A), mRNA 


NMJ)04983 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


NM_004982 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 
(KCNJ8), mRNA 


NM_000890 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


NMJW4981 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 


NMJJ05136 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2), mRNA 


NM_004980 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


NM_004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCND1), mRNA 


NM_004978 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


NM_004977 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 3 (KCNC3), mRNA 


NMJ)04976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, ' 
member 1 (KCNC1), mRNA ! 


NMJ)04975 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
1 (KCNB1), mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (DDE), mRNA 


NM 005143 


Homo sapiens haptoglobin (HP), mRNA 


NM_004965 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


NM_004963 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY2C), mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


NMJ)05145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


NM 005142 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NMJ)04960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5 Al), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene 1 (ETV1), mRNA 


NMJ)04955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 
(SLC29A1), mRNA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NMJM4953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 


NM 004952 


Homo sapiens ephrin-A3 (EFNA3), mRNA 


NM 004944 


Homo sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NM 005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 
mRNA 


NM 005139 


Homo sapiens annexin A3 (ANXA3), mRNA 


NM 000664 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexin A5 (ANXA5), mRNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM 004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mRNA 


NM 004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome (VCY). mRNA 


NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USP11), mRNA 


NMJ)04181 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 
(TJCHLl),mRNA 


NM 004223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


NMJ)04179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA 


NM_004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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NM 004613 


Homo sapiens transglutaminase 2 (C polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM2), mRNA 


NMJW4612 


Homo sapiens transforming growth factor, beta receptor I (activin A receptor 
type n-like kinase, 53kD) (TGFBR1), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


NM 004918 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


NM 004609 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA 


NM 004780 


Homo sapiens transcription elongation factor A (SII)-like 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


NM_004606 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, A, 250kD (TAP2A), mRNA 


NM 004710 


Homo sapiens synaptogyrin 2 (S YNGR2), mRNA 


NM 004711 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


NMJW4605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 
mRNA 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


NM 004603 


Homo sapiens syntaxin 1 A (brain) (STX1 A), mRNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


NM_004599 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 
mRNA 


NM_004176 


Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), 
mRNA 


NMJW0582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


NM 004189 


Homo sapiens SRY (sex determining region Y)-box 14 (SOX 14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


NM 004782 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


NMJ)04594 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


NMJ)04173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


NMJ)04211 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


NM_004858 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 
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NM_004727 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


NM_004172 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


NM_004171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)04731 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 7 (SLC16A7). mRNA 


NM_004695 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


NM 004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS1 1), mRNA 


NMJ)04636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


NMJ)04168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM 004591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20), mRNA 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16), mRNA 


NMJ)04588 


Homo sapiens sodium channel, voltage-gated, type IL beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NMJ)04755 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


NM_004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM 004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protein-like 5 (RECQL5), mRNA 


NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NMJ)04581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo sapiens RAB5A, member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM 004663 


Homo sapiens RAB1 1A, member RAS oncogene family (RAB1 1A), mRNA 


NM 004160 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NMJ)04159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 

— r ii- - Ul s \ J> _ 


NMJ)04157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type TL, alpha 
(PRKAR2A), mRNA 


NMJ)04758 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
1), mRNA 


NM_004576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA " ! 


NM_004156 


Homo sapiens protein phosphatase 2 (formerly 2 A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPEB), mRNA 


NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 


NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 



498 



WO 03/074654 



PCT/US03/05028 





(PITPNM), mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), niRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM_004567 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4 
(PFKFB4), mRNA 


NM_004566 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 
(PFKFB3), mRNA 


NMJ)04836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


NM_000437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


NM__004199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide II (P4HA2), mRNA 


NM_004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


NM 004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein pi 30 (PI 30), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM_004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


NM_004552 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM_004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM__004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3). mRNA 


NM 004145 


Homo sapiens myosin DOB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NMJW4143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NMJ)04225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASL1), mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA 


NM_004721 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


NM_002332 


Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 
receptor) (LRP1), mRNA 


NM 004793 


Homo sapiens protease, serine, 15 (PRSS15), mRNA 


NM 004789 


Homo sapiens L1M homeobox protein 2 (LHX2), mRNA 


NM_004863 


Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), 
mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM 004795 


Homo sapiens klotho (KL), mRNA 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


NM 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NMJ)04700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMB1), mRNA 


NM 004732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 


NM 004693 


Homo sapiens cytokeratin type II (K6HF), mRNA 


NM_004791 


Homo sapiens integrin, beta-like 1 (with EGF-like repeat domains) (ITGBL1), 
mRNA 


NM 004517 


Homo sapiens integrin-linked kinase (ILK), mRNA 


NM 004514 


Homo sapiens interleukin enhancer binding factor 1 (ILF1), mRNA 


NM 004633 


Homo sapiens interleukin 1 receptor, type II (IL1R2), mRNA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (IL16), mRNA 


NM 004512 


Homo sapiens interleukin 1 1 receptor, alpha (IL1 IRA), mRNA 


NM 004258 


Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 


NM 004135 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), mRNA 


NM 004134 


Homo sapiens heat shock 70kD protein 9B (mortalin-2) (HSPA9B), mRNA 


NM 004697 


Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 


NMJ)04698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3 A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 
(MAP4K4), mRNA 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NMJ)04493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type H (HADH2), 
mRNA 
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NM.004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 
(H GS165L15.1),mRNA 


NM 004893 


Homo sapiens H2A histone family, member Y (H2AFY), mRNA 


NM 004130 


Homo sapiens glycogenin (GYG), mRNA 


NM 004286 


Homo sapiens GTP binding protein 1 (GTPBP1), mRNA 


NM 004128 


Homo sapiens general transcription factor HF, polypeptide 2 (30kD subunit) 
(GTF2F2), mRNA 


NM 004491 


Homo sapiens glucocorticoid receptor DNA binding factor 1 (GRLF1), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (GRB14), mRNA 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (GOSR1), mRNA 


NM_004487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), 1 (GOLGB1), mRNA 


NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 (GNG1 1), mRNA 


NM 004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 
(GNA14), mRNA 


NM 004246 


Homo sapiens glucagon-like peptide 2 receptor (GLP2R), mRNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLAl), mRNA 


NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), mRNA 


NM_004188 


Homo sapiens growth factor independent IB (potential regulator of CDKN1A, 
translocated in CML) (GFI1B), mRNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM_004751 


Homo sapiens glucosaminyl (N-acetyl) transferase 3. mucin type (GCNT3), 
mRNA 


NM 004193 


Homo sapiens golgi-specific brefeldin A resistance factor 1 (GBF1), mRNA 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


NM_004476 


Homo sapiens folate hydrolase (prostate-specific membrane antigen) 1 (FOLH1), 
mRNA 


NM 004119 


Homo sapiens fins-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillin 2 (FLOT2), mRNA 


NM 004472 


Homo sapiens forkhead box Dl (FOXD1), mRNA 


NM 004471 


Homo sapiens forkhead box G1A (FOXG1A), mRNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXD2), mRNA 


NMJ)04469 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 
(FIGF), mRNA 


NM 004468 


Homo sapiens four and a half LIM domains 3 (FHL3), mRNA 


NM 004462 


Homo sapiens farnesyl-diphosphate farnesyltransferase 1 (FDFT1), mRNA 


NM 004107 


Homo sapiens Fc fragment of IgG, receptor, transporter, alpha (FCGRD. mRNA 


NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


Homo sapiens coagulation factor II (thrombin) receptor-like 2 (F2RL2), mRNA 


NM 004235 


Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NMJ)04453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM_004447 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
raRNA 


NM 004446 


Homo sapiens glutamyl -prolyl-tRNA synthetase (EPRS), mRNA 


NM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


NM_004099 


Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 
mRNA 


NMJ)04437 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH- 
linked) (EPB41), mRNA 


NMJJ04435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_0 04434 


Homo sapiens echinoderm microtubule-associated protein-like (EMAPL), 
mRNA 


NM 004433 


Homo sapiens E74-like factor 3 (ets domain transcription factor, epithelial- 
specific ) (ELF3), mRNA 


NM_004096 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 
(HF4EBP2), mRNA 


NM_004095 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 
(EIF4EBP1), mRNA 


NM 004430 


Homo sapiens early growth response 3 (EGR3), mRNA 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


NM 004429 


Homo sapiens ephrin-Bl (EFNB1), mRNA 


NM 004428 


Homo sapiens ephrin-Al (EFNA1), mRNA 


NM 004867 


Homo sapiens integral membrane protein 2A (ITM2A), mRNA 


NM 004415 


Homo sapiens desmoplakin (DPI, DPII) (DSP), mRNA 


NM_004760 


Homo sapiens serine/threonine kinase 17a (apoptosis-inducing) (STK17A), 
mRNA 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1), mRNA 


NM 004088 


Homo sapiens deoxynucleotidyltransferase, terminal (DNTT), mRNA 


NM 004412 


Homo sapiens DNA (cytosine-5-)-methyltransferase 2 (DNMT2), mRNA 


NM 004411 


Homo sapiens dynein, cytoplasmic, intermediate polypeptide 1 (DNCI1), mRNA 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), mRNA 


NM_004746 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
(DLGAP1), mRNA 


NM 004747 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 


NM_004900 


Homo sapiens phorbolin (similar to apolipoprotein B mRNA editing protein) 
(DJ742C 19.2), mRNA 


NM_004404 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
5 (NEDD5), mRNA 


NM 004402 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated DNase) (DFFB), mRNA 


NM 004401 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
mRNA 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 


NM 004734 


Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKL1), mRNA 


NM 004394 


Homo sapiens death-associated protein (DAP), mRNA 


NMJ)04393 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NMJ)04229 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
(150kD) (CRSP2),mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NMJ)04861 


Homo sapiens cerebroside (3'-phosphoadenylylsulfate:galactosylceraTnide 3 1 ) 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA | 


NM 004384 


Homo sapiens casein kinase 1 , gamma 3 (CSNK1G3), mRNA | 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA j 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA | 


NM_004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA | 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA | 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA | 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA | 


NMJ)04074 


Homo sapiens cytochrome c oxidase subunit VUI (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


1 NMJ)04766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA j 


NM_004645 


Homo sapiens coilin (COIL), mRNA | 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA | 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA | 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM_004071 


Homo sapiens CDC-like kinasel (CLK1), mRNA | 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA ] 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA | 


NMJ)04804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA | 


NM__004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 1 


| NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA | 


NMJ)04284 


Homo sapiens chromodomain helicase DNA binding protein 1 -like (CHD 1 L), 
mRNA j 


NM 004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA | 


1 NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA | 


NMJ)04233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin | 
superfamily) (CD83), mRNA | 


NMJ)04356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA ' " [ 


NM 004357 


Homo sapiens CD 1 5 1 antigen (CD 151), mRNA | 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA | 


NMJ304349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA | 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA | 


NMJ)00722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 | 
(CACNA2D 1 ), mRNA | 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 1 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 j 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), | 
mRNA x J 
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NM 004329 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1 A), mRNA 


NM 004827 


Homo sapiens ATP -binding cassette, sub-family G (WHITE), member 2 
(ABCG2), mRNA 


NM 004326 


Homo sapiens B-cell CLL/lymphoma 9 (BCL9), mRNA 


NM 004765 


Homo sapiens B-cell CLL/lymphoma 7C (BCL7C), mRNA 


NM 004324 


Homo sapiens BCL2-associated X protein (B AX), mRNA 


NMJ)04656 


Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-terminal 
hydrolase) (BAP1), mRNA 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NMJ)04888 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
21kD (ATP6F), mRNA 


NMJW4Q46 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


NMJ)01683 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 2 (ATP2B2), 
mRNA 


NM 004314 


Homo sapiens ADP-ribosyltransferase 1 (ART1), mRNA 


NM 004313 


Homo sapiens arrestin, beta 2 (ARRB2), mRNA 


NM 004312 


Homo sapiens arrestin 3, retmal (X-arrestm) (ARR3), mRNA 


NM 004311 


Homo sapiens ADP-nbosylation factor-like 3 (ARL3), mRNA 


NM 004675 


Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


NM 004310 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 


NM 004309 


Homo sapiens Rho GDP dissociation inhibitor (GDI) alpha (ARHGDIA), mRNA 


NM 004308 


Homo sapiens Rho GTPase activating protein 1 (ARHGAP1), mRNA 


NM 004040 


Homo sapiens ras homolog gene family, member B (ARHB), mRNA 


NM 004290 


Homo sapiens ring finger protein 14 (RNF14), mRNA 


NM 004797 


Homo sapiens adipose most abundant gene transcript 1 (APM1), mRNA 


NM 004039 


Homo sapiens annexin A2 (ANXA2), mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


NM 004038 


Homo sapiens amylase, alpha 1A; salivary (AMY1 A), mRNA 


NM 004305 


Homo sapiens bridging integrator 1 (BIN1), mRNA 


NM 004857 


Homo sapiens A kinase (PRKA) anchor protein 5 (AKAP5), mRNA 


NM 004833 


Homo sapiens absent in melanoma 2 (AIM2), mRNA 


NMJ)04208 


Homo sapiens programmed cell death 8 (apoptosis-inducing factor) (PDCD8), 
mRNA 


NM 002199 


Homo sapiens interferon regulatory factor 2 (IRF2), mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


NM 001567 


Homo sapiens inositol polyphosphate phosphatase-like 1 (TNPPL1), mRNA 


NM 002194 


Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


NM 000165 


Homo sapiens gap junction protein, alpha 1, 43kD (connexin 43) (GJA1), mRNA 


NM_001999 


Homo sapiens fibrillin 2 (congenital contractural arachnodactyly) (FBN2), 
mRNA 


NM 001937 


Homo sapiens dennatoponnnJDPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOKl), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IHC, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1), mRNA 


NM 002097 


Homo sapiens general transcription factor IttA f GTF3A), mRNA ! 


NMJ)03205 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 1 
factors 4) (TCF 1 2), mRNA I 


NM 000440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 1 
mRNA 


NM_000806 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 1 j 
(GABRA1), mRNA 


NM 001809 


Homo sapiens centromere protein A ( 1 7kD) (CENPA), mRNA \ 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA f 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA | 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA \ 


NMJ)00395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity I 
(granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


| Homo sapiens myotubular myopathy 1 (MTM1), mRNA I 


NM_000229 


1 Homo sapiens lecithin-cholesterol acyltransferase (LCAT), nuclear gene I 
encoding mitochondrial protein, mRNA 


NM 000224 


1 Homo sapiens keratin 1 8 (KRT1 8), mRNA 1 


NM_000211 


1 Homo sapiens integrin, beta 2 (antigen CD1 8 (p95), lymphocyte function- j 

associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
1 mRNA 


NM 000208 


Homo sapiens insulin receptor (INSR), mRNA | 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined I 
immunodeficiency) (IL2RG), mRNA 


NM 000416 


Homo sapiens interferon gamma receptor 1 (1FNGR1), mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (ICAM1), mRNA 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
(ABCA4), mRNA I 


NM 000110 


Homo sapiens mhydropyrimidine dehydrogenase (DPYD). mRNA 1 


NM 000375 


Homo sapiens uroporphyrinogen EI synthase (congenital erythropoietic 
porphyria) (UROS), mRNA 


NM_000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA | 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 1 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA j 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA | 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA j 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA | 


NMJ)00348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NMJ>00340 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 t 
(SLC2A2), mRNA j 


NM_OO0338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (SLC 1 2 A 1 ), mRNA 


NMJ)00231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) j 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 | 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine J 
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hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), niRNA 


NMJ)00282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA). 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of 
hepatocyte nuclear factor 1 alpha (TCF1) (PCBD), mRNA 


NM 000277 


Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


NMJ)00436 


Homo sapiens 3-oxoacid CoA transferase (OXCT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000273 


Homo sapiens ocular albinism 1 (Nettleship-Falls) (OA1), mRNA 


NM 000272 


Homo sapiens nephronophthisis 1 (juvenile) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 


NMJ)00269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 

- XL i , / v 11 


NM_000267 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NF1), mRNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA 


NM 000266 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


Homo sapiens N-acerylgalactosaminidase, alpha- (NAGA), mRNA 


NM_000261 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


NMJ)00258 


Homo sapiens mvosin, light polypeptide 3, alkali: ventricular, skeletal, slow 
(MYL3), mRNA 


NM 000432 


Homo sattiens mvosin. lieht Dolvoeotide 2. reeulatorv. cardiac, slow (MYL2V 
mRNA 


NMJ)00257 


Homo sapiens mvosin. heaw polypeptide 7, cardiac muscle, beta (MYH7). 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK). mRNA 


NMJ)00255 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)00254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NMJ)00253 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, 88kD) 
(MTP), mRNA 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000248 


Homo sapiens microphthalmia-associated transcription factor (M1TF), mRNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


NM_000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1 A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAO A), nuclear gene encoding 
mitochondrial protein, mRNA 
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NMJ)00428 


Homo sapiens latent transforming growth factor beta binding protein 2 (LTBP2), 
mRNA 


NMJW0238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 (KCNH2), mRNA 


NM 000237 


Homo sapiens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


NM 000236 


Homo sapiens lipase, hepatic (LEPC), mRNA 


NM 000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 
(LIPA), mRNA 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NMJW0233 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


NMJ)00228 


Homo sapiens laminin, beta 3 (nicein (125kD), kalinin (140kD), BM600 
(125kD)) (LAMB3), mRNA 


NM_000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mRNA 


NMJ)00226 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 
mRNA 


NM 000422 


Homo sapiens keratin 17 (KRT17), mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


NM 000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRT 1 0), mRNA 


NMJJ00222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NM_000218 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 
(KCNQ1), mRNA 


NMJ)00219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(KCNE1), mRNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNA1), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM_000215 


Homo sapiens Janus kinase 3 (a protein tyrosine kinase, leukocyte) (JAK3), 
mRNA 


NM_000212 


Homo sapiens integrin, beta 3 (platelet glycoprotein Ilia, antigen CD61) 
(ITGB3), mRNA 


NM__000209 


Homo sapiens insulin promoter factor 1, homeodomain transcription factor 
(IPF1), mRNA 


NM 000207 


Homo sapiens insulin (INS), mRNA 


NM 000418 


Homo sapiens interleukin 4 receptor (IL4R), mRNA 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


NM 000203 


Homo sapiens iduronidase, alpha-L- (IDUA), mRNA 


NM 000415 


Homo sapiens islet amyloid polypeptide (IAPP), mRNA 


NM 000200 


Homo sapiens histatin 3 (HTN3), mRNA' 


NM 001538 


Homo sapiens heat shock transcription factor 4 (HSF4), mRNA 


NM 000859 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 



Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 



NM 001486 



Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA 



NM 000820 



Homo sapiens growth arrest-specific 6 (GAS6), mRNA 



NM 000155 



NM 000153 



Homo sapiens galactose- 1 -phosphate uridylyltransferase (GALT), mRNA 



Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 



NM 000816 



NM 000815 



Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 
(GABRG2), mRNA 



Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD) 
mRNA 



NM 000811 



Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 6 
(GABRA6), mRNA 



NM 000809 



Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 



NM 000808 



NM 000807 



Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 3 
(GABRA3), mRNA 



Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 2 
(GABRA2), mRNA 



NM 000151 



Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type I, 
von Gierke disease) (G6PC), mRNA 



NM 001452 



Homo sapiens forkhead box F2 (FOXF2), mRNA 

Homo sapiens fibrillin 1 (Marfan syndrome) (FBN1), mRNA 

Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 

SaoienS fattV acid binding nrntei'n 6 ilpsl Awictrrrtrnriirrt PR A RP^ ™VD"N 



NM 000138 



NM 000136 



NM 001445 



NM 001442 



Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 
Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 



NM 001443 



Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 



NM 001441 



Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 



Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 



NM 000401 



NM 000127 



Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 



NM 001433 



Homo sapiens ER to nucleus signalling 1 (ERN1), mRNA 



NM 000122 



Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 
(ERCC3), mRNA 



NM 000121 



Homo sapiens erythropoietin receptor (EPQR), mRNA 



NM 000120 



Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA 
Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 
Homo sapiens El A binding orotein d300 fEP300Y mRNA 



NM 000119 



NM 001429 



NM 000118 



Homo sapiens El A binding protein p3Q0 (EP300), mRNA 

TT "IT * -m -m m s ^— « -a « 



NM 000117 



Homo sapiens endoglin (Osler-Rendu-Weber syndrome 1) (ENG), mRNA 



Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 



NM 001422 



NM 000114 



Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), mRNA 



NM 001393 



Homo sapiens endothelial 3 (EDN3), mRNA 



NM 000112 



Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 



NM 001382 



Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(SLC26A2), mRNA 



Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 

acetylglucosaminephosphotransferase 1 (GlcNAc-l-P transferase) (DPAGT1) 
mRNA 



NM 001365 



Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 



NM 000792 



NM 001358 



Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 



NM 000107 



Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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Ml 001348 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


NM 000554 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM 000096 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM 000095 

TATA W Tr \f V ^ +r 


Homo sapiens cartilage olieomeric matrix nrotein foseudoachondronlasia 
epiphyseal dysplasia 1, multiple) fCOMP), mRNA 


NM.000392 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 2 
(ABCC2), mRNA 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM 000084 


Homo sapiens chloride channel 5 /henhrolithiasis 2 X-linked Dent di<?ea<?e) 
(CLCN5), mRNA 


NM 001279 


Homo sapiens cell death-inducine DFFA-like effector a ( CIDEA) mRNA 


NM 000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NM 000751 


Homo sani ens cholinergic recentor nicotinic delta nolvnenridp fnTRNTVl 
mRNA 


NM 000747 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 
(CHRNB1), mRNA 


NMJ00079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNA1), mRNA 


NM 001273 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma ( CETP). mRNA 


NM 000076 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), 
mRNA 


NM 001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen rCD68^ mRNA 


NMJ00074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome^ CTNFSFS'i mRNA 

"J X***l VlilV^ ^JLA^Jl ux )y X XXJLVX 1 XL 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


NM 001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 
mRNA 


NM 001248 


Homo sapiens ectonucleoside triphosphate diphosohohvdrolase 3 CENTPD31 
mRNA 


NM JO 1246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


NM 000072 


Homo sapiens CD36 antieen fcollaeen tvne I receptor thrombosmondin recentor^ 
(CD36), mRNA 


NM 000591 


Homo sapiens CD14 antieen CCD14), mRNA 


NM 000071 


Homo sapiens cvstathionine-beta-SYnthase (CBS). mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NMJ00069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


Homo sapiens complement component 8, gamma polypeptide (C8G). mRNA 


NM 000066 


Homo sapiens complement component 8, beta polypeptide (C8B), mRNA 


NM 000562 


Homo sapiens complement component 8, alpha polypeptide (C8A), mRNA ! 


NM 000587 


Homo sapiens complement component 7 fC7), mRNA H 


NM 000064 


Homo sapiens complement component 3 (C3), mRNA 1 


NM 000061 


Homo sapiens Bruton agammaglobulinemia tyrosine kinase (BTK). mRNA 1 


NM 001206 


Homo sapiens basic transcription element binding protein 1 (BTEB1), mRNA | 


NM 000060 


Homo sapiens biotinidase (BTD), mRNA 


NM 001201 


Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 1 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA | 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


NM 000057 


Homo sapiens Bloom syndrome (BLM), mRNA 

*- . \ */9 J 


NM 001198 


Homo sapiens PR domain containing 1 * with ZNF domain (PRDM1\ mRNA 1 


NM 001196 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA | 


NMJ)00056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide ! 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA [ 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exchanging, beta Dolvoentide CATP4B^ mRNA 1 


NMJ)00049 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) CASPAR 
mRNA 


NM 000046 


Homo sapiens arylsulfatase B (ARSB), mRNA 1 

C v /? 


NM_000639 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 6 (TNFSF6), 1 

A X M W JF J www -w- B w wj -w^- -w w w*. ^* » <0» ■ ■ 1 

mRNA 


NM 000042 


Homo sapiens apolipoprotein H (beta-2-glycoprotein I) (APOH), mRNA ! 


NM 000041 


Homo sapiens apolipoprotein E (APOE), mRNA I 


NM_000040 


Homo sapiens apolipoprotein C-in (APOC3), mRNA | 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA I 


NM 000038 


Homo sapiens adenomatosis polyposis coli (APC), mRNA I 


NM 001157 


Homo sapiens annexin Al 1 (ANXA1 1), mRNA | 


NM 001147 


Homo sapiens angiopoietin 2 (ANGPT2), mRNA | 


NM 001145 


Homo sapiens angiogenic ribonuclease, RNase A family, 5 (ANG), mRNA 


NMJ)00036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPDD 1 
mRNA | 


NM 001141 


Homo sapiens arachidonate 15-lipoxygenase, second type (ALOX15B) mRNA 


NM 000035 


Homo sapiens aldolase B, fructose-bisphosphate (ALDOB), mRNA 


NM 000034 


Homo sapiens aldolase A, fructose-bisphosphate (ALDOA), mRNA 1 

jl w ^ » w^w/ wv-wr »rf w^ A wT wr w • W wr w ^ » \ A JwJfcw"ww^ w. 4b ■ ■ T.-^. ^ww 1 A Jw 


NM_000032 


Homo sapiens aminolevulinate, delta-, synthase 2 (sideroblastic/hvoochromic 1 
anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA j 


NMJ)00030 


Homo sapiens alanine-glyoxylate aminotransferase (oxalosis I; hyperoxaluria I; i 
glycolicaciduria; serine-pyruvate aminotransferase) (AGXT), mRNA 


NM 001126 


Homo sapiens adenylosuccinate synthase (ADSS), mRNA j 


NM 000684 


Homo sapiens adrenergic, beta- 1 -, receptor (ADRB 1 ), mRNA 


NM 001125 


Homo sapiens ADP-ribosvlaminine hydrolase (ADPRH), mRNA 


NM 001116 


Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 


NM 001115 


Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAM8), mRNA ! 


NMJ)0U10 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA | 
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NM 001104 


Homo sapiens actinin, alpha 3 (ACTN3), mRNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NM_001043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenaline member 2 (SLC6A2), mRNA 


NM_000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralemmin (PALM), mRNA 


NM 002443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NMJ)02243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15), mRNA 


NM 001534 


Homo sapiens homeo box 1 Hike 1 (HOX1 1L1), mRNA 


NM 001454 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NMJ)04001 


Homo sapiens Fc fragment of IgG, low affinity lib, receptor for (CD32) 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHBL1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM 003461 


Homo sapiens zyxin (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM_003459 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HFF7, HTF10) (ZNF91), mRNA 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM„003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc finger protein 74 (Cos52) (ZNF74), mRNA 


NMJ)03425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
polypeptide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NM_003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF1 65), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


NM 003443 


Homo sapiens zinc finger protein 151 (pH2^-67) (ZNF151), mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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1 NM 003411 


1 Homo sapiens zinc finger protein, Y-linked (ZFY), mRNA 


NM 003410 


1 Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM_003405 


1 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NMJ)03404 


1 Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


NM_000380 


1 Homo sapiens xeroderma pigmentosum, complementation group A OOP A), 
mRNA 


NM 003931 


I Homo sapiens WAS protein family, member 1 (WASF1), mRNA 


NM 003384 


1 Homo sapiens vaccinia related kinase 1 (VRK1), mRNA 


NM 003383 


1 Homo sapiens very low density lipoprotein receptor (VLDLR), mRNA 


NM 003382 


| Homo sapiens vasoactive intestinal peptide receptor 2 (VBPR2), mRNA 


NM_003381 


1 Homo sapiens vasoactive intestinal peptide (VIP), mRNA 


NM 003380 


1 Homo sapiens vimentin (VIM), mRNA 


NM 003377 


1 Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM 003376 


I Homo sapiens vascular endothelial growth factor (VEGF), mRNA 


NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamin D3) receptor (VDR), mRNA 


NM 003375 


| Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 


1 Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM 003371 


| Homo sapiens vav 2 oncogene (VAV2), mRNA 


NMJ)03370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM_003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NMJW3577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 j 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7) 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


NM 003363 
NM 003368 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


Homo sapiens ubiquitin specific protease 1 (XJSP1), mRNA 


NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13), mRNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NMJ)03366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NM_003365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


NM 003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NMJ)03361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA 


NM_003709 1 Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
galactosyltransferase) (TJGT8), mRNA 


NM_001074 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7). 
mRNA 


NMJJ01077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mRNA 


NM.001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15) 
mRNA 


NMJ)01075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10) 
mRNA 


NM 003359 


Homo sapiens UDP-elucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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1 NM 003357 


1 Homo sapiens uteroglobin (UGB), mRNA 


NM 003352 


Homo sapiens ubiquitin-like 1 (sentrin) (UBL1), mRNA 


I NM 003347 


I Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), mRNA 


1 NMJ)03337 


Homo sapiens ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B), 
mRNA 


NMJ)03336 


I Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 
mRNA 


NM 003335 


1 Homo sapiens ubiquitin-activating enzyme El-like (UBE1L), mRNA 


NM 000550 


1 Homo sapiens ryrosinase-related protein 1 (TYRP1), mRNA 


NM 000372 


1 Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA | 


NM 001071 


| Homo sapiens thymidylate synthetase (TYMS), mRNA | 


1 NM_003331 


1 Homo sapiens tyrosine kinase 2 (TYK2), mRNA | 


NM 003330 


1 Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA | 


NM 003329 


1 Homo sapiens thioredoxin (TXN), mRNA | 


NM 003328 


1 Homo sapiens TXK tyrosine kinase (TXK), mRNA | 


NM 003324 


1 Homo sapiens tubby like protein 3 (TULP3), mRNA | 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA | 


NM 003321 


[ Homo sapiens Tu translation elongation factor, mitochondrial (TUFM), mRNA | 


NM 001070 


1 Homo sapiens tubulin, gamma 1 (TUBG1), mRNA | 


NM 001069 


I Homo sapiens tubulin, beta polypeptide (TUBB), mRNA | 


NM 000371 


I Homo sapiens transthyretin (prealbumin, amyloidosis type I) (TTR), mRNA 


NMJ)00370 


1 Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich-like) with 
vitamin E deficiency) (ITPA), mRNA 


NM 003319 


Homo sapiens titin (TTN), mRNA | 


1 NM_003318 


Homo sapiens TTK protein kinase (TTK), rnRNA | 


I NM 003317 


! Homo sapiens thyroid transcription factor 1 (TITF1), mRNA 


NM 003315 


Homo sapiens tetratricopeptide repeat domain 2 (TTC2), mRNA 


NM_003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA | 


NM 003311 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


NM 003310 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 


1 NM_000549 1 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA | 


1 NM_003496 


Homo sapiens transformation/transcription domain-associated protein (TRRAP), 
mRNA J 


NM 003301 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA | 


NMJ)03299 


Homo sapiens tumor rejection antigen (gp96) 1 (TRA1), mRNA i 


NMJ)03298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 1 


NM_003296 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA | 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


NM_ 003595 


Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), mRNA | 


NMJ)03292 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 
mRNA 


NM 003291 


Homo sapiens tripeptidyl peptidase II (TPP2), mRNA ! 


NM 000547 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
protein, mRNA | 


NM 003290 | 


Homo sapiens tropomyosin 4 (TPM4), mRNA ) 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA | 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA | 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA ) 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA | 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA | 
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NM 003935 


1 Homo sapiens topoisomerase (DNA) HI beta (TOP3B), mRNA | 


NM 001067 


Homo sapiens topoisomerase (DNA) II alpha (170kD) (TOP2A), mRNA 


NM 003285 


Homo sapiens tenascin R (restrictin, janusin) (TNR), mRNA | 


NM_003284 


I Homo sapiens transition protein 1 (during histone to protamine replacement) 1 
|(TNPl),mRNA | 


NM 000364 1 Homo sapiens troponin TZ cardiac (TNNT2). mRNA 1 


NM 003283 


1 Homo sapiens troponin Tl , skeletal, slow (TNNT1). mRNA i 


NM 000363 


Homo sapiens troponin I, cardiac (TNNI3), mRNA 


NM_003282 


1 Homo sapiens troponin I, skeletal, fast fTNNI2) mRNA \ 


NM 003281 


Homo sapiens troponin I, skeletal, slow (TNNI1), mRNA 


NM 003279 


1 Homo sapiens troponin C2. fast (TNNC2^ mRNA j 


NM_003280 


Homo sapiens troponin C, slow (TNNC1), mRNA | 


NM 003985 


I Homo saDiens tvroj?ine kina«;f* nftn-rp-ppiitnr 1 rTTsTK'li mPTSJA 


NMJ)01244 


1 Homo sapiens tumor necrosis factor (Hgand) superfamily, member 8 (TNFSF8) 
mRNA " 


NMJ)01252 


1 Homo sapiens tumor necrosis factor (hgand) superfamily, member 7 (TNFSF7) I 
mRNA 


NM_003326 


1 Homo sapiens tumor necrosis factor (Hgand) superfamily, member 4 (tax- 

tranSCriDtionallv antivatpfl alvrnnrfitp-m 1 3dVTY\ /TNTCQTy/n *v»T>XTA I 


NMJ)03808 


I Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 
(TNFSF13, mRNA 


NMJ>03809 


1 Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 | 
(TNFSF12, mRNA 


NM_0O381O 


| Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 I 
(TNFSF10, mRNA 


NMJ)01243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 ! 
(TNFRSF8 1 ) mRNA 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 ! 
(TNFRSF7) mRNA 


NMJ)00043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 i 
(TNFRSF4), mRNA 


NMJ)01066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB ' 
(TNFRSF1B) mRNA 


NM__001065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSF1A, mRNA 1 


NMJM192 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 7 | 
(TNFRSF17) mRNA 

V **ui j. / J, 1 1 AX VX i ix f 


NMJ)03820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 j 
(herpesvirus entry mediator) (TNFRSF 1 4), mRNA 


NMJ)03790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
(osteoprotegerin) (TNFRSF 1 IB), mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a activator 1 
of NFKB (TNFRSF1 1 A), mRNA 


NMJ)03840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF 1 0D), mRNA | 


NMJ03842 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 0b 1 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily member 10a | 
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(TNFRSF 1 OA), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


NMJ)03692 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NMJ)03272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM_003269 


Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA i 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


NMJ)03254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMP1), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


NM_000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1). mRNA 


NM 003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 


NMJ)03243 


Homo sapiens transforming growth factor, beta receptor HI (betaglycan. 300kD) 
(TGFBR3), mRNA 


NMJW3242 


Homo sapiens transforming growth factor, beta receptor II (70-80kD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM 003239 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRQ, mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NMJ)03225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 


Homo sapiens telomerase reverse transcriptase (TERT), mRNA 


NM 003673 


Homo sapiens titin-cap (telethonin) (TCAP), mRNA 


NM 003217 


Homo sapiens testis enhanced gene transcript (TEGT), mRNA 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domain family member 4 (TEAD4), mRNA 


NM 003211 


Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA j 


NM_001062 


Homo sapiens transcobalamin I (vitamin B 12 binding protein, R binder family) ] 
(TCN1), mRNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA I 


NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- i 
like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription factor 4 (TCF4), mRNA ~1 


NM 003206 


Homo sapiens transcription factor 21 (TCF2 1), mRNA 


NM 000545 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor ! 
(HNF 1 ), albumin proximal factor (TCF 1 ), mRNA 


NMJ)03198 


Homo sapiens transcription elongation factor B (SIH), polypeptide 3(11 OkD, j 
elongin A) (TCEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box binding protein (TBP), mRNA 1 


NM 003192 


Homo sapiens tubulin-specific chaperone c (TBCC), mRNA ! 


NM_000116 


Homo sapiens tafazzin (cardiomyopathy, dilated 3A (X-linked); endocardial j 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding j 
mitochondrial protein, mRNA j 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 1 


NMJ)03188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), I 
mRNA 


NM 003487 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, N, 68kD (RNA-binding protein 56) (TAF2N), mRNA I 


NM_003187 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 1 
polymerase H, G, 32kD (TAF2G), mRNA 


NM 001057 


Homo sapiens tachykinin receptor 2 (TACR2), mRNA j 


NM 003180 


Homo sapiens synaptotagmin 5 (SYT5), mRNA | 


NM 003895 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA ] 


NM 003490 


Homo sapiens synapsin EI (SYN3), mRNA 


NM 003178 


Homo sapiens synapsin E (SYN2), mRNA j 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA | 


NM_003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 1 
(DHEA) -preferring, member 1 (SULT2A1), mRNA ! 


NMJM056 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 1 (SULT1C1), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2 (SULT1 A2), mRNA 


NMJ)01055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1 Al), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA | 
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NM 003163 


Homo sapiens syntaxin IB (STX1B), mRNA 


NM 003159 


| Homo sapiens serine/threonine kinase 9 (STK9), mRNA 


NM 003158 


| Homo sapiens serine/threonine kinase 6 (STK6), mRNA 


NM 003157 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA 


NM 003600 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


1 Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


NM 003156 


1 Homo sapiens stromal interaction molecule 1 (STIM1), mRNA 


NM 003155 


1 Homo sapiens stanniocalcin 1 (STC1), mRNA 


NM 003877 


Homo sapiens STAT induced STAT inhibitor-2 (STATE) mRNA 


NM 003154 


Homo sapiens statherin (STATH), mRNA 


NM_003153 


1 Homo sapiens signal transducer and activator of transcriDtion 6 interleulcin-4 
induced (STAT6), mRNA 

1 v £1 i 


NMJ)03152 


1 Homo sapiens signal transducer and activator of transcription 5 A (STAT5A), 
mRNA 


NM 003151 


1 Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA 


NMJ)03150 


1 Homo sapiens signal transducer and activator of transcription 3 (acute-ohase 
response factor) (STAT3), mRNA 


NM 000349 


1 Homo sapiens steroidogenic acute regulatory protein (STAR)* mRNA 


NM_003473 


1 Homo sapiens signal transducing adaptor molecule CSH3 domain and IT AM 
motif) 1 (ST AM), mRNA 


NM_003149 


I Homo sapiens src homology three (SH3) and cysteine rich domain fSTAO 
mRNA 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein 1 fSSRPl) mRNA 

W - »^ ^» w ^^^^ ^F • A A ^F M^A A A V A A A A^ A AA A <A ^ AV ^ 1 | A A A^L 1 A 


NM 003745 


Homo sapiens JAK binding protein (SSI-1), mRNA 


NMJ)01080 


Homo sapiens aldehvde dehvdroeenase 5 familv member Al Succinate- 
semialdehyde dehydrogenase) (ALDH5A1), mRNA 


NMJJ03139 


Homo sapiens signal recognition particle receptor ('docking protein') (SRPR), 
mRNA 


NM 003138 


Homo sapiens SFRS protein kinase 2 ( SRPK2), mRNA 


NM 003135 


Homo sapiens signal recognition particle 19kD fSRP19), mRNA 

W ™^ ^ ^^Ja a A WA AA »■ A » A A A *■ * ■ \ -A. % * A # A A 1XVL ^ A A. 


NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


NMJ)03130 


Homo sapiens sorcin (SRI), mRNA 


NMJW1047 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 1 f3-oxo-5 aloha- 
steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


NM_003743 


Homo sapiens nuclear receptor coactivator 1 (NCOA1), mRNA 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBN1), mRNA 

j j- J 5 a a a a a- v am / ^a ^ m ^a ^a ^m^^ a ▼ A ff • A A A *i * T A A 


NM_003127 


Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) CSPTAN1) 
mRNA 


NM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) CSPRRIB^ mRNA 

Jp^ ^mtm a a A A A A A V A A W A A A V W A_A A A ■ * ^ ^p^A AAA A * A A F ^1«/a A. \_A, V X. A— J f J A A iJ- V 1 1-4 A. 


NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 

* \ A a> » A A Ti ^A ■ A Ai 


NM 003123 


Homo sapiens sialophorin (gpL115, leukosialin, CD43) (SPN), mRNA 


NM 003121 


Homo sapiens Spi-B transcriDtion factor fSDi-l/PU 1 related^ fSPTFU mRNA 

* ^ v A w A ■* w l*ri J-/ VI UllOvl jy Hull 2. 4p4> W VUl ^W^/a a, / X \a^ « A X wl Cx IvUy I £ JUt* 1 ^ 111 iVlN .fA, 


NM_003120 


Homo sapiens spleen focus forming virus (SFFV) proviral inteeration oncoeene 

X ■ ™^ ^ ^» — - a A a m m a a a w - ^a » a » A a AA a AAA w ^ ^ ^^FA A a Jl ^^*^^A 

spil (SPIl),mRNA 


NMJ)03119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 1 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA 


NM 003108 


Homo sapiens SRY (sex determining region Y)-box 1 1 (SOX1 1), mRNA 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


NM 003102 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM 003100 


Homo sapiens sorting nexin 2 (SNX2), mRNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


NM_003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide B M (SNRPB2) 
mRNA 


NMJ)03090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A 1 fSNRPAD 
mRNA | 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antteenl 1 
(SNRP70), mRNA 


NM 003498 


Homo sapiens stannm (SNN), mRNA j 


NMJ)03087 


Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), 
mRNA | 


NMJ)03083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD I 
(SNAPC2), mRNA 


NM_003082 


1 Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 
(SNAPC1), mRNA 


NM 003081 


1 Homo sapiens synaptosomal -associated protein, 25kD (SNAP25), mRNA | 


NMJ)03078 


1 Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
| chromatin, subfamily d, member 3 (SMARCD3), mRNA 1 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 1 
chromatin, subfamily d, member 2 (SMARCD2), mRNA | 


NMJ)03076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 1 (SMARCD1), mRNA | 


NMJ)03075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 1 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 1 
chromatin, subfamily c, member 1 (SMARCC1). mRNA ! 


NMJ)03073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 1 
chromatin, subfamily b, member 1 (SMARCB \\ mRNA ! 


NMJ)03601 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of | 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 1 


NMJJ03071 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3), mRNA ° 1 


NMJ)03070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of j 
chromatin, subfamily a, member 2 (SMARCA2), mRNA | 


NMJ)03069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NMJ)03982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA | 


NMJ)03046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ ] 
system), member 2 (SLC7A2), mRNA | 


NM__003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ ] 
system), member 1 (SLC7A1), mRNA | 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), j 
member 6 (SLC6A6), mRNA J 


NMJ)01045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA J 


NM_001044 | 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 1 
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member 3 (SLC6A3), mRNA 


NMJ)03042 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 


NM_003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


NM_000453 


Homo sapiens solute carrier family 5 (sodium iodide symporter), member 5 
(SLC5A5), mRNA 


NM_003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


NM 000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5A1), mRNA 


NMJ)03040 


Homo sapiens solute carrier family 4. anion exchanger, member 2 (erythrocyte 
membrane protein band 3-like 1) (SLC4A2), mRNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


NM_O0O341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


NM_001860 


Homo sapiens solute carrier family 3 1 (copper transporters), member 2 
(SLC31A2),mRNA 


NM_001859 


Homo sapiens solute carrier family 31 (copper transporters), member 1 
(SLC31Al),mRNA 


NMJJ03039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


NM_001042 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 
(SLC2A4), mRNA 


NM.003705 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12(SLC25A12),mRNA 


NM 003060 


Homo sapiens solute carrier family 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


NM_0O3058 


Homo sapiens solute carrier family 22 (organic cation transporter), member 2 
(SLC22A2), mRNA 


NMJJ03057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
(SLC22A1), mRNA 


NM_003562 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
carrier), member 1 1 (SLC25A1 1 ), mRNA 


NM 003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


NM_003056 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19Al),mRNA 


NM_003055 


Homo sapiens solute earner family 18 (vesicular acetylcholine), member 3 
(SLC18A3),mRNA 


NM_003054 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 2 
(SLC18A2),mRNA 


NM0O3O53 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NMJ)03052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM.0O3O51 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM 000339 



Homo sapiens solute carrier family 12 (sodium/chloride transporters), member 3 
(SLC12A3), mRNA 



NM 001046 



Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 2 (SLC12A2), mRNA 



NM 000452 



Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 2 (SLC10A2), mRNA 



NM 003049 



Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLC10A1), mRNA 



NM 003037 



NM 003616 



(SLAM), 



Homo sapiens survival of motor neuron protein interacting protein 1 (S1P1), 
mRNA 



mRNA 

Homo sapiens TALI (SCL) interrupting locus (SIL), 
Homo sapiens sialyltransferase 1 (beta-galactoside al 



NM 003035 



mRNA 



NM 003032 



Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(SIAT1), mRNA 



NM 001041 



Homo sapiens sucrase-isomaltase (SI), mRNA 



NM 003027 



Homo sapiens SH3-domain GRB2-like 3 (SH3GL3), mRNA 



NM 003026 



NM 003025 



Homo sapiens SH3 -domain GRB2-like 2 (SH3GL2), mRNA 



NM 003023 



Homo sapiens SH3 -domain GRB2-like 1 (SH3GL1), mRNA 



Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 



NM 003022 



Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 



NM 000199 



Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 
mRNA 



NM 003020 



Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 
(SGNE1), mRNA 



NM 000337 



Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 
(SGCD), mRNA 



NM 000232 



Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 
(SGCB), mRNA 



Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 
Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 
Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 



NM 003019 



NM 003018 



NM 000542 



NM 003011 



NM 003010 



Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 



Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 



nomo sapiens mitogen-activateq protein Kinase Kina 
Homo sapiens selenoprotein W, 1 (SEPW1), mRNA 
Homo sapiens semenogelin II (SEMG2), mRNA 
Homo sapiens semenogelin I (SEMG1), mRNA 



NM 003009 



NM 003008 



NM 003007 



NM 003966 



NM 003002 



NM 002999 



NM 002997 



NM 002996 



NM 003175 



NM 002993 



Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 
5A (SEMA5A), mRNA 



Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 

protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 

Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 



Homo sapiens syndecan 1 (SDC1), mRNA 



Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(tract alkine, neurotactin) (SCYD1), mRNA 



Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 



NM 002994 



Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 



Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


NM_002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


NM_002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NM_002989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 
(SCYA21), mRNA 


NM_002988 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


NMJ)02987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17),mRNA 


NMJ)02986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYA1 1), mRNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


NMJ)02977 


Homo sapiens sodium channel, voltage-gated, type DC, alpha polypeptide 
(SCN9A), mRNA 


NM_002976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 
(SCN6A), mRNA 


NM 000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 
(SCN4A), mRNA 


NM 001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(SCGF), mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


NM_002973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2) (SCA2), mRNA 


NM_O00332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant, ataxin 1) (SCA1), mRNA 


NM_002971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNA's) (SATB 1), mRNA 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransferase (SAT), mRNA 


NMJW3870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


NM 000331 


Homo sapiens serum amyloid Al (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


NM 002955 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


NM 003942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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NM 002947 



mRNA 

Homo sapiens replication protein A3 (14kD) (RPA3), mRNA 



NM 002946 



Homo sapiens replication protein A2 (32kD) (RPA2), mRNA 



NM 002945 



NM 000328 



Homo sapiens replication protein Al (70kD) (RPA1), mRNA 



NM 002943 



Homo sapiens retinitis pigmentosa GTPase regulator (RPGR), mRNA 



NM 000327 



Homo sapiens RAR-related orphan receptor A (RORA), mRNA 



NM 003799 



Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 



NM 002939 



Homo sapiens RNA (guanine-7-) methyltransferase (KNMT), mRNA 



NM 003800 



(RNH), 



NM 002938 



Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA 



NM 002940 



Homo sapiens ring finger protein 4 (RNF4), mRNA 



Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCE1), mRNA 



NM 002936 



Homo sapiens ribonuclease HI (RNASEH1), mRNA 



NM 002935 



Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 
(RNASE3), mRNA 



NM 002934 



Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 
neurotoxin) (RNASE2), mRNA 



NM 003796 



Homo sapiens RPB 5 -mediating protein (RMP), mRNA 



NM 003821 



Homo sapiens receptor-interacting serine-threonine kinase 2 (RIPK2), mRNA 
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NM 003687 



Homo sapiens LIM domain protein (R3L), mRNA 



NM 002929 



Homo sapiens rhodopsin kinase (RHOK), mRNA 



NM 000324 



Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 



NM 003835 



Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 



NM 003617 



Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 



NM 002923 



Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mRNA 



NM 002922 



Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 



NM 002928 



Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 



NM 002926 



Homo sapiens regulator of G-protein signalling 12 (RGS12), mRNA 
Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 

Homo sapiens retinal G protein coupled receptor (RGR), mRNA 

Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 



NM 003834 



NM 002921 



NM 000538 



NM 003721 



Homo sapiens regulatory factor X-associated ankyrin-containing protein 
(RFXANK), mRNA 



NM 002918 



Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 
(RFX1), mRNA 



NM 002916 



Homo sapiens replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 



NM 002915 



NM 002914 



Homo sapiens replication factor C (activator 1) 3 (38kD) (RFC3), mRNA 



NM 003704 



Homo sapiens replication factor C (activator 1)2 (40kD) (RFC2), mRNA 



Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(RES4-22), mRNA 



NM 002908 



Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA 



NM 002909 



Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic thread protein) (REG1A), mRNA 



NM 000322 



NM 002905 



Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 



NM 002903 



Homo sapiens retinol dehydrogenase 5 (11-cisand 9-cis) (RDH5), mRNA 



NM 002902 



Homo sapiens recoverin (RCV1), mRNA 



Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 



NM 002901 



Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pi 07) (RBL1), mRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 


Homo sapiens RAP1A, member of RAS oncogene family (RAP1 A), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABIF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA i 


NM 002866 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB 13, member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 


NMJ)02862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NMJJ02860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NMJ)02852 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta (PTX3), 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


NMJJ02851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZ1), mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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1 mRNA 


NM 000954 


I Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NMJ)00314 


1 Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced j 
cancers 1) (PTEN), mRNA 


NM 000952 


1 Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NMJW2818 


1 Homo sapiens proteasorne (prosome, macropain) activator subunit 2 (PA28 beta) j 
(PSME2), mRNA 


NM__002811 


1 Homo sapiens proteasorne (prosome, macropain) 26S subunit, non-ATPase, 7 j 
(Mov34 homolog) (PSMD7), mRNA 


NMJ)02806 


1 Homo sapiens proteasorne (prosome, macropain) 26S subunit, ATPase, 6 \ 
(PSMC6), mRNA 


NMJ)02805 


| Homo sapiens proteasorne (prosome, macropain) 26S subunit, ATPase, 5 
(PSMC5), mRNA 


NM_002804 


1 Homo sapiens proteasorne (prosome, macropain) 26S subunit, ATPase, 3 
(PSMC3), mRNA 


NMJ)02803 


1 Homo sapiens proteasorne (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2), mRNA 


NM_002802 


| Homo sapiens proteasorne (prosome, macropain) 26S subunit, ATPase, 1 j 
(PSMCl),mRNA 


NM 002800 


1 Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA | 


NMJ)02799 


1 Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


NM_002797 , 


1 Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


NMJ)02796 


Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NMJ)02795 


Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


NMJ)02794 


Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 2 (PSMB2), j 
mRNA 


NMJ)02793 


Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 1 


NMJ)02801 


Homo sapiens proteasorne (prosome, macropain) subunit, beta type, 10 
(PSMB10), mRNA 


NMJ)02790 


Homo sapiens proteasorne (prosome, macropain) subunit, alpha type, 5 1 
(PSMA5), mRNA 


NM 002788 


Homo sapiens proteasorne (prosome, macropain) subunit, alpha type, 3 
(PSMA3), mRNA 


NMJ)02786 


Homo sapiens proteasorne (prosome, macropain) subunit, alpha type, 1 
(PSMA1), mRNA 


NM 002783 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 1 


NM 002780 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA | 


NMJ)02785 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) (PSG11), mRNA | 


NM_002784 - 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 1 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 1 


NM 002776 


Homo sapiens kallikrein 1 0 (KLK10), mRNA | 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA | 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA | 


NM 002770 1 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA | 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


NM 003619 


Homo sapiens protease, serine, 12 (neurotrypsin, motopsin) (PRSS12), mRNA 


NM 002775 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSS1 1), mRNA 


NMJ)02767 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


NM_002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 
(PRPSAP1), mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


NMJ)03891 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


NM 000313 


Homo sapiens protein S (alpha) (PROS1), mRNA 


NMJ)00312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 


Homo sapiens protamine 2 (PRM2), mRNA 


NM 002761 


Homo sapiens protamine 1 (PRM1), mRNA 


NM 000949 


Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


Homo sapiens prolactin (PRL), mRNA 


NM_002759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (PRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 


Homo sapiens mitogen-activated protein kinase 1 (MAPK1), mRNA 


NM 002751 


Homo sapiens mitogen-activated protein kinase 11 (MAPK1 1), mRNA 


NM 002753 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, rmi (PRKCM), mRNA 


NM 002741 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCB1), mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NMJ)02736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


NM_002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKAR1A), mRNA 


NM_002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
(PRKAG1), mRNA 


NM_002731 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


NM_002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
mRNA 


NM 000947 


Homo sapiens primase, polypeptide 2A (58kD) (PRQM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


NMJ)02728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NMJ)02725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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1 NM 000310 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 
infantile) (PPT1), mRNA 


NM 002720 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


NM_002719 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56). gamma 
isoform (PPP2R5C), mRNA 


NM_002715 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


NM_002713 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 002712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


(NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


NMJW2710 


Homo sapiens protein phosphatase 1, catalytic subunit, gamma isoform 
(PPP1CC), mRNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 
mRNA 


NMJ)02708 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (RPP1CA), 
mRNA 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX\ mRNA 


NMJJ02706 


Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 
beta isoform (PPM1B), mRNA 


NM 002705 


Homo sapiens periplakin (PPL), mRNA 


NM 000943 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


NM_000308 


Homo sapiens protective protein for beta-galactosidase (galactosialidosis) 
(PPGB), mRNA 


NM 002703 


Homo sapiens phosphoribosyl pyrophosphate amidotransferase (PPAT), mRNA 


1 NM 003712 


Homo sapiens phosphatide acid phosphatase type 2C (PPAP2C), mRNA 


1 NM 003713 


Homo sapiens phosphatide acid phosphatase type 2B (PPAP2B), mRNA 


|NM 003711 


Homo sapiens phosphatide acid phosphatase type 2A (PPAP2A). mRNA 


1 NM_002702 


Homo sapiens POU domain, class 6, transcription factor 1 (POU6F1), mRNA 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


NM_002700 


Homo sapiens POU domain, class 4, transcription factor 3 (POU4F3), mRNA 


NM 000307 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NM_000306 


Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 
factor 1) (POU1F1), mRNA 


NM 000446 


Homo sapiens paraoxonase 1 (PON1). mRNA 


NMJ)00939 


Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropin/ alpha- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphin) (POMC), mRNA 


NM_002693 


Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 002692 


Homo sapiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 


NMJ)02691 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 
(POLD1), mRNA 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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NM 002674 


Homo sapiens pro-melanin-concentrating hormone (PMCH), mRNA 


NM_002668 


Homo sapiens proteolipid protein 2 (colonic epithelium-enriched) (PLP2), 
mRNA 


NM_000935 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


NM 002667 


Homo sapiens phospholamban (PLN), mRNA 


NM 002666 


Homo sapiens perilipin (PLIN), mRNA 


NM 002665 


Homo sapiens plasminogen-like (PLGL), mRNA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


NMJJ00445 


Homo sapiens plectin 1, intermediate filament binding protein, 500kD (PLEC1), 
mRNA 


NM 002663 


Homo sapiens phospholipase D2 (PLD2), mRNA 


NM 002662 


Homo sapiens phospholipase Dl, phophatidylcholine-specific (PLD1), mRNA 


NMJ)02661 


Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) 
(PLCG2), mRNA 


NM_002660 


Homo sapiens phospholipase C, gamma 1 (formerly subtype 148) (PLCG1), 
mRNA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


NM 002659 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM 002655 


Homo sapiens pleiomorphic adenoma gene 1 (PLAG1), mRNA 


NM 000929 


Homo sapiens phospholipase A2, group V (PLA2G5), mRNA 


NMJ)03706 


Homo sapiens phospholipase A2, group IVC (cytosolic, calcium-independent) 
(PLA2G4C), mRNA 


NMJW0300 


Homo sapiens phospholipase A2, group HA (platelets, synovial fluid) 
(PLA2G2A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2). mRNA 


NM 003691 


Homo sapiens serine/threonine kinase 16 (STK16), mRNA 


NM 000296 


Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), 
mRNA 


NM 003607 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


NM 003678 


Homo sapiens gene from NF2/meningioma region of 22ql2 (PK1.3), mRNA 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM 002653 


Homo sapiens paired-like homeodomain transcription factor 1 (PITX1), mRNA 


NM 002652 


Homo sapiens prolactin-induced protein (PIP), mRNA 


NM.003558 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, beta 
(PIP5K1B), mRNA 1 


NM 003557 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, alpha 
(PIP5K1A), mRNA i 


NM 003746 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


NM 002648 


Homo sapiens pim-1 oncogene (PIM1), mRNA 


NM_00265 1 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 


NM 002643 


Homo sapiens phosphatidylinositol glycan, class F (PIGF), mRNA 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PD), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 

- *- i- C ~ J \ J* 


NM 002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 

. r__." >r — c s l — i z» 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase. liver (PFKL), mRNA 


NMJ)02625 


Homo sapiens 6-phosphofi^cto-2-kinase/fructose--2,6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NM_000442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antieen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


NMJ)03477 


Homo sapiens Pyruvate dehydrogenase complex, liDOvl-containing component 
X; E3-binding protein (PDX1), mRNA 

2 S-C \ -/- 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NMJ)02602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NM_002601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3 A, cGMP-inhibited (PDE3A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCK1), mRNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA 


NMJ)02582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKNlA)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29kD) (PAFAH1B3), mRNA 


NM 002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
(30kD) (PAFAH1B2), mRNA 


NM 002571 


Homo sapiens proeestasen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


NM__002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
associated receptor protein) (PACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTM1), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone 
binding protein p55) (P4HB), mRNA 


NMJ)00917 


Homo sapiens procollagen-proline. 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide I (P4HA1), mRNA 


NMJ)02565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 
mRNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


NM_002566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM_002562 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


NM 002561 


Homo sapiens purinenric receptor P2X, lieand-eated ion channel, 5 (P2RX5). 
mRNA 


NMJ)02560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), i 
mRNA 


NM_002559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 002556 


Homo sapiens oxysterol binding protein (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


NM_003696 


Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (OR6A1), 
mRNA 


NMJ)02550 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NMJ>02548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 


Homo sapiens opioid receptor, mu 1 (OPRM1), mRNA 


NM 000912 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 


NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NMJ)02543 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 002533 


Homo sapiens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 

. &_ £. v — ° J/ \ /> 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5* nucleotidase (CD73) (NT5), mRNA 


NMJ)03580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM 003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 


Homo sapiens neuropilin 2 (NRP2), mRNA 


•NM 003873 


Homo sapiens neuropilin 1 (NRP1), mRNA 


NM 003489 


Homo sapiens nuclear receptor interacting protein 1 (NRJP1), mRNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 


Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NMJ)00908 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor C) (NPR3), mRNA 


NMJ)00906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 
(NOL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA i 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NMJ)02512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (NID), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B -cells 
inhibitor, beta (NFKBIB), mRNA 


NM_002502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA " - | 


NM_002501 


Homo sapiens nuclear factor VX (CCAAT-binding transcription factor) (NHX), 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NMJ302496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
(NADH-coenzyme Q reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
(6kD, KFYI) (NDUFC1), mRNA 


NM_002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NMJ)02488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM_001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1). mRNA i 


NM_002483 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 1 
specific cross reacting antigen) (CEACAM6), mRNA 


NM_000662 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransferase) (NAT1), f 
mRNA 


NM 000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease THE) j 
(NAGLU), mRNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA | 


[NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 1 


1 NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 1 


NMJ)02472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8). ! 
mRNA 


NM_002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NMJ)02468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 1 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 1 


NM 002456 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA [ 


NM 002455 


Homo sapiens metaxin 1 (MTX1), mRNA I 


NMJ)02453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene encoding mitochondrial protein, mRNA j 


NMJ)02452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
(NUDT1), mRNA 


NM 002450 


Homo sapiens metallothionein 1L (MT1L), mRNA 1 


NMJ)02447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 1 
(MST1R), mRNA ' 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K1 0), [ 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 1 


NMJ)02444 


Homo sapiens moesin (MSN), mRNA j 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator CCFLAR), mRNA 1 


NMJ)00530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) j 
(MPZ), mRNA 


NM_002437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MP VI 7), mRNA 


NMJKH932 

! 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3), mRNA 


NMJ)02435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA | 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosvlase (MPG), mRNA I 


1 NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA j 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 1 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 1 


NM 00243 1 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NMJ)02430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NMJ)00901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA | 
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NMJ)02419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mRNA 


NMJ)02417 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
mRNA 


NM 002416 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


NMJ)02415 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 
factor) (MIF), mRNA 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2j^jnRNA 


NM 000900 


Homo sapiens matrix Gla protein (MGP), mRNA 


NM 002412 


Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA 


NM 002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NMJ)02397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


NMJ)00529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 
mRNA 


NMJJ02386 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 
receptor) (MC1R), mRNA 


NM 002385 


Homo sapiens myelin basic protein (MBP), mRNA 


NM 002382 


Homo sapiens MAX protein (MAX), mRNA 


NM 002378 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


NM 002376 


Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA 


NM_000898 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003480 


Homo sapiens Microfibril-associated glycoprotein-2 (MAGP2), mRNA 


NM 002367 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 002363 


Homo sapiens melanoma antigen, family B, 1 (MAGEB1), mRNA 


NM 002362 \ 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


NM 003682 


Homo sapiens MAP-kinase activating death domain (MADD), mRNA 


NM 002357 


Homo sapiens MAX dimerization protein (MAD), mRNA 


NM_002350 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
(LYN), mRNA 


NM 002349 


Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM 002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransferrin (LTF), mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM 003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA 


NM 000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(aipna-z-macrogioouim receptor-associatea protein 1) (LKrArl), mRNA 


NM 002336 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


lNivi uuzjiy 


womo sapiens leucine-ncn neuronal protem (LKIM j, rnKJN A 


INM UUZ J 1 / 


1 Homo sapiens lysyl oxidase (LOX), mRNA 


JNJ.VL UUZJ 10 


Homo sapiens L1M nomeobox transcription factor 1, beta (LMX1B), mRNA 


XTTV/f A AH 1 < 


Homo sapiens L1M domain only 1 (rhombotin 1) (LMOl), mRNA 


JNM UUzilz 


Homo sapiens hgase IV, DNA, ATP-dependent (LIG4), mRNA 


XTN/f AA11A< 

JNM^UUzJUo 


Homo sapiens lectin, galactoside-bindmg, soluble, 3 (galectin 3) (LGALS3), 
mRNA 


XTKyT AAOIAT 

JNM UUZiUJ 


Homo sapiens leptin receptor (LEPR), mRNA 


XNJVl UUZJUz 


Homo sapiens leukocyte cell-derived cnemotaxin 2 (LECT2), mRNA 


iNivi uuizyu 


Homo sapiens LIM domain binding 2 (LDB2), mRNA 


XTA/T AAQQG1 


Homo sapiens LIM domain 'binding l (LDBl), mRNA 


iNM uuzzyy 


Homo sapiens lactase (LCT), mRNA 


1NM_UUZZ1/ / 


Homo sapiens lipocalin 1 (protein migrating taster than albumin, tear 
j preaiouminj (i^uiNij, itikjna 


IN1YI UvZZi/O 


norao sapiens lamin H receptor (LHK^, mKNA 


iNivi uuzzy i 


Homo sapiens laminin, beta 1 (JLAMJBl), mRNA 


INM uuzzoy 


Homo sapiens lactalbumin, alpha- (LALBA), mRNA 


NM 002273 


Homo sapiens keratin 8 (KRT8), mRNA 


JNM \)K)ZZ/0 


I Homo sapiens keratin 19 (KRT19), mRNA 


XjAyf AA997< 
JNM \J\Jz.Z/D 


Homo sapiens keratin 15 (KR1 15), mRNA 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


JNM UUZZOj 


Homo sapiens karyophenn (lmportm) beta 1 (KPNB1), mRNA 


NM 002267 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 


JNM_UUzzoo 


Homo sapiens karyophenn alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 

.„„T> XT A 

mRNA 


VTTV/T AAAOAO ! 

I>IM_0U0oy3 ] 


Homo sapiens kininogen (KNG), mRNA 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3-hydroxylase) 
(KMO), mRNA 


NM_002258 


Homo sapiens killer cell lectm-hke receptor subfamily B, member l (KLRBl), 
mRNA 


NM 002257 


Homo sapiens kallikrein l, renal/pancreas/salivary (KLKl), mRNA 


NM 002256 


Homo sapiens KiSS-l metastasis-suppressor (KISSl), mRNA 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


NM 002254 | 


Homo sapiens kinesin family member 3C (KIF3C), mRNA 


NM_003958 | Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_003685 j 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 
(KHSRP), mRNA 


NMJ)02252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


NMJ)02250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NMJW2249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NM_002247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member l (KCNMAl), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor l 
(KCNJNl), mRNA 


NMJ)02240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM 002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


NMJW0891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


NM_002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG1), mRNA 

\ /> — ~ ■ — — — 


NMJ)02236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 

i 12. , — — ■ — 


NM_003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


NM__003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNAB1), mRNA 


NM 002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 

, i U — ■ — ; 


NMJW2234 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 3 (KCNA3), mRNA 


NM 002229 


Homo sapiens jun B proto-oncogene (JXJNB), mRNA 


NM 003666 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-1) (BLZF1), mRNA 


NM 002227 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (ITSN1), mRNA 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (TTPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 (TTPR2), mRNA 


NM 002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA 


NM 002220 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA 


NM 002219 


Homo sapiens integral membrane protein 1 (ITM1), mRNA 


NMJ)02218 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (ITTH4), mRNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (TTIH1), mRNA 


NM 000889 


Homo sapiens integrin, beta 7 (TTGB7), mRNA 


NM 002212 


Homo sapiens integrin beta 4 binding protein (ITGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (TTGB4), mRNA 


NMJ)02211 


Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGB1), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51) (TTGAV), mRNA 


NM_002209 


Homo sapiens integrin, alpha L (antigen CD1 1A (pl80), lymphocyte function- 
associated antigen 1; alpha polypeptide) (ITGAL), mRNA 


NM 002206 


Homo sapiens integrin, alpha 7 (TTGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(TTGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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NM 002196 

A 1 A "*A XX XX Arf A 


Homo sapiens insulinoma-associated 1 (TNSM1), mRNA 


NM 002195 


Homo sapiens insulin-like 4 (placenta) QNSL4), mRNA 


NMJXH565 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 
(SCYB10),mRNA 


NM_002192 


Homo sapiens inhibin, beta A (activin A, activin AB alpha polypeptide) 
(TNHBA) mRNA 

1 AA * . n A / * lAA^Xi ™ A JL 


NM 001564 

A i ATI XX xx A v V/ T 


Homo sapiens inhibitor of erowth familv member 1 -like TING ID mRNA 

AAViliV WWwlVllU J>AA AAA xx 7 A vVi \J A bl V ?T Ui AIAAAaaAJT % lilVAliwVl A 111W ^AA X X*^ AAxyj lliAXl 1 A A 


NM 003669 

J. >xvx vv/«jwx 


Homo saniens inactivattnn esranp 1 fTWFI^ mRNA 

XX\JkXL\J OD}/lviliJ XXXuVslA V CllXVsxX wOV/dpW 1 \X±*l-/LJy XXIX VX 11 I 


NM 000884 


Homo saniens HVTP finosfne mnnnnhosnhate^ dehvdropenase 2 filVfPDH2^ 

mRNA 


NM_000883 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 1 (HMPDH1), 
mRNA 


NM 001557 

■A. w A T XX X^ A «X XX * 


Homo sapiens interleukin 8 receptor, beta (1L8RB), mRNA 


NM 000634 

■*■ i a * a xx xx xx x^ *x ■ 


Homo sapiens interleukin 8 receptor, alpha (TL8RA , j. mRNA 

^h,A> UAV XX *^ A A ■ AAA A A VWAMM A PV> X 1M BX A AW \ AAV >A A> # ■ AAAAi X*> » A -^fc 


NM 002185 

A " A*A XX XX AX 4 XX *X 


Homo sapiens interleukin 7 receptor (TL7R). mRNA 

A XX XX a A aXX hX X*fcX A wAAV ** A vVA A X^ ^MAmAAA • A *r XX Xv LX wXX A \ J^X^rf r a> J A A AAA. « A A 


NM 000880 

A » a * A< XX \X XX XX \X v 


Homo sapiens interleukin 7 (TL7)* mRNA ' 

AAV A A A XX XX XA AX A AXX AAA *X* A A XW »-* * F \ A^AbbT # 7 % A AAA XJi T A A 


NM 002184 

A ^ A- » JL XX X/ Aw^ A XX I 


Homo sapiens interleukin 6 sienal transducer fffol30. oncostatin M receptor) 

Jk- A XX AAA XX V* A IX AAA X Wa XAAX H4 XX UlLlll+i X»- V»V XX A X #«X A «X XX X XX A A XX XX AX IfXA X AA M A FA. A XX XX XX XX V XX A # 

(IL6ST), mRNA 


NM 000565 

X- X XX XX XX »X XX «x 


Homo sapiens interleukin 6 receptor (TL6RV mRNA 

A A XX A A AXX XXX* AX A V» A XX AAA fc^^A A X^ XA A^AA A XX A Xw XX X» AX *V1- 1 AXWVAX # • A AAA » . * * A A 


NM 000879 

A> X A » A. XX XX XX XX t X^ 


Homo sapiens interleukin 5 fcolonv-stimulatinti factor, eosinophil) QL5). mRNA 

A. A. »^ A A AXX WW AX 4V> AW AAA *VA A MAW A A \ X' XX A A A T hX W» * A A W A M w A A A M A> W V » *X A X AAA 1/4 A A A # V J^^H^ § A A A A A ^A • A A> 


NM 000589 

A — A ■ A. XX XX tor 


Homo sapiens interleukin 4 0L4). mRNA 

• A WAAAV «A A A A m+ AAABf^*A A MA AAAA V I AA# * w % AAAA>^A « A A 


NM_000588 


Homo sapiens interleukin 3 (colony-stimulating factor, multiple) (IL3), mRNA 


NM 000878 


Homo sapiens interleukin 2 receptor, beta (1L2RB), mRNA 


NM 003854 


Homo sapiens interleukin 1 receptor-like 2 (LL1RL2), mRNA 


NM 002182 

4t 1 A. t A. Xr XX Arf A X* a^ 


Homo sapiens interleukin 1 receptor accessory protein flLlRAP). mRNA 

A A_ ^*mf AAA X^ fc^ A ^^AA ±J A A * V^'A A ^F All i A A A *r 1/ V XX A 1* ^» A y H.X A »»^^ AAA ■ A AN AiAi M % A A AA> Uk 1 A Ak 


NM 000877 

A ™ A » AW x/ V xx XX / J 


Homo sapiens interleukin 1 receptor, tvoe I flTMR 1 ■ mRNA 

A A XX A A AXX XJ *A LX A XX A AXX AAA V XX A A XX WAX* * A A A XX XX XX AX *»XXA * * J XX w A 1 AA>X A A X* A / ■ IaaAXA X A A 


NM 003853 

A i4iA X/ XX w XX wX «X 


Homo sapiens interleukin 18 receptor accessory protein QL18RAP}. mRNA 

A JL V A A AXX kX XA LX A XX A AXX A A A XXX A A W\41\A11 A XX A XX XX XX AX XXX A XAXX XX XX W XX XX A J XX A XX XXX AAA 1 1 ,M X A VAX1 AA 9 « AAlAVi X A A 


NM 003855 

JL i 1Ta> xx Xx XV *x xx 


Homo sapiens interleukin 18 receptor 1 fIL18Rl^ mRNA 

A A^ VX A A AXX U U XX A XX A AXX AAA XXX A A XX XpAAXAA A A XX A XX XX XX XX XXX A A 1 m m * A XX A X A # » llAiXA X A A 


NM 001562 


Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (EL 1 8), mRNA 


NM 002190 


Homo saniens interleukin 17 fcvtotoxic T-lvmohocvte-associated serine esterase 
8) {JL 17), mRNA 


NM 002189 


Homo sani ens interleukin 1 Precentor alnha nT>l 5R mRNA 


NM 002188 


Homo sapiens interleukin 13 (IL13^ mRNA 

A AXX A AlXjX UvaUIVIIU AAlVVl A Vx IAaV-1 A A A *x 1 -* A / j lliAVi X A X. 


NM 001559 


Homo sani ens interleukin 12 recentor beta 2 rTL12RR2^ mRNA 


NM_002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 

Ivmnhocvte maturation factor 2 n40^ m,12R^ mRNA 


NM_000882 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 
lvmohocvte maturation factor 1 n35^ fIL12A^ mRNA 

*>J AAAAV llV/v xw liiULUl ULlV/ii AUvkx/1 A y |x^^ xx J \, aw j *y J aAAaxa 1« a 


NM 000628 

i, XX XX XX XX AX XX 


Homo sapiens interleukin 10 receptor beta (TL 1 ORB i mRNA 

A A XX AAA XX kJMi/ A XXX AXX AAA VrXXA A XX VA 1VU A A XX A XX XX XX X/ I* XX A fe XX XX 1*1 1 mm* A XX A. X J .X f * A AAA X_A X A A 


NM 001558 

A lA'A XX XX A «X *X XX 


Homo sapiens interleukin 1 0 receptor, alpha (TL 1 0RA). mRNA 

-A- -A XX A A AXX XX *™ »X A A A^/ A A A v VA A XX 1A»X fc A A A XX A XX Xv X^X fcX w XX A h, X+ A AX A AmA» m ■ ■ # A VAU A / k A A AA XA X A A 


NM 003639 

111*1 Vv^/v-'x 


Homo sapiens inhibitor of kanna lieht nolvoeptide tiene enhancer in B-cells 

A A XX AAA XX XJ XA XX A XX A A XX A A A A A A LX A U Vx A \/A 1VUI/UU iibllv IxV* 7 WVfc/*4X*V t^XxAAXX XV A AA AtAA A XXxXA AA1 A—/ XX XX A AkX « 

kinase gamma (IKBKG). mRNA 

AAAA**^W^^ f ^ a a aa a a 1 ^ ■ ^AXXX J X AAAAXhA XA A 


NM 003640 

1 11TA XX XX W XX • XX 


Homo sapiens inhibitor of kappa lieht polypeptide cene enhancer in B-cells. 

A>AXXAAAXX W*Afc/lVA*w A AAA AA XX A V\X A XX A Axl4lxl«/W A A A^ A A w? K^* J r I * V W AAAAxA A AXX XxA A1A A*' W A A iX % 

kinase complex-associated protein (IKBKAP), mRNA 


NM 001542 

A ™ A ™ A XX XX A ■ *X 


Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), mRNA 


NM 001555 


Homo sapiens immunoglobulin superfamily, member 1 (IGSF1), mRNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 


Homo sapiens interferon-related developmental regulator 1 (BFRD1), mRNA 


NM 002177 


Homo sapiens interferon, omega 1 (IFNW1), mRNA 


NM 002176 


Homo sapiens interferon, beta 1, fibroblast (IFNB1), mRNA 


NM 000874 


Homo sapiens interferon (alpha, beta and omega) receptor 2 (EFNAR2), mRNA 


NM 002170 


Homo sapiens interferon, alpha 8 (IFNA8), mRNA 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 


NM 002175 


Homo sapiens interferon, alpha 21 (EFNA21), mRNA 


NM 002173 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


NM 002172 


Homo sapiens interferon, alpha 14 (IFNA14), mRNA 


NM 002171 


Homo saoiens interferon, aloha 10 (TFNA10). mRNA 


NM 001549 


Homo saoiens interferon-induced orotein with tetratricooeptide reoeats 4 (it 11 4) 

Jk UwUAvlAU A* A. VVA AVAL VII A\a V* V V %A A VV*1A if 1 *»A A 1»V VA. tjAU ± \y «S k» vl W A vl/vuiu 9 1 AA -AW A 1 / j 

mRNA 


NM 001548 


Homo saoiens interferon-induced protein with tetratricopeptide repeats 1 (TFIT1). 
mRNA 


NM 003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITMl), 
mRNA 


NM 000204 


Homo sapiens I factor (complement) (IF). mRNA 

X WA 1 WAAJk/AVAAAVAAvI 1 A_A I t 11UU TA A> 


NMT002168 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (BDH2), 
nuclear cene encoding mitochondrial protein. mRNA 

1AI4VAVU1 ^VAIV VIAWWAAA^ AHA bV VJJVllvU 1UA V/ ItVlAl^ AAAlVL 1* AW 


NM 001546 


Homo sapiens inhibitor of DNA bindine 4 dominant neeative helix-looo-helix 
protein (1D4), mRNA 


NMJ)021 66 


Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix 
protein (ID2), mRNA 


NMJ)02165 


Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix 
protein (ID1), mRNA 

— E. i 11 


NM 002160 


Homo sapiens hexabrachion (tenascin C, cytotactin) (HXB), mRNA 


NM 000871 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 6 (HTR6), mRNA 


NM 000869 


Homo sapiens 5-hydroxytryptarnine (serotonin) receptor 3A (HTR3A), mRNA 


NM 000868 


Homo sapiens 5-hydroxytiTptamine (serotonin) receptor 2C (HTR2C), mRNA 


NM 000867 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2B (HTR2B), mRNA 

* i i is i C. i £2. 


NM 000865 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IE (HTR1E), mRNA 


NM 000864 


Homo sapiens 5-hydroxytryptarnine (serotonin) receptor ID (HTR1D), mRNA 


NM 000863 


Homo sapiens 5-hydroxyt^tamine (serotonin) receptor IB (HTR1B), mRNA 


NM 000524 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1 A (HTR1A), mRNA 


NM 002159 


Homo sapiens histatin 1 (HTN1), mRNA 


NM 002158 


Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


NM 002155 


Homo sapiens heat shock 70kD protein 6 (HSP70B r ) (HSPA6), mRNA 


NM 001539 


Homo sapiens heat shock protein, DNAJ-like 2 (HSJ2), mRNA 


NM 000198 


Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 2 (HSD3B2), mRNA 


NMJ>00862 


Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 1 (HSD3B1), rnRNA 


NM 000414 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA 


NM 002153 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 2 (HSD17B2), mRNA 


NM 000413 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD17B1), mRNA 


NM 000196 


Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 2 (HSD11B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D10 (HOXD10), mRNA 
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NM 002147 


Homo sapiens homeo box B5 (HOXB5), mRNA 1 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA ! 


NM 002145 


Homo sapiens homeo box B2 (HOXB2), mRNA 1 


NM 002144 


Homo sapiens homeo box B 1 (HOXB 1 ), mRNA 1 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


NM 002141 


Homo sapiens homeo box A4 (HOXA4V mRNA 1 


NM 000522 


Homo sapiens homeo box A13 (HOXA13), mRNA | 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4. group A, member 1 (NR4A1), i 
mRNA 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 


NM 002131 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
and Y (HMGIY), mRNA 


NMJ)02130 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 
(HMGCS1), mRNA 

— ^ * 7 , i 


NM__002128 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 
(HMG1), mRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence | 
(HLALS), mRNA ' | 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA ! 


NM_002123 


Homo sapiens major histocompatibility complex, class n, DO beta 1 (HLA- 
DQB1), mRNA 1 


NMJXU530 


Homo sapiens hypoxia-inducible factor 1, alpha subunit (basic helix-loon-helix 1 
transcription factor) (HIF 1 A), mRNA 


NM 001528 


Homo sapiens HGF activator (HGFAC), mRNA 

L Si £2__ [ 


NM_000187 


Homo sapiens homogentisate 1,2-dioxygenase (homogentisate oxidase) (HGD), 1 
mRNA 


NM 000410 


Homo sapiens hemochromatosis (HFE), mRNA ! 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 1 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA | 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hvaluronan synthase 1 CHASD mRNA 


NM_000183 


Homo saniens hvdroxvacvl-Coenzvme A dehvdroj»ena<ie/^-Vptr»flrvl-PrM*n7vmp 1 
A thiolase/enoyl-Coenzvme A hvdratase (trifunctional urotein) beta subunit 
(HADHB), mRNA 1 


NMJMXH82 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacvl-Coenzvme 
A thiolase/enoyl-Coenzyme A hydratase (Iriftinctional protein), alpha subunit j 
(HADHA), mRNA 1 


NM 003548 


Homo sapiens H4 histone, family 2 (H4F2), mRNA ] 


NM 003547 


Homo sapiens H4 histone family, member L (H4FL), mRNA 1 


NM 003544 


Homo sapiens H4 histone family, member I (H4FI), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA | 
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NM 003529 


Homo sapiens H3 histone family, member A (H3FA), mRNA 


NM 002107 


Homo sapiens H3 histone, family 3 A (H3F3A), mRNA 


NM 003528 


Homo sapiens H2B histone family, member Q (H2BFQ), mRNA 


NM 003526 


Homo sapiens H2B histone family, member L (H2BFL), mRNA 


NM 003525 


Homo sapiens H2B histone family, member K (H2BFK), mRNA 


NM 003524 


Homo sapiens H2B histone family, member J (H2BFJ), mRNA 


NM 003523 


Homo sapiens H2B histone family, member H (H2BFH), mRNA 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), mRNA 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


NM 003513 


Homo sapiens H2A histone family, member M (H2AFM), mRNA 


NM 003512 


Homo sapiens H2A histone family, member L (H2 AFL), mRNA 


NM_003612 


Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
anchor, (semaphorin) 7A (SEMA7A), mRNA 


NM_002104 


Homo sapiens granzyme K (serine protease, granzyme 3: tryptase II) (GZMK), 
mRNA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


NM 002102 


Homo sapiens glycophorin E (GYPE), mRNA 


NM 000181 


Homo sapiens glucuronidase, beta (GUSB), mRNA 

r_. c? * \ /J 


NM 000858 


Homo sapiens guanylate kinase 1 (GUK1), mRNA 


NM 001522 


Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 


NM_000180 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 


NM 000857 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


NM 000856 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


NM 000409 


Homo sapiens guanylate cyclase activator 1A (retina) (GUCA1 A), mRNA 


NM__001517 


Homo sapiens general transcription factor IIH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 


NMJ)02096 


Homo sapiens general transcription factor DF, polypeptide 1 (74kD subunit) 

(GTF2F1), mRNA 

_i — /' — — — . 


NM_002095 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 
34kD) (GTF2E2), mRNA 


NM_001513 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(GSTZ1), mRNA 


NM 000853 


Homo sapiens glutathione S-transferase theta 1 (GSTT1), mRNA 


NM 000851 


Homo sapiens glutathione S-transferase M5 (GSTM5), mRNA 


NM 000850 


Homo sapiens glutathione S-transferase M4 (GSTM4), mRNA 


NM 000849 


Homo sapiens glutathione S-transferase M3 (brain) (GSTM3), mRNA 


NM 000848 


Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 


NM 001512 


Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 


NM 000846 


Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 


NM 000178 


Homo sapiens glutathione synthetase (GSS), mRNA 


NM 002094 


Homo sapiens Gl to S phase transition 1 (GSPT1), mRNA 


NM 000177 


Homo sapiens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 


NM 002093 


Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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(GROl), mRNA 


NM 002087 


Homo sapiens eranulin (GRIND mRNA 


NM 000845 


Homo sapiens glutamate receotor metabotropic 8 fGRM#) mRNA 


NM 000844 


Homo sapiens elutamate receptor metabotropic 7 (GRM7). mRNA 


NM 000841 


Homo sapiens elutamate receotor. metabotropic 4 ( GRM4). mRNA 


NM 000840 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NM_000176 


Homo sapiens nuclear receptor subfamilv 3. eroun C. member 1 fNR3Cn 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotrooic. kainate 3 (GRIK3} mRNA 


NM 000830 


Homo sapiens elutamate receptor, ionotrooic. kainate 1 CGRIKl^ mRNA 


NM 002086 


Homo sapiens erowth factor receotor-bound protein 2 C GRB2") mRNA 


NMJ)02085 


Homo sapiens glutathione peroxidase 4 (ohosoholiDid hvdror>eroxida5?e^ CGPX4^ 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 f gastrointestinal) CGPX2) mRNA 


NM 002082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G nrotein-couoled receotor 38 (GPR38) mRNA 


NM 001506 


Homo saoi ens G orotein-c ounl ed rec entor 3 2 ( GPR 3 2 1 mR N A 


NM 001505 


Homo saoiens G Drotein-couoled recentor 30 CGPR30) mRNA 


NM 001503 


Homo saoiens elvcosvlohoffnliatidvlfno^itnl *?nenifip •nhncnhn1m5icf» F>1 ffTPT 

mRNA 


NM_000408 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


NM 001448 

-*- ^ -A- » -A w A i I V» 


Homo saDiens plvnican 4 fOPCM) mRTvJA 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


NM 000174 


Homo saniens fflvconrotein TX fnlatelprt t^rrPO^ mP"NTA 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NM 002080 


Homo SJiniPTls pllltflmin-O'yfllojirP'Hj** fran cumin ncp 0 mitrvr*VirmrlT-i q! ( q cT-»QT-f 

aminotransferfl^P J} (ClOT'J} ■niirlpm' o^ptip priPoHinfr mitnrnrinrl-rtijl nrr^tf»in 
(uiuiiuu aiiwiwi aov A»y ^VJ V/ i Huwical gCHC viiwUUJlig lXlAlUwllUXJUA X<*1 UlV/tClIi, 

mRNA 


NM 002079 


Homo ^aniens f*lntamic-oxa1oacptifi iTancaminnQp 1 qoIiiHIp ^ncr»art5itf» 

aminotransferase 1) (GOT1), mRNA 


NM 002076 


Homo sanien*; fflucocamme fN-apptv1Vfi-<;iilffltn«:p ^Sflnfilinnn Hicpjicp IIII^ 

(GNS), mRNA 


NM 001501 


Homo vainer)*; pnnaHotronin-rplpa^incr Tiormnnp 9 ^^TMRI^?^ mT?TsI A 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
hormoneHGNRHl^ mRNA 


NMJ)02075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
CGNB3) mRNA 

\ v_*A IaVv* #j ULLVIIa 1 


NM_002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
oolvoentide fGNA7^ mRNA 


NM_000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 

activitvnolvnpntiHp 1 fGNATI i mPMA 


NM 002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NMJ)02071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NMJ>02070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NMJ)02068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA 15), mRNA 
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NM_002067 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 1 (Gq 
class) (GNAll),mRNA 


NM 003875 


Homo sapiens guanine monphosphate synthetase (GMPS), mRNA 


NM 002066 


Homo sapiens GPI anchored molecule like protein (GML), mRNA 


NM 001500 


Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


NM 002064 


Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA 


NM 000824 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLP1R), mRNA 


NM_000170 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein P) (GLDC), mRNA 


NM 000169 


Homo sapiens galactosidase, alpha (GLA), mRNA 


NM 000167 


Homo sapiens glycerol kinase (GK), mRNA 


NMJ)00166 


Homo sapiens gap junction protein, beta 1, 32kD (connexin 32, Charcot-Marie- 
Tooth neuropathy, X-linked) (GJB1), mRNA 


NM 002060 


Homo sapiens gap junctionjprotein, alpha 4, 37kD (connexin 37) (GJA4), mRNA 


NM 000164 


Homo sapiens gastric inhibitory polypeptide receptor (GIPR), mRNA 


NM 000823 


Homo sapiens growth hormone releasing hormone receptor (GHRHR), mRNA 


NM 000163 


Homo sapiens growth hormone receptor (GHR), mRNA 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (GGCX), mRNA 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial cell derived neurotrophic factor (GDNF), mRNA 


NM 001493 


Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 


NMJXH491 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, I-branching enzyme 
(GCNT2), mRNA 


NM_001490 


Homo sapiens glucosaminyl (N-acetyl) transferase 1, core 2 (beta-l,6-N- 
acetylglucosaminyltransferase) (GCNT1), mRNA 


NM 000160 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 001483 


Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


NM 002048 


Homo sapiens growth arrest-specific 1 (GAS1), mRNA 


NM 001481 


Homo sapiens growth arrest-specific 1 1 (GAS1 1), mRNA 


NM_000819 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (GART), mRNA 


NM 002045 


Homo sapiens growth associated protein 43 (GAP43), mRNA 


NM 003614 


Homo sapiens galanin receptor 3 (GALR3), mRNA 


NM 000154 


Homo sapiens galactokinase 1 (GALK1), mRNA 


NM 001477 


Homo sapiens G antigen 7B (GAGE7B), mRNA 


NM 001476 


Homo sapiens G antigen 6 (GAGE6), mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGE5), mRNA 


NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NMJ)00818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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mRNA 


NM_002042 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 1 (GABRR1), 
mRNA 


NM_000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


MM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


NM_000150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 
mRNA 


NM 002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM 002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
specific) (FUT4), mRNA 


NM__000149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM_000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 

£_ 2 1 i dZ 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 


Homo sapiens frizzled-related protein (FRZB), mRNA 


NM 000144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002027 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens fms-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens fms-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM_002019 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mKNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03 A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


NM 002012 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NMJ)02001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1 A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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NM 003837 


Homo sapiens fructose-L6-bisphosphatase 2 (FBP2)» mRNA 


NM 001998 


Homo sapiens fibulin 2 (FBLN2) mRNA 


NM 003923 


Homo sapiens forkhead box HI (FOXH1), mRNA 


NM 003950 


Homo sapiens coagulation factor II ( thrombin) receptor-like 3 (P2RL3 , i mRNA 


NM 003975 


Homo sapiens SH2 domain protein 2A (SH2D2A). mRNA 


NM 001440 


Homo sapiens exostoses fmultipleVlike 3 fEXTL3\ mRNA 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM 000126 

■A- V V \J a. *—> V/ 


Homo satvien*; electron-trfln^fer-flavonrotHn alnfia nolvnpnfiHp (ohitarir ar»iHnri» 

II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Hntnn ^arnpriQ p*itrncrpn rpppntnr 1 fT?SP1\ mP^TA 


NM 000123 


numu oajjiciio c\uiaiuii icpd.ii Lru&b-ounipiciiicnung roucni repair uenciency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
CCockavne svndromeY) rERCC5) mRNA 


NM 001983 


Homo saoiens excision renair cro^s-coTTmleTnenHni^ rod put rpriair dpfiripripv 
comnlementation qtoud 1 ^includes overlannine anti sense seonenep^ HPRPPI^ 
mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase fEPX). mRNA 


NM 001981 


Homo sapiens epidermal erowth factor receotor nathwav substrate 15 (EPS 15^ 
mRNA 


NM 000799 


Homo saoiens ervthronoietin rEPO'i mRNA 


NM 001980 


Homo s aniens enimornhin fEPIlvn mRNA 


NM 001431 


Homo sapiens ervthrocvte membrane Drotein band 4 1-like 2 rEPB41 T 2^ mRNA 


NM 001430 


Homo sapiens endothelial PAS domain Drotein 1 fEPASH mRNA 


NM 001977 


Homo saniens clutamvl aminonentidase raminonentidase rFNPFP^ rnRNA 


NMJXH974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 1 0EMR1) mRNA 


NM 001425 


Homo saniens enithelial membrane nrotein 3 HSMP3^ mRNA 


NM 001424 


Homo saniens enithelial membrane nrotein 2 fiRMT 5 ?^ mRNA 


NM 001423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


NM 001421 

a> t -A. » a. A t A* X 


Homo saniens R74-like factor 4 fet<! domain tranQrnntinn fani(\r\ ^PT PJ.^ mPTsJA 


NMJ)01419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 
antigen R) fELAVLl) mRNA 

**** V A VI a -A. ^ J ^ IVUi A> V U X y j 41U «— L. ^ A A 


NM 001972 


Homo saniens elastase 2 neutronhil rRT A2^ mPNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5 A), mRNA 


NM 001418 


Homo saniens eukarvotic translation initiation fartor A aamma 9 (ViT*dCiO'\ 

mRNA 


NM 003732 

Ai ^A.»-A V \mf W m mmS Arf 


Homo saniens Piilcarvotic translation initiation fnptnr 4P ViinHincr nrntpin ^ 

(EIF4EBP3), mRNA 


NM 001968 


Homo sanipns piiVarvntio translatinn initiation fnptor 4P rPPT^P^ mPTsIA 


NMJHH416 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EIF4A1), 
mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 


NMJ)01568 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 
(EIF3S6), mRNA 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(E1F3S5), mRNA 


NMJJ03757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM 001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(EIF2S3), mRNA 


NM_003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EEF2S2), mRNA 


NMJM966 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


NMJKH958 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


NMJKB775 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 

r £ — £ 1 1 U. 


NM 001397 


Homo sapiens endothelin converting enzyme 1 (ECE1), mRNA 


NMJKB240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; trarisforrning growth factor beta superfamily) (EB AP), mRNA 


NM 001948 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


NM 001945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NMJXH938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2) (DR1), mRNA 


NM 001387 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


NM 001385 


Homo sapiens dihydropyrimidinase (DPYS), mRNA 


NM_001935 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 


NM_003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease II. lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


NM_001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), rnRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type HI (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NMJ)03670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 

X X w * \ f * 

mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type HI) (AKR1C2), mRNA 


NMJ00790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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1 


mRNA 


NM.002042 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 1 (GABRR1), 
mRNA 


NMJ)00402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P 1 ), mRNA 


|NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (TYN), mRNA I 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA | 


(NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVTl), mRNA 1 


|NMJ)00150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 1 
mRNA 


NM_002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
specific) (FUT4), mRNA 


NMJ)00149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-mcosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2)» mRNA 1 


NM_000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, ! 
Bombay phenotype included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM_000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 1 


NM_001463 


Homo sapiens frizzled-related protein (FRZB), mRNA j 


NM 000144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


1 NM_002027 


Homo sapiens famesyltransferase, CAAX box, alpha (FNTA), mRNA 


1 NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM_001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


1 NM_001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


1 NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens fms-related tyrosine kinase 4 (FLT4), mRNA 


1 NM 001459 


Homo sapiens fms-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


1 NM_002019 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth j 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA j 


NM 001450 


Homo sapiens four and a half LM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 CFHL1), mRNA 1 


NM 002012 


Homo sapiens fragile histidine triad gene (FHTT), mRNA | 


NM_000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NM_002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


1 NM 002000 


Homo sapiens Fc fragment of I^A, receptor for (FCAR), mRNA | 
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NM 003837 


Homo sapiens fructose-l,6-bisphosphatase 2 (FBP2), mRNA 


NM 001998 


Homo sapiens fibulin 2 (FBLN2), mRNA 


NM 003923 


Homo sapiens forkhead box HI (FOXH1), mRNA 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


NM 003975 


Homo sapiens SH2 domain protein 2A (SH2D2A), mRNA 


NM 001440 


Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NMJ)00126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


NM_000123 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM0O1983 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 
mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


NM_001981 


Homo sapiens epidermal growth factor receptor pathway substrate 1 5 (EPS 1 5), 
mRNA 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


NM 001980 


Homo sapiens epimorphin (EPIM), mRNA 


NM 001431 


Homo sapiens erythrocyte membrane protein band 4.1-like 2 (EPB41L2), mRNA 


NM 001430 


Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA 


NM 001977 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


NMJ)01974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 1 (EMR1), mRNA 


NM 001425 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


NM 001424 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


NM 001423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NMJ)01419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 
antigen R) (ELAVL1), mRNA 


NM 001972 


Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5A), mRNA 


NMJXH418 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
mRNA 


NMJ)03732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 
(EIF4EBP3), mRNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


NMJXH416 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EIF4A1), 
mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EIF3S7), mRNA 


NM_001568 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 
(EIF3S6), mRNA 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EF3S10), mRNA 


NMJKM415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(EIF2S3), mRNA 


NMJ)03908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 


NM_001 966 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


NMJHH958 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1 A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


NMJ)03775 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001397 


Homo sapiens endothelin converting enzyme 1 (ECE1), mRNA 


NMJ)03240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


NM 001948 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


NMJ)01945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NMJ)01938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2) (DRl), mRNA 


NM 001387 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


NM 001385 


Homo sapiens dihydropyrimidinase (DPYS), mRNA 


NM 001935 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 


NMJ>03863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease n, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


NM_001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothvronine, type HI (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM.003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type HI) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM_000789 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


NM 000788 


Homo sapiens deoxycytidine kinase (DCK), mRNA 


NMJJ01919 


Homo sapiens dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


NM001918 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 
(DBT), mRNA 


NMJ)01352 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 
(DBP), mRNA 


NM 001351 


Homo sapiens deleted in azoospermia-like (DAZL), mRNA 


NM 001350 


Homo sapiens death-associated protein 6 (DAXX), mRNA 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


NM 003472 


Homo sapiens DEK oncogene (DNA binding) (DEK), mRNA 


NM_000776 


Homo sapiens cytochrome P450, subfamily mA (niphedipine oxidase), 
polypeptide 3 (CYP3 A3), mRNA 


NM 001916 


Homo sapiens cytochrome c-1 (CYC1), mRNA 


NMJ)01914 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading frame 5 (CXORF5), mRNA 


NM 003467 


Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mRNA 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM 003478 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullin 2 (CUL2), mRNA 


NM 001336 


Homo sapiens cathepsin Z (CTSZ), mRNA 


NM 001335 


Homo sapiens cathepsin W (lymphopain) (CTSW), mRNA 


NM 001912 


Homo sapiens cathepsin L (CTSL), mRNA 


NM 001333 


Homo sapiens cathepsin L2 (CTSL2), mRNA 


NM_000396 


Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA 


NM 001911 


Homo sapiens cathepsin G (CTSG), mRNA 


NM 001910 


Homo sapiens cathepsin E (CTSE), mRNA 


NM 001909 


Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


NM 001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001907 


Homo sapiens chymotrypsin-like (CTRL), mRNA 


NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRB1), mRNA 


NM 001905 


Homo sapiens CTP synthase (OTPS), mRNA 


NM 001904 


Homo sapiens catenin (cadherin-associated protein), beta 1 (88kD) (CTNNB1), 
mRNA 


NMJ)03798 


Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNAL1), 
mRNA 


NM_001903 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) j 
(CTNNA1), mRNA 


NM 001902 


Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 


NM 001901 


Homo sapiens connective tissue growth factor (CTGF), mRNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NMJ)01899 


Homo sapiens cystatin S (CST4), mRNA 


NM_000099 


Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA 


| NM 001322 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CST1), mRNA 


NM 001321 


Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA 


NM 001896 


Homo sapiens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


NM 001895 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


1 NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


1 NM_001893 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001892 


Homo sapiens casein kinase 1, alpha 1 (CSNK1 Al), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


1 NM 001890 


Homo sapiens casein, alpha (CSN1), mRNA 


1 NM_000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), ! 
mRNA 


NM 000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM_000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo sapiens colony stimulating factor 1 (macrophage) (CSF1), mRNA 


NMJ)03651 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM 001315 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


NM 001884 


Homo sapiens cartilage linking protein 1 (CRTL1), mRNA 


NM 001313 


Homo sapiens collapsin response mediator protein 1 (CRMP1), mRNA 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


NM 001311 


Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP1), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM_003851 


Homo sapiens cellular repressor of El A-stimulated genes (CREG), mRNA 


NMJ)01310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


(NM_003805 


Homo sapiens CASP2 and RIPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


NMJ)00098 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


NMJW1876 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1A), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)01875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CPS1), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)00097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 
(CPO), mRNA 


NM_ 001871 


Homo sapiens carboxypeptidase Bl (tissue) (CPB1), mRNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (CP A3), mRNA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 


VTA /T AAlOiCO 


Homo sapiens carboxypeptidase Al (pancreatic) (CPA1), mRNA 


! NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


NM 001299 


Homo sapiens calponin 1, basic, smooth muscle (CNN1), mRNA 


NM 001297 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), mRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA 


NM_003570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J) 
(CLU), mRNA 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
(CLPTM1), mRNA 


NM_003476 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 
(CSRP3), mRNA 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1A), mRNA 


NM_003277 


Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 
syndrome) (CLDN5), mRNA 


NM 001306 


Homo sapiens claudin 3 (CLDN3), mRNA 


NM 001829 


Homo sapiens chloride channel 3 (CLCN3), mRNA 


NMJ)01284 


Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKS1), mRNA 


NM 001824 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


NM_O03613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NMJ)03654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 
mRNA 


NMJ)00750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 


NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 
mRNA 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


NM 000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


NMJW0745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 


NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 
mRNA 


NM__000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA 


NMJW0742 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


NM 001821 


Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM 001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


NM 001269 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


NM_001817 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 
(CEACAM4), mRNA 


NM_001816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


NM_001815 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3), mRNA 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


NM 001813 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


NMJKH808 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 


NM 001807 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


NMJ)01805 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 


NM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CDX1), mRNA 


NM 001803 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


NM 001264 


Homo sapiens corneodesmosin (CDSN), mRNA 


NM_001263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
l(CDSl),mRNA 


NM 001801 


Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 


NM 001769 


Homo sapiens CD9 antigen (p24) (CD9), mRNA 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


NM 003874 


Homo sapiens CD84 antigen (leukocyte antigen) (CD84), mRNA 


NMJ)01781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM 001779 


Homo sapiens CD58 antigen, (lymphocyte function-associated antigen 3) 
(CD58),mRNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NM__001777 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 
transducer) (CD47), mRNA 


NMJ)00733 


Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (CD3E), 
mRNA 


NMJ)00732 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 
mRNA 


NM_001776 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPD1), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


NM 001773 


Homo sapiens CD34 antigen (CD34), mRNA 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


Homo sapiens CD1B antigen, b polypeptide (CD IB), mRNA 


NM 001838 


Homo sapiens chemokine (C-C motif) receptor 7 (CCR7), mRNA 


NM 001837 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM_001758 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000730 


Homo sapiens cholecystokinin A receptor (CCKAR), mRNA 


NM 001757 


Homo sapiens carbonyl reductase 1 (CBR1), mRNA 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (RUNX1), mRNA 


NM_003688 


Homo sapiens calcium/calmodulin-dependent serine protein kinase (MAGUK 
family) (CASK), mRNA 


NM 001747 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM_001744 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM 001742 


Homo sapiens calcitonin receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
(CACNG1), mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 
mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 
(CACNA1E), mRNA 


NM_000720 


Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 
(CACNA1D), mRNA 


NM_000719 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1C subunit 
(CACNA1C), mRNA 


NM_000718 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subunit 
(CACNA1B), mRNA 


NM_001739 


Homo sapiens carbonic anhydrase VA, mitochondrial (CA5A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001738 


Homo sapiens carbonic anhydrase I (CA1), mRNA 


NM 001737 


Homo sapiens complement component 9 (C9), mRNA 


NM 001736 


Homo sapiens complement component 5 receptor 1 (C5a ligand) (C5R1), mRNA 


NM 001735 


Homo sapiens complement component 5 (C5), mRNA 


NM 003956 


Homo sapiens cholesterol 25-hydroxylase (CH25H), mRNA 


NM 001734 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


Homo sapiens butyrophilin, subfamily 1, member Al (BTN1 Al), mRNA 


NM 001731 


Homo sapiens B-cell translocation gene 1, antiproliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NMJ)03742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


1 Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


1 Homo sapiens bactericidal/permeability-increasing protein (BPI), mRNA , 


NM 001724 


1 Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAG1), mRNA 


NM 001717 


1 Homo sapiens basonuclin (BNC), mRNA 


NMJ)01722 


1 Homo sapiens BN5 1 (BHK2 1) temperature sensitivity complementing (BN5 IT), 
mRNA 1 


NM 001721 


1 Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


1 Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NMJXH720 


1 Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NMJXH719 


1 Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), I 
mRNA 


NM 001202 


| Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 1 


NMJ)00713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 1 
mRNA | 


NM 000712 


1 Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


| Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 1 


NMJXH712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 | 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


1 Homo sapiens biglycan (BGN), mRNA 


NMJ)00711 


1 Homo sapiens bone gamma-carboxyglutarnate (gla) protein (osteocalcin) | 
(BGLAP), mRNA 


NM 001709 


| Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA j 


NM 000710 


Homo sapiens bradykinin receptor B 1 (BDKRB 1), mRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


i Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 5 1) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA i 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA | 


NM 001704 1 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA ] 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA ( 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA ! 


NM_001186 


Homo sapiens BTB and CNC homology 1 , basic leucine zipper transcription ? 
factor 1 (BACH 1 ), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 1 
choloyltransferase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 1 


NMJJ00053 


Homo sapiens ATPase, Cu-H- transporting, beta polypeptide (Wilson disease) j 
(ATP7B), mRNA 


NMJ)03945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA | 


NMJ)01696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 1 
3 lkD (ATP6E), mRNA | 


NMJ)01693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 1 
polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NMJXH692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta | 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NMJXH691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), j 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 | 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), ! 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), raRNA 


NMJ)01697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NMJ)01686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NMJ)01684 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NMJ)01682 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NMJJ01681 


Homo sapiens ATPase, Ca-H- transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NMJ)01679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NMJKH678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM 001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 
mRNA 


NMJ)00703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1A2), 
mRNA 


NMJ)00701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1A1), 
mRNA 


NMJW0051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NM_001675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


|NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF), mRNA 


NM_001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NMJXH178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NMJW1176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


NM 001661 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NMJ)01657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 361 1 viral oncogene homolog 1 (ARAF1), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NMJW0484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-H, Alzheimer 
disease) (APP), mRNA 
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NM 001647 


Homo sapiens apolipoprotein D (APOD), mRNA 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


NM 000384 


Homo sapiens apolipoprotein B (including Ag(x) antigen) (APOB), mRNA 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


NM 001168 


Homo sapiens baculoviral LAP repeat-containing 5 (survivin) (BIRC5), mRNA 


NM 001167 


Homo sapiens baculoviral LAP repeat-containing 4 (BLRC4), mRNA 


NM_001164 


Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 1 
(Fe65) (APBB1), mRNA 


NM_001163 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 1 
(Xll)(APBAl),mRNA 


NM001161 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


NM 001630 


Homo sapiens annexin A8 (ANXA8), mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


NMJ)01152 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001151 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 4 (SLC25 A4), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001150 


Homo sapiens alanyl (membrane) aminopeptidase (aminopeptidase N, 
aminopeptidase M, microsomal aminopeptidase, CD13, pl50) (ANPEP), mRNA 


NM 001146 


Homo sapiens angiopoietin 1 (ANGPT1), mRNA 


NM 000699 


Homo sapiens amylase, alpha 2A; pancreatic (AMY2A), mRNA 


NM_000481 


Homo sapiens aminomethyltransferase (glycine cleavage system protein T) 
(AMT), mRNA 


NM_000480 


Homo sapiens adenosine monophosphate deaminase (isoform E) (AMPD3), 
mRNA 


NM 001144 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NM 001143 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1-microglobulin/bikunin precursor (AMBP), mRNA 


NM 000698 


Homo sapiens arachidonate 5-lipoxygenase (ALOX5), mRNA 


NM 001140 


Homo sapiens arachidonate 1 5-lipoxygenase (ALOX15), mRNA 


NM 001139 


Homo sapiens arachidonate 12-lipoxygenase, 12R type (ALOX12B), mRNA 


NM 000697 


Homo sapiens arachidonate 12-lipoxygenase (ALOX12), mRNA 


NMJ)01628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 
(AKR1B1), mRNA 


NM_000696 


Homo sapiens aldehyde dehydrogenase 9 (gamma-aminobutyraldehyde 
dehydrogenase, E3 isozyme) (ALDH9), mRNA 


NM 000692 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
dehydrogenase; pyrroline-5-carboxylate dehydrogenase) (ALDH4), mRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


NM 000689 


Homo sapiens aldehyde dehydrogenase 1, soluble (ALDH1), mRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NMJ)00688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)03689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM_003488 Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRN A 
NM, 00 1 622 J Homo sapiens alpha-2-HS-grycoprotein (AHSG), mRNA 



NM_Q03 659 Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 



NM 00 1 1 33 Homo sapiens afamin (AFM), mRNA 



NM_001 131 Homo sapiens acidic epididymal glycoprotein-like 1 (AEGL1), mRNA 

iv i iv n 1 1 n j w \ m cj ■ ■ i •» «■ * _ _ ^^^^^^^^^^ ■ ~ _ _ - - — • 



NM__003938 Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), 

mRNA 



NM J)0 1127 I Homo sapiens adaptor-related protein complex 1 , beta 1 subunit (AP1B1), 

mRNA 



NM_000676 I Homo sapiens adenosine A2b receptor (ADORA2B), mRNA 

NM_000674 I Homo sapiens adenosine Al receptor (ADORA1), mRNA 

NM OQ 1 1 24 I Homo sapiens adrenomedullin (AJDM), mRNA 

NM 001 120 1 Hom o sapiens tetracycline transporter-like protein (TFTP AN), mRNA 



NMJ)01 118 I Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 

1 type I (ADCYAP1R1), mRNA 



NM_000666 I Homo sapiens aminoacylase 1 (ACY1), mRNA 

NM 001613 I Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 
NM_00 1 097 I Homo sapiens acrosin (ACR), mRNA 



NMJ)03501 I Homo sapiens acyl-Coen2yme A oxidase 3, pristanoyl (ACOX3), mRNA 
NMJ)03500 I Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (ACOX2), mRNA 
NM 001 098 I Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 

mitochondrial protein, mRNA 

Homo sapiens ATP citrate lyase (ACLY), mRNA 

Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 



NM 001096 



NMJ)01609 



NM J)Q 1 608 1 Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 



NM J)0 1 093 I Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 
NM _00 1 089 I Homo sapiens ATP-binding cassette, sub-family A (ABC 1 ), member 3 

1 (ABCA3), mRNA 



NM - 000 ^ I Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 

encoding mitochondrial protein, mRNA 

NM 001605 I Homo sapiens alanyl-tRNA synthetase (AARS), mR NA 
NM_02 1 123 Homo sapiens G antigen 7 (GAGE7), mRNA 



NM 006994 



NM 001812 



NM_015983 
NM 009590 



NM001159 
NM_007326 

NM_005158 

NM 004441 



NM_004089 
NM_004077 



NM_003890 
NM 003582 



NM 001396 



Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 



Homo sapiens centromere protein C 1 (CENPC1), mRNA 
Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LQC51619), mRNA 
Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 



Homo sapiens aldehyde oxidase 1 (AQX1), mRNA 

Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 

gene encoding mitochondrial protein, transcript variant S, mRNA 

Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 
Homo sapiens EphBl (EPHB1) mRNA 



Homo sapiens delta sleep inducing peptide, irnmunoreactor (D SIPD, mRNA 

T 'V" • ■ _ a ^ a 



Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 



Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 

Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 



Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
'DYRKl)mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense, 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2-O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5 -end, the 3'-end, or both of the 5 1 and 3' 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2 f -fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2'-0-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2'-deoxy- purine nucleotides. 

21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3' end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3* end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
molecule comprise 21 nucleotides, 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 
other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5'-end of the fragment comprising 
said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41. The siNA molecule of claim 31 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 31 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is B ACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

52. Medicament comprising the siNA molecule of claim 1 . 

53. Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 2 
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Figure 18 



5*- 

y- 



B A 



5'- 
3'- 



r 



SENSE STRAND (SEQ ID NO 903) 
ALL PYRIMIDINES - 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

N s N s N s N s N N 1ST N N N N N N N N N N s N s N s (N s N) ? 3' 
L-(N S N) NNNNNNNNNNNNNNN S N S N S N S N ' -5 r 

ANTISENSE STRAND (SEQ ID NO 904) 1 ' 

ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

t 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITION'S (N N) 

. NN,NNNNNNNNNNNNNNNNN(NN) -3" 
L-(NN)NNNNNNNNNNNNNNNNNNN . -5' 

ANTISENSE STRAND (SEQ ID NO- 906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N;N) 



J 



> 



C \ 



5'- 
3*- 



'• SENSE STRAND (SEQ ID NO 907) 
ALL PYRJMIDINES'= 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS' (N N) . 

B-NNNNNNNn'nNNNNNNNNNN(NN)-B -3' 
L-(N S N) N N N N N N N N N N N N N N N N N N N -5' 

■ « ' 

ANTISENSE STRAND, (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



J 



< 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES « 2'-DEOXY 

5'- B-N NNNNNNNNNNNNNNNNNN(N N)-B -3' 

-5' 



J 



3'- L-(N S N) NNNNNNNNNNNNNNN NNNN 



r 



ANTISENSE STRAND (SEQ ID NO 9 1 0) 
ALL'PYRIMIDINES 2'-FLUOI*0 AND ALL PURINES * 2'-0-ME EXCEPT POSITIONS (N N) 



J 



E \ 



F \ 



' SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- ' B-N N N N,N NNNNNNNNNNNNNN(N N)-B -3' 
3'- L-(NN)NNNNNNNNNNNNNNN NNNN -5* 

ANTISENSE STRAND (SEQ ID NO 912) ' 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES - 2'-0-ME EXCEPT POSITIONS (N N) 

* i > 

\ SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2*-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- , B-N N N N N N NNNNNNNNNNNNN(N N)-B -3' 
3'- L-(N S N)NNNNNNN NNNN NNNN NNNN -5' 

ANTISENSE STRAND (SEQ ID NO 913) 
l^ALL PYRIMIDINES = 2*-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOXY 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B - ABASIC, INVERTED AB ASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

■ THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 



B 



i i 



D 



F 



5*- 
3'- 



r 



< 



5*- 
3'- 



r 



5'- 

< '3L 



r 



<5'~ . 



r 



5'- 

E ± 3'- 



r 



5'- 



SENSE,STRAND (SEQ ID NO 914) 

u s u s u s G s u cuuccAuuccA u s u s G s r s 7 
L-T S T A A A cAGAAGGuAAG G s u s A s A s C 

■ 

■ ANTISENSE STRAND (SEQ ID NO 915) 

■ 

» i 

■ SENSE STRAND (SEQ ID NO 916). 

* 

uuuGucuu c c Auu cc AuiiG7T 
L-7TAA Ac AGA AGGuAAGGiiAAc 

■ 

ANTISENSE STRAND (SEQ ID NO 917) 



. SENSE STRAND (SEQ ID NO 918) 

iB-u tiuGucuuccAuuccAuuGr TAB 
L^TAA Ac AG AAGGuA AGGuAAc 

ANTISENSE STRAND (SgQ ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

» 

iB r u uuGuc uu c cA uu c cAuuG 7T-iB 
L-7sr.a a a cagaa'gguaagguaac 

• • , ANTISENSE STRAND (SEQ ID NO 921)/ 

» 

SENSE STRAND (SEQ ID NO 922) 

♦ 

♦ » 

iB-u uuGucuuc c Auucc Auu GTT-iB 

' 4 

t 

L-7Taa ac ag a aggu a agguaac 

ANTISENSE STRAND (SEQ ID NO 923) 



SENSE STRAND (SEQ ID NO 920) 

iB-w uuGucuuccAuuccA uu GTT-iB 
L-T s TAAAcA GAAGGuAAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 



lower case = 2*-0-Methy! or2'-deoxy-2-fluoro; 
italic lower case ■ 2'-deoxyr2'-Jluoro 
ITALIC UPPER CASE - DEOXY 



-3' > 
■5* 



J 

•3' 
-5' > 



-3*. 
-5' > 



* 



-3' 
-5' 



J 



•3* 
•5' 



-3' 

-5- ^ 



B = INVERTED DEOXYABASIC 
L * GLYCERYL MOIETY OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPH OROD I THIOATE 
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